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Xetrov72b000114 stmn3 779780 Str.53953 111306041,118403633 BC121398,NM_001078859 NA NA NA XB-GENEPAGE-5918430 XB-GENE-5918431 Xl.53848,Xl.11,Xl.49734 Stmn3 20262 - - - - - 294,67 0,00 589,34 590,34 9,21 0,00%
Xetrov72029702 klhl35 100486151 Str.31425 301623815 XM_002941162 NA NA NA XB-GENEPAGE-1009037 XB-GENE-1009038 Klhl35 72184 - - - - - 91,09 0,00 182,19 183,19 7,52 0,00%
Xetrov72003700 nhlh1 100125788 Str.53224 112807514,301615704 CU075470,XM_002937261 nescient helix loop helix 1 transcription factor hen1|nscl|nscl1|bhlha35|hen-1 XB-GENEPAGE-989789 XB-GENE-989790 Xl.49521,Xl.437 Nhlh1 18071 - - Xl.437 - - 80,23 0,00 160,47 161,47 7,34 0,00%
Xetrov72038386 sv2b 100497731 301607529 XM_002933309 NA NA NA XB-GENEPAGE-6041858 XB-GENE-6041859 NA Sv2b 64176 - - - - - 403,75 4,72 802,78 140,50 7,13 0,00%
Xetrov72025604 slc17a7 780064 Str.70723 118404739,116063333 NM_001079140,BC122986 NA NA NA XB-GENEPAGE-5742676 XB-GENE-5742677 Xl.81788,Xl.58632 Slc17a7 72961 - - - - - 151,58 1,16 302,00 140,41 7,13 0,00%
Xetrov72037301 sez6l2 100151710 Str.70032 188528924,183986464 NM_001127416,BC166244 seizure related 6 homolog-like 2 procollagen C-endopeptidase XB-GENEPAGE-921455 XB-GENE-921456 Xl.51942 Sez6l2 233878 - - - - - 147,75 1,25 294,26 131,41 7,04 0,00%

Xetrov72b000002 mllt11 100380181 Str.53950 301615708,110645746,159155861 XM_002937262,BC118826,BC154950 NA NA NA XB-GENEPAGE-5918937 XB-GENE-5918938 Xl.20705 Mllt11 56772 - - - - - 62,79 0,00 125,57 126,57 6,98 0,00%
Xetrov72039007 scg3 100125084 Str.14123 301613786,156229893,134025704 XM_002936338,BC152024,BC136197 NA NA NA XB-GENEPAGE-966934 XB-GENE-966935 Xl.15 Scg3 20255 - - - - - 125,53 1,16 249,90 116,27 6,86 0,00%
Xetrov72037002 kank2 100495496 301627449 XM_002942843 NA NA NA XB-GENEPAGE-997066 XB-GENE-997067 Xl.16647 Kank2 235041 - - - - - 55,05 0,00 110,10 111,10 6,80 0,00%
Xetrov72025759 slc18a3 780320 Str.34872 112808117,118404031,114108255 CU075886,NM_001079391,BC123053 NA NA NA XB-GENEPAGE-965084 XB-GENE-965085 Xl.25070 NA 20508 - - - - - 50,44 0,00 100,89 101,89 6,67 0,00%
Xetrov72036119 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 48,63 0,00 97,26 98,26 6,62 0,00%
Xetrov72012871 slc8a2 100495074 Str.28043 301619836 XM_002939246 solute carrier family 8 (sodium/calcium exchanger), member 2 transmembrane solute exchange ncx2 XB-GENEPAGE-992834 XB-GENE-992835 Slc8a2 110891 - - - - Slc8a2 91,34 1,16 181,52 84,58 6,40 0,00%
Xetrov72014334 pou4f1.2 100037865 Str.12826 148226808,134024015 NM_001097307,BC135127 POU class 4 homeobox 1 transcription factor Brn3d XB-GENEPAGE-5996033 XB-GENE-5996034 Xl.701,Xl.11423 Pou4f1 18996 - - - - - 171,46 3,56 339,36 74,59 6,22 0,00%
Xetrov72025610 dpysl4 548482 Str.9826 77620778,59809116,62751611 CR761623,BC089704,NM_001015765 dihydropyrimidinase-like 4 dihydropyrimidinase crmp3|Collapsin response mediator protein 3 XB-GENEPAGE-960291 XB-GENE-960292 Xl.77348,Xl.75492 Dpysl4 26757 - - - - Dpysl4 325,60 7,88 643,32 72,54 6,18 0,00%
Xetrov72018664 map1b 779460 Str.12875 301610676,111307856,156230528,165905277 XM_002934819,BC121382,BC152029,BC157760 NA NA NA XB-GENEPAGE-6044421 XB-GENE-6044422 Xl.8447,Xl.8859 Mtap1b 17755 - - - - - 455,98 11,45 900,52 72,44 6,18 0,00%
Xetrov72021266 shd 100124932 Str.30857 134024100,301608980 BC135801,XM_002934002 Src homology 2 domain containing transforming protein D Protein tyrosine phosphatase Corkscrew and related SH2 domain enzymes XB-GENEPAGE-492408 XB-GENE-492409 Xl.13544 Shd 20420 - - - - - 96,94 1,83 192,06 68,32 6,09 0,00%
Xetrov72026692 c10orf54 496981 Str.27796 58332823,57033098 NM_001011488,BC088869 NA NA NA XB-GENEPAGE-946676 XB-GENE-946677 Xl.47587 NA NA - - - - - 161,13 4,14 318,13 62,07 5,96 0,00%
Xetrov72004956 pde11a 100379882 Str.42222 197246671,301610209 BC168478,XM_002934600 NA NA NA XB-GENEPAGE-5999892 XB-GENE-5999893 NA Pde11a 241489 - - - - - 180,67 5,30 356,04 56,68 5,82 0,00%
Xetrov72016353 fam163b 779655 Str.37579 76559541,110645375,118404073 CT027912,BC118774,NM_001078741 NA NA NA XB-GENEPAGE-5846538 XB-GENE-5846539 NA Fam163b 109349 - - - - - 171,01 4,99 337,04 56,46 5,82 0,00%
Xetrov72015904 syp 100144928 Str.68622 77623009,187607470,165971075 CT030505,NM_001126502,BC158217 NA NA NA XB-GENEPAGE-943860 XB-GENE-943861 Xl.230,Xl.232 Syp 20977 - - - - - 76,04 1,83 150,25 53,52 5,74 0,00%
Xetrov72016352 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 161,59 4,99 318,20 53,31 5,74 0,00%

Xl.12377 - - - - - BX847776 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGp998P1210623 ; IMAGE:4757627 5', mRNA sequence [BX847776] - - - Xl.12377 - - - - - - - 25,67 0,00 51,35 52,35 5,71 0,00%
Xetrov72021801 phox2b 100124329 Str.33897 172355887,112807519,171846497 NM_001123020,CU075475,BC161760 paired-like homeobox 2b homeodomain transcription factor phox2|xphox2b XB-GENEPAGE-1000414 XB-GENE-1000415 Xl.32231,Xl.58124,Xl.83189 Phox2b 18935 - - - - - 140,81 4,32 277,30 52,32 5,71 0,00%
Xetrov72039730 tlx3 548656 Str.27687 77624054,77681975 CR926440,NM_001015902 T-cell leukemia homeobox 3 homeodomain transcription factor XHox11L2|rnx|hox11l2 XB-GENEPAGE-495043 XB-GENE-495044 Xl.679 Tlx3 27140 - - - - - 472,44 17,68 927,21 49,69 5,63 0,00%
Xetrov72028755 nalcn 100492286 Str.13972 301615330 XM_002937079 NA NA NA XB-GENEPAGE-1012704 XB-GENE-1012705 NA Nalcn 338370 - - - - - 53,16 1,16 105,16 49,20 5,62 0,00%
Xetrov72008463 sipa1 100490716 Str.60346 301611772 XM_002935362 NA NA NA XB-GENEPAGE-6065316 XB-GENE-6065317 Xl.24360,Xl.13462,Xl.81387 Sipa1 20469 - - - - - 144,47 4,81 284,14 49,08 5,62 0,00%
Xetrov72024190 slc10a4 100491322 301607819 XM_002933457 solute carrier family 10 (sodium/bile acid cotransporter family), member 4 transmembrane solute exchange XB-GENEPAGE-940174 XB-GENE-940175 NA Slc10a4 231290 - - - - Slc10a4 139,70 4,90 274,50 46,71 5,55 0,00%
Xetrov72038665 dpysl3 448103 Str.2981 62732444,54020782,49250893 CR942629,NM_001005637,BC074633 NA NA NA XB-GENEPAGE-944728 XB-GENE-944729 Xl.5161,Xl.68131 Dpysl3 22240 - Xl.68131 - - - 3153,18 131,60 6174,76 46,58 5,54 0,00%
Xetrov72035427 nrn1 100145075 Str.21698 187608770,165971193 NM_001126599,BC158490 NA NA NA XB-GENEPAGE-988297 XB-GENE-988298 Xl.34198,Xl.11951 Nrn1 68404 - - - - - 75,92 2,32 149,51 45,39 5,50 0,00%
Xetrov72036539 fam59b NA Str.34813 NA NA NA NA NA XB-GENEPAGE-5890900 XB-GENE-5890901 Xl.48680 Fam59b 242915 - - - - - 76,41 2,40 150,42 44,47 5,47 0,00%

Xetrov72b000187 cplx2 493222 Str.15513 55926106,51258161 NM_001007495,BC079932 NA NA NA XB-GENEPAGE-945622 XB-GENE-945623 Xl.24380 Cplx2 12890 - - - - - 552,01 24,14 1079,89 43,00 5,43 0,00%
Xetrov72026935 c15orf59 100216246 Str.24977 213983044,197246351 NM_001142211,BC168617 NA NA NA XB-GENEPAGE-5931897 XB-GENE-5931898 Xl.49883,Xl.48615 6030419C18Rik 319477 - - - - - 46,41 1,16 91,67 42,94 5,42 0,00%
Xetrov72030919 neurod4 100124310 Str.53567 54038737,196259965,195539842 BC084160,NM_001131041,BC168092 neurogenic differentiation 4 helix-loop-helix transcription factor atonal homolog-3|Xath-3|Xath3|ath3|ath-3|atoh3|math-3|bhlha4 XB-GENEPAGE-972703 XB-GENE-972704 Xl.1263 Neurod4 11923 Xl.1263 - - - Neurod4 153,42 6,15 300,69 42,22 5,40 0,00%
Xetrov72040456 sncb 394467 Str.65762 37590937,89886433,77626901 BC059756,NM_203541,CR760873 NA NA NA XB-GENEPAGE-973306 XB-GENE-973307 Xl.6203,Xl.14705 Sncb 104069 - - - - - 80,90 2,98 158,81 40,12 5,33 0,00%
Xetrov72016283 elavl3 594912 Str.46013 51261570,134026263,77620853,77682340 BC080177,BC136134,CR761704,NM_001030326 ELAV (embryonic lethal, abnormal vision)-like 3 (Hu antigen C) RNA binding elrC XB-GENEPAGE-490863 XB-GENE-490864 Xl.1035,Xl.35785 Elavl3 15571 - - Xl.1035 - - 272,92 12,60 533,23 39,27 5,30 0,00%
Xetrov72019309 myo18b 100496668 Str.53199 301604965,77621242 XM_002932086,CR760048 myosin 18b motor activity myosin XVIIIB XB-GENEPAGE-876491 XB-GENE-876492 NA Myo18b 74376 - - - - - 42,22 1,16 83,28 39,06 5,29 0,00%
Xetrov72020495 amigo1 779983 Str.53750 112418607,118405069 BC121981,NM_001079060 adhesion molecule with Ig-like domain 1 leucine rich repeat-containing protein XB-GENEPAGE-922132 XB-GENE-922133 Amigo1 229715 - - - Amigo1 - 63,04 2,32 123,76 37,62 5,23 0,00%
Xetrov72011321 lmo2 496679 Str.14577 58332171,56556543 NM_001011238,BC087809 LIM domain only 2 (rhombotin-like 1) transcription factor LMO-2|xlmo-2|xlmo2 XB-GENEPAGE-479143 XB-GENE-479144 Xl.9549 Lmo2 16909 - - - - - 102,75 4,72 200,79 35,27 5,14 0,00%
Xetrov72013088 lrfn1 100487064 301622159 XM_002940361 NA NA NA XB-GENEPAGE-6045968 XB-GENE-6045969 NA Lrfn1 80749 - - - - - 125,59 6,06 245,13 34,88 5,12 0,00%
Xetrov72018851 frmpd1 NA NA NA NA NA NA XB-GENEPAGE-954373 XB-GENE-954374 NA Frmpd1 666060 - - - - - 47,61 1,74 93,48 34,52 5,11 0,00%
Xetrov72004766 loc388210 100496911 Str.29248 301623606 XM_002941059 NA NA NA XB-GENEPAGE-6038542 XB-GENE-6038543 NA NA - - - - - 64,15 3,07 125,23 30,99 4,95 0,00%
Xetrov72041343 fbxl16 100125019 Str.82457 134024522,156717747 BC136072,NM_001102944 NA NA NA XB-GENEPAGE-5821641 XB-GENE-5821642 ,Xl.18424 Fbxl16 214931 - - - - - 111,11 6,06 216,17 30,78 4,94 0,00%
Xetrov72002273 c6orf174 100496490 Str.40084 301622223,195539836 XM_002940390,BC168082 NA NA NA XB-GENEPAGE-994479 XB-GENE-994480 NA NA NA - - - - - 43,37 1,83 84,92 30,40 4,93 0,00%
Xetrov72018587 vcan 100101672 Str.67562 77623006,113197712,301612479 CT030502,BC121258,XM_002935704 versican extracellular matrix chondroitin sulfate proteoglycan 2|Xversican|versican XB-GENEPAGE-922301 XB-GENE-922302 Xl.70991,Xl.84046 Vcan 13003 - - - - - 167,09 9,71 324,47 30,39 4,93 0,00%
Xetrov72037547 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 148,11 8,55 287,68 30,23 4,92 0,00%
Xetrov72009517 nr5a2 496513 Str.27430 58331856,54038249 NM_001011100,BC084495 nuclear receptor subfamily 5, group A, member 2 steroid hormone receptor xff1rashort|b1f|cpf|ftf|b1f2|lrh1|lrh-1|ftz-f1|ftz-f1beta XB-GENEPAGE-478073 XB-GENE-478074 Xl.924,Xl.12129,Xl.12451,Xl.79330 Nr5a2 26424 - - - - Nr5a2 107,94 6,06 209,83 29,88 4,90 0,00%
Xetrov72016483 dbh 100492247 301626284 XM_002942278 NA NA NA XB-GENEPAGE-959494 XB-GENE-959495 NA Dbh 13166 - - - - - 987,84 63,77 1911,91 29,53 4,88 0,00%
Xetrov72014641 mcart6 100489481 301622247 XM_002940409 NA NA NA XB-GENEPAGE-6045974 XB-GENE-6045975 Mcart6 67062 - - - - - 32,47 1,25 63,69 28,79 4,85 0,00%
Xetrov72037546 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 112,97 6,72 219,22 28,51 4,83 0,00%
Xetrov72009964 elavl4 100125165 Str.12155 156717965,138519952 NM_001103055,BC135736 NA NA NA XB-GENEPAGE-948209 XB-GENE-948210 Xl.1036 Elavl4 15572 - - - - - 162,23 10,29 314,18 27,92 4,80 0,00%
Xetrov72022822 d4s234e 780310 Str.66801 116063432,118403877,195539947 BC122904,NM_001079381,BC167929 NA NA NA XB-GENEPAGE-992526 XB-GENE-992527 ,Xl.80426 NA NA - - - - - 335,04 22,49 647,59 27,61 4,79 0,00%
Xetrov72018527 celf3 549245 Str.15393 213625603,77681503,158253637,77626860 BC170955,NM_001016491,BC154063,CR760829 NA NA NA XB-GENEPAGE-5796617 XB-GENE-5796618 Xl.12160,Xl.986 Celf3 78784 - - - - Celf3 55,80 2,98 108,62 27,52 4,78 0,00%
Xetrov72005817 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 29,67 1,16 58,18 27,42 4,78 0,00%
Xetrov72029044 pcdh9 100489504 Str.36663 301604691 XM_002931930 protocadherin 9 Cadherin repeats XB-GENEPAGE-980875 XB-GENE-980876 Pcdh9 211712 - - - - - 73,18 4,32 142,03 26,89 4,75 0,00%
Xetrov72030543 pou4f1 100488759 301604666 XM_002931926 POU class 4 homeobox 1 homeodomain transcription factor brn3a|rdc-1|oct-t1|Brn3.0 XB-GENEPAGE-853138 XB-GENE-853139 Xl.21549 Pou4f1 18996 - - - - - 36,33 1,74 70,93 26,28 4,72 0,00%
Xetrov72034026 prdm14 100490605 Str.26504 301615308 XM_002937078 PR domain containing 14 zinc finger, C2H2 type XB-GENEPAGE-954694 XB-GENE-954695 Xl.59332 Prdm14 383491 - - - - - 126,72 8,64 244,81 25,50 4,67 0,00%
Xetrov72000685 NA NA NA NA NA NA NA NA NA Xl.72854 NA NA - - - - - 50,49 2,89 98,09 25,44 4,67 0,00%
Xetrov72018659 apc2 100487473 Str.84778 301623723 XM_002941120 NA NA NA XB-GENEPAGE-995290 XB-GENE-995291 Xl.8904,Xl.13877,Xl.50320 Apc2 23805 - - - - - 74,20 4,81 143,59 24,89 4,64 0,00%
Xetrov72042475 islr2 100145445 Str.68589 170285112,187607647 BC161063,NM_001126899 NA NA NA XB-GENEPAGE-5920690 XB-GENE-5920691 Xl.17551 Islr2 320563 - - - - Islr2 50,00 2,98 97,01 24,60 4,62 0,00%
Xetrov72013830 chga 493296 Str.16148 51512967,56118457,77622355 BC080353,NM_001007914,CR848134 NA NA NA XB-GENEPAGE-960410 XB-GENE-960411 Xl.3960,Xl.24545 Chga 12652 - - - - - 644,50 49,92 1239,07 24,35 4,61 0,00%
Xetrov72038476 dbn1 733967 Str.48183 116284248,183985637,113931385,77624234 BC123921,BC166137,NM_001045677,CR942521 NA NA NA XB-GENEPAGE-961392 XB-GENE-961393 Xl.49084,Xl.79703,Xl.81430,Xl.83096 Dbn1 56320 - - Xl.49084 - - 2056,57 167,98 3945,16 23,35 4,55 0,00%
Xetrov72000418 sobp 100125342 Str.38377 157073926,95115514,159155685 NM_001103208,DQ503412,BC154687 NA NA NA XB-GENEPAGE-5884398 XB-GENE-5884399 Sobp 109205 - - - - - 39,01 2,32 75,71 23,13 4,53 0,00%
Xetrov72024986 ret 100495902 Str.61293 301608751 XM_002933895 ret proto-oncogene tyrosine kinase receptor for GDNF ligand X-ret|c-ret|cret|xret XB-GENEPAGE-485175 XB-GENE-485176 Xl.673 Ret 19713 - - - - - 197,04 15,59 378,50 22,88 4,52 0,00%
Xetrov72002686 snap25 549255 Str.15491 134026021,77681767,49899834,77626830 BC135565,NM_001016501,BC077066,CR760797 NA NA NA XB-GENEPAGE-948768 XB-GENE-948769 Xl.71917,Xl.8686 Snap25 20614 - - - - - 136,35 10,96 261,75 21,98 4,46 0,00%
Xetrov72033743 amph 100125136 Str.13698 140832828,156717929 BC135395,NM_001103037 NA NA NA XB-GENEPAGE-993127 XB-GENE-993128 Xl.14350 Amph 218038 - - - - - 133,09 10,78 255,41 21,77 4,44 0,00%
Xetrov72013348 stxbp1 779976 Str.53990 115292042,118405041 BC121967,NM_001079053 syntaxin binding protein 1 Vesicle trafficking protein Sec1 unc18|munc18-1|nsec1|rbsec1 XB-GENEPAGE-945142 XB-GENE-945143 Xl.26111,Xl.80704 Stxbp1 20910 - - - - - 374,19 32,02 716,36 21,73 4,44 0,00%
Xetrov72035555 kcnq3 NA NA NA potassium voltage-gated channel, KQT-like subfamily, member 3 voltage-gated potassium channel kv7.3|k(v)7.3 XB-GENEPAGE-493095 XB-GENE-493096 NA Kcnq3 110862 - - - - - 71,08 5,39 136,76 21,56 4,43 0,00%
Xetrov72042820 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 35,06 2,40 67,72 20,18 4,34 0,00%
Xetrov72005231 des.1 394739 Str.5390 38511807,90017464,77624372 BC061361,NM_203803,CR942682 desmin, gene 1 intermediate filament desm|csm1|csm2|cmd1l XB-GENEPAGE-494930 XB-GENE-494931 Xl.29616,Xl.2665 Des 13346 - - - - Des 813,19 76,11 1550,27 20,12 4,33 0,00%
Xetrov72038650 arsi 100487216 301621595 XM_002940086 NA NA NA XB-GENEPAGE-6046189 XB-GENE-6046190 Arsi 545260 - - - - - 27,53 1,74 53,32 19,85 4,31 0,01%
Xetrov72031134 phox2a 100486496 301622954,356582261 XM_002940748,NM_001252199 paired-like homeobox 2a homeodomain transcription factor phox2|xphox2a XB-GENEPAGE-853856 XB-GENE-853857 Xl.35171 Phox2a 11859 - - - - - 539,75 51,17 1028,33 19,73 4,30 0,00%

Xl.71926 - - - - - AGENCOURT_14142001 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6948271 5', mRNA sequence [CD324791] - - - Xl.71926 - - - - - - - 27,70 1,83 53,57 19,31 4,27 0,00%
Xl.174 LOC397995 - - - - neurofilament, medium polypeptide Xenopus laevis neurofilament, medium polypeptide (nefm-b), mRNA [NM_001088212] - - - Xl.174 - - - - - - - 32,92 2,40 63,44 18,93 4,24 0,00%

Xetrov72014236 dcx 100493401 301618876 XM_002938781 NA NA NA XB-GENEPAGE-992091 XB-GENE-992092 NA Dcx 13193 - - - - - 67,83 5,97 129,68 18,76 4,23 0,00%
Xetrov72016923 ppp1r9b 100490992 Str.60634 301612149 XM_002935559 protein phosphatase 1, regulatory subunit 9B regulatory subunit of protein phosphatase-1 catalytic subunit [Entrez] spinophilin|spino|spn XB-GENEPAGE-492590 XB-GENE-492591 Xl.76055 Ppp1r9b 217124 - - - - - 480,04 48,10 911,99 18,60 4,22 0,00%
Xetrov72035247 adcyap1 100125031 Str.21343 156717769,134025844 NM_001102955,BC136094 NA NA NA XB-GENEPAGE-992311 XB-GENE-992312 Xl.546,Xl.79071,Xl.82891,Xl.8521 Adcyap1 11516 - - - - - 55,15 4,81 105,49 18,33 4,20 0,00%
Xetrov72028028 ebf3 100135240 Str.31209 301606162,163916088,77623528,301606160 XM_002932649,BC157373,CT030628,XM_002932648 NA NA NA XB-GENEPAGE-962542 XB-GENE-962543 Xl.632 Ebf3 13593 - - - - - 120,35 12,51 228,19 16,96 4,08 0,00%
Xetrov72043539 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 364,34 40,61 688,06 16,56 4,05 0,00%
Xetrov72032680 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 11350,41 1392,83 21307,99 15,29 3,93 0,00%
Xetrov72008031 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 3195,01 391,90 5998,12 15,27 3,93 0,00%
Xetrov72029291 map3k12 100488307 Str.61117 301614404 XM_002936651 mitogen-activated protein kinase kinase kinase 12 serine/threonine kinase dlk|muk|zpk|zpkp1|mekk12 XB-GENEPAGE-482767 XB-GENE-482768 Xl.83152,Xl.83796 Map3k12 26404 - - - - - 66,36 7,39 125,32 15,05 3,91 0,00%
Xetrov72030241 manea 100124973 Str.47934 134024009,156717675,156230328 BC135932,NM_001102908,BC152044 NA NA NA XB-GENEPAGE-5814475 XB-GENE-5814476 ,Xl.29717 Manea 242362 - - - Manea - 45,61 4,81 86,40 15,04 3,91 0,00%
Xetrov72028459 drgx 100493837 Str.47549 301620870 XM_002939741 NA NA NA XB-GENEPAGE-993711 XB-GENE-993712 NA Prrxl1 107751 - - - - - 147,54 17,77 277,31 14,83 3,89 0,00%
Xetrov72042015 a2m 619586 Str.68588 301618280,62201350 XM_002938504,BC093458 alpha-2-macroglobulin protease inhibitor endod|Alpha2-macroglobulin|endodermin|edd|Edd XB-GENEPAGE-481724 XB-GENE-481725 Xl.3378,Xl.78555,Xl.82892,Xl.85748 A2m 232345 - - - - - 23659,93 3007,44 44312,41 14,73 3,88 0,00%
Xetrov72042021 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2563,21 333,69 4792,74 14,32 3,84 0,00%

Xl.29879 st8sia1 - - - - ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1 Xenopus laevis ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1 (st8sia1), mRNA [NM_001089619] - - - Xl.29879 - - - - - - - 46,67 5,30 88,05 14,14 3,82 0,00%
Xetrov72039484 stk32a 100490429 301614543 XM_002936707 serine/threonine kinase 32A serine/threonine protein kinase XB-GENEPAGE-490727 XB-GENE-490728 Xl.19455,Xl.56720 Stk32a 269019 - - - - - 45,48 5,30 85,66 13,76 3,78 0,00%
Xetrov72019760 crmp1 779767 Str.69460 111306070,118403679,134026071 BC121372,NM_001078846,BC135793 NA NA NA XB-GENEPAGE-992562 XB-GENE-992563 Xl.50837 Crmp1 12933 - - - - - 156,45 20,71 292,20 13,51 3,76 0,00%
Xetrov72019238 nfasc 100485986 Str.32714 301613547 XM_002936220 neurofascin neural cell adhesion molecule XB-GENEPAGE-922968 XB-GENE-922969 Xl.66925 Nfasc 269116 - - - - - 105,25 13,85 196,66 13,31 3,73 0,00%

Xl.17200 - - - - - AGENCOURT_15597678 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:7020308 5', mRNA sequence [CF547880] - - - Xl.17200 - - - - - - - 27,45 2,98 51,92 13,28 3,73 0,02%
Xetrov72005526 neurod1 100038290 Str.12084 134023808,148539977 BC135312,NM_001097399 neurogenic differentiation 1 helix-loop-helix transcription factor neurod|XNeuroD|neuroD XB-GENEPAGE-963756 XB-GENE-963757 Xl.26304,Xl.330 Neurod1 18012 - Xl.330 - - - 83,65 10,87 156,42 13,27 3,73 0,00%
Xetrov72024837 kiaa2022 100494480 Str.38331 301604391 XM_002931826 NA NA NA XB-GENEPAGE-6041910 XB-GENE-6041911 NA NA - - - - - 32,15 3,65 60,65 13,25 3,73 0,01%
Xetrov72007209 myl1 394551 Str.66708 45360562,77624058,58476383,77626893,197246633,38174702 NM_203623,CR926445,BC089727,CR760864,BC169133,BC061302 myosin, light chain 1, alkali; skeletal, fast cellular motor component XB-GENEPAGE-970332 XB-GENE-970333 Xl.1056,Xl.1055,Xl.79890 Myl1 17901 - - - - - 131,06 17,72 244,39 13,11 3,71 0,00%

Xl.32611 LOC446285 - - - - uncharacterized LOC446285 Xenopus laevis hypothetical protein LOC446285, mRNA (cDNA clone IMAGE:6863033), partial cds [BC080045] - - - Xl.32611 - - - - - - - 27,00 2,98 51,02 13,06 3,71 0,05%
Xetrov72033156 ccdc165 NA Str.41972 NA NA NA NA NA XB-GENEPAGE-6047695 XB-GENE-6047696 Xl.2083 NA NA - - - - - 188,41 25,96 350,86 13,05 3,71 0,00%
Xetrov72024928 ncam1 100038291 Str.56869 148228101,134026171 NM_001097400,BC135314 neural cell adhesion molecule 1 cell adhesion n-cam|ncam XB-GENEPAGE-923170 XB-GENE-923171 Xl.1054,Xl.829,Xl.51651 Ncam1 17967 - - - - - 645,69 92,41 1198,97 12,85 3,68 0,00%
Xetrov72004485 kcnh7 100486080 Str.35442 301607418 XM_002933260 potassium voltage-gated channel, subfamily H (eag-related), member 7 voltage-gated potassium channel component erg3|herg3 XB-GENEPAGE-853943 XB-GENE-853944 Kcnh7 170738 - - - - - 47,09 5,97 88,21 12,80 3,68 0,00%
Xetrov72024865 slit1 100036682 Str.12515 148235730,118763567,134026205 NM_001097233,BC128626,BC135997 slit homolog 1 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats megf4|slil1|slit-1 XB-GENEPAGE-1007727 XB-GENE-1007728 Xl.13872 Slit1 20562 - - - - Slit1 241,85 34,91 448,79 12,52 3,65 0,00%
Xetrov72013928 spred3 100496277 Str.49608 301619838 XM_002939252 sprouty-related, EVH1 domain containing 3 regulation of signal transduction XB-GENEPAGE-487917 XB-GENE-487918 Spred3 101809 - - - - - 30,30 3,65 56,94 12,46 3,64 0,01%
Xetrov72033222 sall3 100038115 Str.52726 301614010,77621732,301614006,301614008 XM_002936449,CT025208,XM_002936447,XM_002936448 sal-like 3 zinc finger transcription factor Xsal-3|Xsal-1 XB-GENEPAGE-491128 XB-GENE-491129 Xl.57168,Xl.74207 Sall3 20689 - - - - - 94,81 13,36 176,26 12,34 3,63 0,00%
Xetrov72027242 dnajc12 780333 Str.72934 115313467 BC124003 NA NA NA XB-GENEPAGE-989010 XB-GENE-989011 NA Dnajc12 30045 - - - - - 73,97 10,29 137,65 12,28 3,62 0,00%
Xetrov72020884 syt2 100158469 Str.53221 183986418,77621239,189230113 BC166074,CR760045,NM_001127909 NA NA NA XB-GENEPAGE-981210 XB-GENE-981211 Xl.8874 Syt2 20980 - - - - - 52,73 7,21 98,25 12,08 3,59 0,00%
Xetrov72012932 sh2d3c 100488781 301612098 XM_002935488 NA NA NA XB-GENEPAGE-6258389 XB-GENE-6258390 Xl.2001,Xl.71007,Xl.75606 Sh2d3c 27387 - - - - - 47,09 6,55 87,64 11,75 3,55 0,00%
Xetrov72014987 scg5 496700 Str.5635 110645578,134024053,56789355,348041406 BC118712,BC135359,BC086498,NM_001078694 NA NA NA XB-GENEPAGE-1010885 XB-GENE-1010886 Xl.1105,Xl.47184 Scg5 20394 - - - - - 53,51 7,79 99,24 11,40 3,51 0,00%
Xetrov72003639 onecut1.2 100488409 301611996 XM_002935458 one cut homeobox 1, gene 2 homeodomain transcription factor XB-GENEPAGE-1021673 XB-GENE-1021674 Onecut1 15379 - - - - - 63,23 9,44 117,01 11,30 3,50 0,00%
Xetrov72016201 nova2 595078 Str.31508 62205008,71895774 BC093475,NM_001030515 neuro-oncological ventral antigen 2 nucleic acid binding XB-GENEPAGE-489036 XB-GENE-489037 Xl.58275,Xl.65826,Xl.75781,Xl.83508 Nova2 384569 - - - - - 244,88 39,23 450,53 11,22 3,49 0,00%
Xetrov72033176 hecw1 100170498 Str.21216 189441661,194332521 BC167464,NM_001130278 NA NA NA XB-GENEPAGE-5969055 XB-GENE-5969056 NA Hecw1 94253 - - - - - 130,06 20,66 239,45 11,10 3,47 0,00%
Xetrov72027725 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 51,37 7,79 94,96 10,91 3,45 0,00%
Xetrov72030143 prph 407916 Str.3242 49457829,49250507 NM_001001235,BC067967 peripherin intermediate filament peripherin|nef4 XB-GENEPAGE-493856 XB-GENE-493857 Xl.27,Xl.16232 Prph 19132 - - - - - 4941,09 833,84 9048,35 10,84 3,44 0,00%
Xetrov72038590 slc6a13 780375 Str.43298 118404627,110645604 NM_001079445,BC118776 NA NA NA XB-GENEPAGE-5947896 XB-GENE-5947897 Xl.15558 Slc6a13 14412 - - - - - 114,40 18,66 210,14 10,74 3,42 0,00%
Xetrov72032338 sdc3 100134998 Str.72113 161612023,301618961 BC155981,XM_002938828 syndecan 3 von Willebrand factor and related coagulation proteins N-syndecan|Xsyn-3 XB-GENEPAGE-490746 XB-GENE-490747 Xl.223 Sdc3 20970 - - - - - 64,47 10,20 118,74 10,69 3,42 0,00%
Xetrov72020341 NA NA NA NA NA NA NA NA NA Xl.14153 NA NA - - - - - 193,67 32,51 354,83 10,62 3,41 0,00%
Xetrov72018219 pnmt 100492236 301622189 XM_002940375 NA NA NA XB-GENEPAGE-962103 XB-GENE-962104 Pnmt 18948 - - - - - 136,96 22,80 251,11 10,59 3,40 0,00%
Xetrov72042247 NA NA NA NA NA NA NA NA NA Xl.233,Xl.234 NA NA - - - - - 340,06 57,89 622,23 10,58 3,40 0,00%
Xetrov72027251 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 53,07 8,37 97,76 10,54 3,40 0,00%
Xetrov72012916 pcdh19 100494505 Str.16394 301618012 XM_002938375 protocadherin 19 Cadherin repeats XB-GENEPAGE-1113171 XB-GENE-1113172 Xl.48545,Xl.73404 Pcdh19 279653 - - - - - 31,36 4,63 58,10 10,49 3,39 0,41%
Xetrov72001106 insm1 779614 Str.53127 134085388,111308985,134024376 NM_001083358,BC121257,BC135650 insulinoma-associated 1 zinc finger transcription factor IA1 XB-GENEPAGE-993148 XB-GENE-993149 Xl.14733 Insm1 53626 - - Xl.14733 - - 184,98 31,44 338,52 10,47 3,39 0,00%
Xetrov72034492 pcbp2 733863 Str.69571 77623738,113931241,134026175 CR855568,NM_001045603,BC135316 NA NA NA XB-GENEPAGE-5903796 XB-GENE-5903797 Xl.3393 Pcbp2 18521 - - - - - 247,14 43,02 451,25 10,27 3,36 0,00%
Xetrov72017858 ppp1r1b 100124928 Str.22036 134025784,156717603 BC135788,NM_001102872 protein phosphatase 1, regulatory (inhibitor) subunit 1B XB-GENEPAGE-958545 XB-GENE-958546 Xl.46867,Xl.81817 Ppp1r1b 19049 - - - - - 66,85 11,09 122,61 10,22 3,35 0,00%
Xetrov72029929 mmp28 100488826 301608599 XM_002933831 matrix metallopeptidase 28 extracellular matrix metalloprotease XMMP-28|mm28|mmp-28|epilysin XB-GENEPAGE-984023 XB-GENE-984024 Xl.34493,Xl.24086 Mmp28 118453 - - - Mmp28 Mmp28 95,67 16,57 174,78 10,01 3,32 0,00%
Xetrov72016694 col1a1 496414 Str.68477 52139098,58332411 BC082718,NM_001011005 NA NA NA XB-GENEPAGE-6258378 XB-GENE-6258379 Xl.47042,Xl.76258,Xl.81124,Xl.83677,Xl.85762,Xl.85859 Col1a1 12842 - - - - - 261,67 47,16 476,18 9,91 3,31 0,00%
Xetrov72009605 th 100488900 301619116 XM_002938898 NA NA NA XB-GENEPAGE-992304 XB-GENE-992305 Xl.75103 Th 21823 - - - - - 241,53 44,00 439,07 9,78 3,29 0,00%
Xetrov72014665 fam155b 100124919 Str.61403 156717585,134024382 NM_001102863,BC135763 NA NA NA XB-GENEPAGE-952378 XB-GENE-952379 NA NA NA - - - - - 81,11 14,52 147,70 9,58 3,26 0,00%
Xetrov72024914 ap3b2 100158619 Str.12282 189230026,183986355 NM_001128035,BC166342 NA NA NA XB-GENEPAGE-1013376 XB-GENE-1013377 Xl.47310,Xl.72226 Ap3b2 11775 - - - - - 289,66 54,42 524,90 9,49 3,25 0,00%
Xetrov72003592 sema6c 100216452 Str.39739 197245579 BC168494 sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6C Semaphorins XB-GENEPAGE-989786 XB-GENE-989787 NA Sema6c 20360 - - - - - 28,44 4,72 52,17 9,29 3,22 0,25%
Xetrov72035012 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 40,51 7,13 73,89 9,22 3,20 0,03%
Xetrov72026006 pknox2 100151724 Str.69015 183985895,188528946 BC166172,NM_001127427 PBX/knotted 1 homeobox 2 homeodomain transcription factor prep2 XB-GENEPAGE-853127 XB-GENE-853128 Xl.32554,Xl.63555,Xl.74459 Pknox2 208076 - - - - - 125,18 24,40 225,95 8,93 3,16 0,00%
Xetrov72014195 bgn 780007 Str.55321 134085324,134025740,112418637 NM_001079084,BC135470,BC122066 NA NA NA XB-GENEPAGE-1003138 XB-GENE-1003139 Xl.47345,Xl.939 Bgn 12111 - - - - - 703,49 141,09 1265,90 8,92 3,16 0,00%
Xetrov72029043 kif5a 100124766 Str.31501 134025667,156717351 BC136117,NM_001102745 kinesin family member 5A microtubule associated molecular motor XB-GENEPAGE-983713 XB-GENE-983714 Xl.18417 Kif5a 16572 - - - - - 185,15 36,56 333,75 8,91 3,16 0,00%
Xetrov72028134 aplp1 100151735 Str.73585 183986323,188528960 BC166165,NM_001127434 amyloid beta (A4) precursor-like protein 1 cell membrane glycoprotein aplp XB-GENEPAGE-853202 XB-GENE-853203 Xl.26207 Aplp1 11803 - - - - Aplp1 39,69 7,21 72,16 8,91 3,15 0,02%
Xetrov72029041 clip2 100487868 Str.3495 301605411 XM_002932291 NA NA NA XB-GENEPAGE-1010625 XB-GENE-1010626 ,Xl.77263 Clip2 269713 - - - - - 96,14 18,66 173,63 8,88 3,15 0,00%
Xetrov72014306 st6galnac6 100329192 Str.85049 283799552,284795369 FN550109,NM_001171831 NA NA NA XB-GENEPAGE-1012033 XB-GENE-1012034 Xl.73559 St6galnac6 50935 - - - - - 48,09 9,04 87,14 8,78 3,13 0,01%
Xetrov72015072 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 129,76 25,83 233,69 8,75 3,13 0,00%
Xetrov72018307 a2ml1 100127688 Str.70039 163915014,159155961 NM_001113027,BC154698 NA NA NA XB-GENEPAGE-5943820 XB-GENE-5943821 Xl.80096 NA NA - - - - - 127,11 25,30 228,92 8,74 3,13 0,00%
Xetrov72004173 fn1 595087 Str.6682 71895736,63102076 NM_001030524,BC095906 fibronectin 1 extracellular glycoprotein fibronectin|gene C|mgc97508 XB-GENEPAGE-484446 XB-GENE-484447 Xl.2243,Xl.76288,Xl.80304 Fn1 14268 - - - - - 7671,14 1586,27 13756,00 8,67 3,12 0,00%
Xetrov72021792 aqp3 549599 Str.15346 112807615,77623198,165971513,77681436 CU075571,CR855446,BC158298,NM_001016845 aquaporin 3 (Gill blood group) integral membrane pore (water channel) protein aquaporin-3b|aqp3b|AQP-x3|aqp-3|Aquaporin-3 XB-GENEPAGE-488013 XB-GENE-488014 Xl.34454,Xl.9137 Aqp3 11828 - - - - - 58,89 11,62 106,15 8,49 3,09 0,00%

Xetrov72b000194 b3gnt6 100486592 301620141 XM_002939397 NA NA NA XB-GENEPAGE-877315 XB-GENE-877316 B3gnt6 272411 - - - - - 31,45 5,88 57,02 8,44 3,08 0,41%
Xetrov72030611 mab21l1 780258 Str.53805 111305605,169642345,118404951 BC121357,BC160505,NM_001079329 NA NA NA XB-GENEPAGE-1001176 XB-GENE-1001177 Xl.29719 Mab21l1 17116 - - - - - 72,60 14,61 130,59 8,43 3,08 0,00%
Xetrov72013772 olfm1 100101729 Str.12087 134024457,154147584 BC135743,NM_001100244 olfactomedin 1 secreted glycoprotein noelin-1 XB-GENEPAGE-491790 XB-GENE-491791 Xl.8515,Xl.48661,Xl.58798 Olfm1 56177 - - - - - 60,45 12,11 108,78 8,37 3,07 0,00%
Xetrov72031092 stx1a 779637 Str.55681 77623008,110645669,118404043 CT030504,BC118729,NM_001078723 syntaxin 1A (brain) SNARE protein Syntaxin 1 and related proteins syntaxin 1A|sx1a|syntaxin1a XB-GENEPAGE-976752 XB-GENE-976753 ,Xl.19860,Xl.8457 Stx1a 20907 - - - - - 48,75 9,62 87,88 8,37 3,07 0,01%
Xetrov72034665 ube2ql1 100486993 Str.52320 112808033,301607126 CU075802,XM_002933118 NA NA NA XB-GENEPAGE-6073409 XB-GENE-6073410 Xl.70593 Ube2ql1 76980 - - - - - 116,91 24,98 208,84 8,08 3,01 0,00%

Xl.58373 - - - - - NA NA - - - Xl.58373 - - - - - - - 54,31 11,45 97,18 7,89 2,98 0,01%
Xetrov72033420 nrp1 100101701 Str.57679 154147711,134024185 NM_001100222,BC136027 neuropilin 1 transmembrane receptor A5 antigen|np-1|neuropilin-1|nrp|npn-1|nrp-1|neuropilin XB-GENEPAGE-480687 XB-GENE-480688 Xl.940,Xl.70530,Xl.73071 Nrp1 18186 - - - - - 248,30 55,71 440,88 7,79 2,96 0,00%
Xetrov72036269 NA NA NA NA NA NA NA NA NA Xl.26448 NA NA - - - - - 30,39 6,15 54,64 7,79 2,96 0,08%
Xetrov72029151 unc45b 493194 Str.11279 297591950,51261724,296399283 NM_001185128,BC080138,HM053434 NA NA NA XB-GENEPAGE-971728 XB-GENE-971729 Xl.1302 Unc45b 217012 - - - - - 76,84 16,74 136,93 7,77 2,96 0,00%
Xetrov72038147 pdzrn4 100487445 301606489 XM_002932810 NA NA NA XB-GENEPAGE-982351 XB-GENE-982352 NA Pdzrn4 239618 - - - - - 44,51 9,62 79,41 7,57 2,92 0,05%
Xetrov72034245 xkr4 613062 Str.41322 112807891,52547113,73853787 CU075660,AY613956,NM_001032307 NA NA NA XB-GENEPAGE-5813486 XB-GENE-5813487 Xkr4 497097 - - - - - 79,96 17,90 142,02 7,57 2,92 0,00%
Xetrov72028351 cib2 780271 Str.54865 111306015,118404269 BC121478,NM_001079342 NA NA NA XB-GENEPAGE-985355 XB-GENE-985356 Xl.49529 Cib2 56506 - - - - - 50,02 11,18 88,87 7,38 2,88 0,22%

Xl.47307 - - - - - NA NA - - - Xl.47307 - - - - - - - 37,84 8,28 67,39 7,37 2,88 0,50%
Xetrov72011458 gng3 100038286 Str.21646 134024049,284172426 BC135305,NM_001171609 NA NA NA XB-GENEPAGE-968596 XB-GENE-968597 Xl.24553 Gng3 14704 - - - - - 66,04 15,41 116,68 7,17 2,84 0,02%
Xetrov72004264 kif1a 100127546 Str.59333 156230533,301607653 BC152041,XM_002933334 NA NA NA XB-GENEPAGE-960469 XB-GENE-960470 ,Xl.8391 Kif1a 16560 - - - - - 39,61 8,95 70,27 7,16 2,84 0,12%

Xl.71680 - - - - - AGENCOURT_14233591 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6959169 5', mRNA sequence [CD301036] - - - Xl.71680 - - - - - - - 35,82 8,28 63,36 6,93 2,79 0,50%
Xetrov72030155 rtn4rl1 779975 Str.54839 115291959,118405037 BC121966,NM_001079052 NA NA NA XB-GENEPAGE-961464 XB-GENE-961465 Rtn4rl1 237847 - - - - - 77,41 19,06 135,77 6,82 2,77 0,01%
Xetrov72036822 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 144,65 36,52 252,78 6,76 2,76 0,00%
Xetrov72017130 rundc3a 780373 Str.54248 111309024,118404685 BC121377,NM_001079443 NA NA NA XB-GENEPAGE-1003169 XB-GENE-1003170 Xl.55050,Xl.73020,Xl.80352 Rundc3a 51799 - - - - - 533,23 137,96 928,50 6,69 2,74 0,00%
Xetrov72035155 nrsn1 779755 Str.21114 111307837,118403721 BC121354,NM_001078834 NA NA NA XB-GENEPAGE-1005880 XB-GENE-1005881 Xl.21914 Nrsn1 22360 - - - - - 79,23 19,91 138,56 6,68 2,74 0,00%
Xetrov72013452 pak3 100495025 Str.17449 301618871 XM_002938791 p21 protein (Cdc42/Rac)-activated kinase 3 p21-activated serine/threonine protein kinase XPak3|bpak|mrx30|mrx47|ophn3|cdkn1a|pak3beta XB-GENEPAGE-961763 XB-GENE-961764 Xl.21033 Pak3 18481 - - - - - 163,58 42,04 285,12 6,65 2,73 0,00%
Xetrov72014796 fgf13 780024 Str.46846 218684458,218684460,218684456,118404829,114107708,110289828 FJ480180,FJ480181,FJ480179,NM_001079101,BC122912,CU025138 fibroblast growth factor 13 heparin-binding growth factor mgc81084 XB-GENEPAGE-484331 XB-GENE-484332 Xl.13859 Fgf13 14168 - - - - - 28,58 6,81 50,35 6,57 2,72 0,05%
Xetrov72015243 tmem35 100038262 Str.44098 134024413,148230227 BC135118,NM_001097381 NA NA NA XB-GENEPAGE-957193 XB-GENE-957194 Tmem35 67564 - - - - - 119,59 31,00 208,19 6,54 2,71 0,00%
Xetrov72038653 ebf2 394808 Str.5050 45361244,38648989 NM_203869,BC063360 NA NA NA XB-GENEPAGE-971135 XB-GENE-971136 Xl.547,Xl.237,Xl.20491 Ebf2 13592 Xl.237 - - - - 246,94 65,73 428,15 6,43 2,69 0,00%

Xl.6159 mfap2 - - - - microfibrillar-associated protein 2 Xenopus laevis microfibrillar-associated protein 2 (mfap2), mRNA [NM_001086649] - - - Xl.6159 - - - - - - - 131,08 34,83 227,34 6,37 2,67 0,00%
Xetrov72017800 mxra7 594877 Str.29637 301612981,60551293,301612979 XM_002935926,BC091054,XM_002935925 NA NA NA XB-GENEPAGE-953445 XB-GENE-953446 Xl.48885,Xl.15502 Mxra7 67622 Xl.15502 - - - - 338,28 91,60 584,95 6,33 2,66 0,00%
Xetrov72034005 arhgap28 100488165 301617328 XM_002938054 NA NA NA XB-GENEPAGE-1013084 XB-GENE-1013085 Arhgap28 268970 - - - - - 54,36 14,34 94,38 6,22 2,64 0,13%
Xetrov72010666 gnao1 549749 Str.4190 134023774,77622384,134085423 BC135417,CR848164,NM_001016995 guanine nucleotide binding protein (G protein), alpha activating activity polypeptide O signal transduction XGalpha01 XB-GENEPAGE-921634 XB-GENE-921635 Xl.20976,Xl.11799,Xl.1200,Xl.34964,Xl.80402 Gnao1 14681 - - - - - 885,05 248,85 1521,24 6,09 2,61 0,00%
Xetrov72008860 NA NA NA NA NA NA NA NA NA Xl.83186 NA NA - - - - - 401,56 113,38 689,73 6,04 2,59 0,00%
Xetrov72001065 hcrtr2 100495420 301610729 XM_002934850 NA NA NA XB-GENEPAGE-952340 XB-GENE-952341 NA Hcrtr2 387285 - - - - - 35,66 9,44 61,88 6,02 2,59 2,28%
Xetrov72029785 rai2 100144963 Str.70590 165971503,301609701 BC158283,XM_002934348 NA NA NA XB-GENEPAGE-965587 XB-GENE-965588 Rai2 24004 - - - - - 72,86 20,40 125,31 5,90 2,56 0,01%
Xetrov72002349 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 34,48 9,31 59,65 5,88 2,56 0,04%
Xetrov72034988 tmem170b 100487828 Str.71163 301606186 XM_002932665 NA NA NA XB-GENEPAGE-6032624 XB-GENE-6032625 ,Xl.10107 Tmem170b 621976 - - - - - 50,79 14,12 87,47 5,85 2,55 0,04%
Xetrov72038247 jakmip2 100490604 Str.26452 301614545 XM_002936708 NA NA NA XB-GENEPAGE-6039513 XB-GENE-6039514 Xl.8504 Jakmip2 76217 - - - - - 48,41 13,54 83,27 5,80 2,54 0,03%
Xetrov72020506 bend4 100145654 Str.34735 301607848,170284756 XM_002933452,BC161425 NA NA NA XB-GENEPAGE-5763563 XB-GENE-5763564 Xl.73769,Xl.19377 Bend4 666938 - - - - - 34,72 9,53 59,90 5,78 2,53 1,51%
Xetrov72036226 tmem8b 100380140 Str.37800 301628671,161611856 XM_002943427,BC154727 NA NA NA XB-GENEPAGE-5943809 XB-GENE-5943810 NA Tmem8b 242409 - - - - - 42,58 11,94 73,23 5,74 2,52 0,62%
Xetrov72038358 abcd2 NA NA NA NA NA NA XB-GENEPAGE-6467267 XB-GENE-6467268 NA Abcd2 26874 - - - - - 49,91 14,25 85,58 5,68 2,51 0,94%
Xetrov72038274 unc5a 100492616 Str.35258 134025623,301615044,350529429 BC136026,XM_002936947,NM_001100204 unc-5 homolog A Netrin transmembrane receptor unc-5 unc5h1 XB-GENEPAGE-923411 XB-GENE-923412 NA Unc5a 107448 - - - - - 66,44 19,33 113,55 5,64 2,49 0,04%
Xetrov72023097 NA NA NA NA NA NA NA NA NA Xl.5958 NA NA - - - - - 45,72 13,36 78,09 5,51 2,46 0,21%
Xetrov72017370 nptx1 100158577 Str.49285 183986183,189230309 BC166253,NM_001128007 neuronal pentraxin 1 Fibrillins and related proteins containing Ca2+-binding EGF-like domains neuronal pentraxin I|np1 XB-GENEPAGE-989879 XB-GENE-989880 Xl.76659 Nptx1 18164 - - - - - 59,34 17,55 101,13 5,51 2,46 1,41%
Xetrov72021790 tmem38a 394592 Str.9956 45360644,115292059,38174381,112807366 NM_203665,BC122046,BC061269,CU075322 NA NA NA XB-GENEPAGE-5802847 XB-GENE-5802848 Xl.45053,Xl.78797 Tmem38a 74166 - - - - - 653,89 201,34 1106,44 5,47 2,45 0,00%
Xetrov72034491 tmeff1 100101772 Str.64482 134024350,350529439 BC135422,NM_001100268 transmembrane protein with EGF-like and two follistatin-like domains 1 protease inhibitor tomoregulin-1|X7365 XB-GENEPAGE-876374 XB-GENE-876375 Xl.77 Tmeff1 230157 - - - - - 242,68 74,51 410,85 5,45 2,45 0,00%
Xetrov72029751 slc43a2 100124757 Str.34914 134025475,156717331 BC135570,NM_001102736 NA NA NA XB-GENEPAGE-987891 XB-GENE-987892 Xl.5041,Xl.75171,Xl.82351 Slc43a2 215113 Xl.5041 - - - Slc43a2 855,23 264,48 1445,98 5,45 2,45 0,00%
Xetrov72033283 zeb1 548525 Str.11651 59808949,62752864 BC090088,NM_001015808 zinc finger E-box binding homeobox 1 homeodomain transcription factor deltaef1|fecd6|tcf8|bzp|zeb|areb6|nil2a|zfhep|nil-2a|zfhx1 XB-GENEPAGE-484654 XB-GENE-484655 Xl.47526,Xl.57036,Xl.9617 ,Zeb1 21417 - - - - - 66,76 20,13 113,39 5,41 2,44 0,54%
Xetrov72040156 tnni1.2 394556 Str.68550 89886091,77626920,38174692 NM_203628,CR760892,BC061268 troponin I type 1 (skeletal, slow), gene 2 Troponin I mgc75706 XB-GENEPAGE-485709 XB-GENE-485710 Xl.11074,Xl.47596 Tnni1 21952 - - - - - 40,99 12,11 69,86 5,40 2,43 0,28%
Xetrov72034023 tox 100488835 Str.11843 301613318,301613316 XM_002936110,XM_002936109 thymocyte selection-associated high mobility group box transcriptional regulator XB-GENEPAGE-1019589 XB-GENE-1019590 ,Xl.1457 Tox 252838 - - - - - 147,68 45,47 249,90 5,40 2,43 0,00%
Xetrov72037478 dpysl5 100496348 Str.43244 301626440 XM_002942353 NA NA NA XB-GENEPAGE-6073087 XB-GENE-6073088 Dpysl5 65254 - - - - - 68,26 20,75 115,77 5,37 2,42 0,01%
Xetrov72028437 pou2f2 100497329 Str.83324 301613927 XM_002936399 POU class 2 homeobox 2 homeodomain transcription factor oct2|otf2|oct-2 XB-GENEPAGE-876750 XB-GENE-876751 Xl.65726 Pou2f2 18987 - - - - - 29,29 8,55 50,03 5,34 2,42 1,41%
Xetrov72023905 msi2 100038158 Str.52909 77621979,301614773 CT025471,XM_002936818 musashi homolog 2 RNA binding xrp1|Msi2h|musashi-2|musashi 2|musashi2 XB-GENEPAGE-488851 XB-GENE-488852 Xl.875,Xl.7260 Msi2 76626 - - - - - 631,24 200,67 1061,82 5,27 2,40 0,00%
Xetrov72038054 mapk8ip2 100036643 Str.56221 148233937,117558077 NM_001097201,BC127315 mitogen-activated protein kinase 8 interacting protein 2 Mitogen-activated protein kinase scaffold protein JIP XB-GENEPAGE-484341 XB-GENE-484342 Xl.17985,Xl.26282,Xl.73573 Mapk8ip2 60597 - - - - - 419,19 133,07 705,32 5,27 2,40 0,00%
Xetrov72013515 clip3 100145183 Str.15399 187607446,163915882,163915883,166796280 NM_001126673,BC157781,BC157782,BC159136 NA NA NA XB-GENEPAGE-5806326 XB-GENE-5806327 Xl.49447 Clip3 76686 - - - - - 114,14 35,89 192,38 5,24 2,39 0,01%
Xetrov72037944 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 53,83 16,74 90,92 5,18 2,37 0,61%
Xetrov72020695 cpe 100127580 Str.66103 157422827,163914798 BC153352,NM_001112946 NA NA NA XB-GENEPAGE-952269 XB-GENE-952270 Xl.8483,Xl.79050 Cpe 12876 - - - - - 811,74 262,04 1361,44 5,18 2,37 0,00%
Xetrov72011422 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 120,36 38,30 202,42 5,18 2,37 0,01%
Xetrov72001215 c6orf168 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 73,00 23,07 122,94 5,15 2,36 0,05%
Xetrov72025296 sorcs3 100498333 Str.54898 301626002 XM_002942142 NA NA NA XB-GENEPAGE-996342 XB-GENE-996343 ,Xl.11497 Sorcs3 66673 - - - - - 29,53 8,95 50,11 5,14 2,36 4,86%
Xetrov72038364 anxa6 779574 Str.72137 301615691,115291952 XM_002937259,BC122082 NA NA NA XB-GENEPAGE-989740 XB-GENE-989741 Xl.13585 Anxa6 11749 - - - - Anxa6 45,42 14,16 76,69 5,12 2,36 1,97%

Xl.55497 LOC733195 - - - - uncharacterized LOC733195 Xenopus laevis hypothetical protein LOC733195, mRNA (cDNA clone IMAGE:6949792), partial cds [BC092332] - - - Xl.55497 - - - - - - - 29,79 9,13 50,44 5,08 2,34 2,15%
Xl.52131 - - - - - NA NA - - - Xl.52131 - - - - - - - 38,67 12,43 64,92 4,91 2,30 4,92%

Xetrov72012364 dchs1 100495830 301629663 XM_002943911 NA NA NA XB-GENEPAGE-6049396 XB-GENE-6049397 NA Dchs1 233651 - - - - - 78,24 26,14 130,34 4,84 2,27 0,03%
Xetrov72013923 nova1 100124925 Str.37596 134023954,156717597 BC135781,NM_001102869 NA NA NA XB-GENEPAGE-949962 XB-GENE-949963 Xl.47571,Xl.66930,Xl.79273 Nova1 664883 - - - - - 174,88 59,63 290,13 4,80 2,26 0,00%
Xetrov72017525 g6pc2 100125173 Str.58281 138519717,156717977 BC135814,NM_001103061 NA NA NA XB-GENEPAGE-963988 XB-GENE-963989 Xl.47697,Xl.12866 G6pc2 14378 - - - - - 96,28 32,60 159,96 4,79 2,26 0,76%
Xetrov72020994 htr1a 100488829 301609384 XM_002934198 NA NA NA XB-GENEPAGE-984749 XB-GENE-984750 Xl.1104 Htr1a 15550 - - - - - 44,17 14,61 73,73 4,79 2,26 0,57%
Xetrov72006199 ag1 407906 Str.2174 45708925,77622678,47498025 BC067924,CT030434,NM_213699 anterior gradient 1 xag1|XAG|xag-1 XB-GENEPAGE-5866012 XB-GENE-5866013 Xl.1589,Xl.1076,Xl.83523 NA NA - - - - - 5794,06 2005,83 9582,30 4,78 2,26 0,00%
Xetrov72038990 nif 448000 Str.13906 54606868,49250382,77626431 NM_001006106,BC074515,CR760353 low molecular weight neuronal intermediate filament cytoskeletal constituent CTDSPL|XNIF XB-GENEPAGE-876556 XB-GENE-876557 Xl.992 NA NA - - - - - 340,25 118,99 561,50 4,69 2,23 0,00%
Xetrov72016685 NA NA NA NA NA NA NA NA NA Xl.70766,Xl.9692 NA NA - - - - - 45,76 15,50 76,03 4,67 2,22 2,13%
Xetrov72033903 eya1 779594 Str.24695 301615312,301615310,116487429 XM_002937070,XM_002937069,BC125672 eyes absent homolog 1 haloacid dehalogenase-like hydrolase XEya1|eyes absent-1 XB-GENEPAGE-479278 XB-GENE-479279 Xl.779,Xl.55035,Xl.72025 Eya1 14048 - - - - - 891,34 313,83 1468,85 4,67 2,22 0,00%
Xetrov72029228 tmem132e 100491853 301622508 XM_002940528 NA NA NA XB-GENEPAGE-6031007 XB-GENE-6031008 NA Tmem132e 270893 - - - - - 36,05 12,11 59,99 4,65 2,22 2,96%
Xetrov72002158 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 40,87 13,85 67,88 4,64 2,21 1,10%
Xetrov72013239 asb2 100490014 301607352 XM_002933230 NA NA NA XB-GENEPAGE-983014 XB-GENE-983015 Asb2 65256 - - - - - 41,21 14,12 68,30 4,58 2,20 0,53%
Xetrov72034287 lancl2 734145 Str.16138 77624459,113931629,134024167 CR942790,NM_001045803,BC135988 NA NA NA XB-GENEPAGE-5744524 XB-GENE-5744525 Xl.73586 Lancl2 71835 - - - - - 149,56 53,75 245,37 4,50 2,17 0,00%
Xetrov72037682 pclo 100494439 Str.60332 301611562 XM_002935257 NA NA NA XB-GENEPAGE-6040102 XB-GENE-6040103 NA Pclo 26875 - - - - Pclo 47,54 16,92 78,16 4,42 2,14 0,58%
Xetrov72027182 socs3 448204 Str.24506 54020901,49522563 NM_001005696,BC075262 suppressor of cytokine signaling 3 intracellular signaling xsocs3|cis3|ssi3|atod4|cish3|ssi-3|socs-3 XB-GENEPAGE-488198 XB-GENE-488199 Xl.2213,Xl.26512 Socs3 12702 - - - - - 104,18 38,03 170,33 4,39 2,13 0,36%
Xetrov72033676 slco5a1 100492380 Str.44871 301611697 XM_002935324 solute carrier organic anion transporter family, member 5A1 organic anion transporter XB-GENEPAGE-480412 XB-GENE-480413 Xl.55017 Slco5a1 240726 - - - - - 56,57 20,40 92,74 4,38 2,13 2,01%

Xl.83353 - - - - - AGENCOURT_13322897 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6875046 3', mRNA sequence [CB563463] - - - Xl.83353 - - - - - - - 329,35 121,93 536,76 4,37 2,13 0,00%
Xetrov72003044 pzp 779547 Str.68854 166795922,163915705,114107594 NM_001114224,BC157538,BC122896 pregnancy-zone protein proteinase inhibitor XB-GENEPAGE-921401 XB-GENE-921402 Xl.4241,Xl.24285,Xl.81787,Xl.82294 Pzp 11287 - - - - - 143,81 53,04 234,59 4,36 2,12 0,04%
Xetrov72031564 nkain1 780051 Str.53712 114107676,118404763,134025497 BC122964,NM_001079128,BC135653 NA NA NA XB-GENEPAGE-946557 XB-GENE-946558 Xl.24215 Nkain1 67149 - - - - - 170,31 63,15 277,47 4,34 2,12 0,03%
Xetrov72040817 agbl1 100485158 Str.39794 301607533 XM_002933316 NA NA NA XB-GENEPAGE-950761 XB-GENE-950762 Agbl1 244071 - - - - - 196,36 73,48 319,24 4,30 2,10 0,00%
Xetrov72004673 nrp2 100101717 Str.57676 154147558,134025661 NM_001100235,BC136101 neuropilin 2 transmembrane receptor XB-GENEPAGE-485734 XB-GENE-485735 Xl.46726 Nrp2 18187 - - - - - 135,48 50,77 220,20 4,27 2,10 0,02%
Xetrov72007842 bsn 100493877 Str.20944 301614074 XM_002936484 NA NA NA XB-GENEPAGE-954026 XB-GENE-954027 NA Bsn 12217 - - - - - 147,59 55,40 239,77 4,27 2,09 0,01%
Xetrov72029884 egfl6 100495795 301608568 XM_002933812 NA NA NA XB-GENEPAGE-983965 XB-GENE-983966 Xl.21933 Egfl6 54156 - - - - - 195,00 73,48 316,51 4,26 2,09 0,00%
Xetrov72019761 lppr3 100145312 Str.57559 169642216,187608563 BC160501,NM_001126788 NA NA NA XB-GENEPAGE-990098 XB-GENE-990099 Xl.8666 BC005764 216152 - - - - - 48,21 17,99 78,42 4,18 2,06 4,31%
Xetrov72000774 pgbd5 100488440 Str.31672 301603774 XM_002931479 NA NA NA XB-GENEPAGE-6258814 XB-GENE-6258815 Xl.71148,Xl.73610 Pgbd5 209966 - - - - Pgbd5 270,06 104,03 436,09 4,16 2,06 0,00%

Xl.23670 - - - - - AGENCOURT_55952743 NICHD_XGC_FaB Xenopus laevis cDNA clone IMAGE:8069381 3', mRNA sequence [DT055127] - - - Xl.23670 - - - - - - - 35,31 13,27 57,35 4,09 2,03 3,82%
Xetrov72033511 cdh2 100151712 Str.66602 183985679,188528928 BC166196,NM_001127418 cadherin 2, type 1, N-cadherin (neuronal) cell adhesion N-cadherin|cadherin-2 XB-GENEPAGE-951658 XB-GENE-951659 Xl.60099,Xl.81203,Xl.1873 Cdh2 12558 - - - - - 258,07 100,91 415,23 4,08 2,03 0,00%
Xetrov72017054 arhgap44 100497272 Str.35653 301615194 XM_002937019 NA NA NA XB-GENEPAGE-6037572 XB-GENE-6037573 NA Arhgap44 216831 - - - - - 55,95 21,55 90,35 4,05 2,02 2,15%
Xetrov72027695 gramd1a 100490854 Str.46788 301628062 XM_002943133 NA NA NA XB-GENEPAGE-994630 XB-GENE-994631 Gramd1a 52857 - - - - - 94,89 37,05 152,72 4,04 2,01 0,52%
Xetrov72010440 tmem178.2 407851 Str.10898 45501368,77623638,47575703 BC067318,CR926218,NM_001001190 NA NA NA XB-GENEPAGE-5809006 XB-GENE-5809007 Xl.76180,Xl.77449 Tmem178 68027 - - - - Tmem178 218,90 86,93 350,86 4,00 2,00 0,00%
Xetrov72034443 sox4 733893 Str.25784 77623656,116812898,116284296,134025982 CR926278,NM_001045619,BC123924,BC135263 SRY (sex determining region Y)-box 4 HMG-box transcription factor EVI16 XB-GENEPAGE-480726 XB-GENE-480727 Xl.8528,Xl.85577,Xl.686,Xl.76225,Xl.85201 Sox4 20677 - - - - - 787,39 317,66 1257,13 3,95 1,98 0,00%
Xetrov72038081 anpep 100492262 Str.57289 301605320 XM_002932257 NA NA NA XB-GENEPAGE-981368 XB-GENE-981369 Xl.12671,Xl.56772 Anpep 16790 - - - - ep 90,24 36,07 144,40 3,92 1,97 0,18%
Xetrov72026857 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 121,35 49,17 193,52 3,88 1,96 1,92%
Xetrov72013443 galntl1 733908 Str.31499 134026191,111305588,77624069,113931289 BC135809,BC121347,CR942331,NM_001045626 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase-like 1 N-acetylgalactosaminyltransferase xGalntl-1 XB-GENEPAGE-986566 XB-GENE-986567 Xl.8926 Galntl1 108760 - - - - - 463,07 190,51 735,63 3,85 1,94 0,00%
Xetrov72015606 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 79,45 32,42 126,48 3,81 1,93 2,61%
Xetrov72009821 fads1 100489232 Str.33934 301627708 XM_002942966 NA NA NA XB-GENEPAGE-6033416 XB-GENE-6033417 Xl.13356,Xl.56419 Fads1 76267 - - - - - 57,23 23,38 91,09 3,78 1,92 2,67%
Xetrov72005230 chn1 100038142 Str.53095 77622553,170284519,170671975 CT030309,BC161070,NM_001122793 chimerin (chimaerin) 1 GTPase-activating protein mgc69135 XB-GENEPAGE-852929 XB-GENE-852930 Xl.56738,Xl.62731,Xl.72620 Chn1 108699 - - - - - 147,15 62,08 232,21 3,70 1,89 0,55%
Xetrov72008792 sgip1 100485362 Str.53563 161611458,301604013,56410043 BC154697,XM_002931616,CR926238 NA NA NA XB-GENEPAGE-6076881 XB-GENE-6076882 Xl.52403,Xl.71909,Xl.72822 Sgip1 73094 - - - - - 54,60 22,89 86,32 3,65 1,87 4,37%
Xetrov72013276 srpk2 100124819 Str.24249 134024055,156717433 BC135433,NM_001102787 NA NA NA XB-GENEPAGE-990796 XB-GENE-990797 Xl.85594,Xl.70112 Srpk2 20817 - - - - - 89,26 37,90 140,63 3,64 1,86 1,39%
Xetrov72014498 NA NA NA NA NA NA NA NA NA Xl.59600 NA NA - - - - - 2638,88 1139,49 4138,26 3,63 1,86 0,00%
Xetrov72027974 irg1 100125311 Str.51791 157041249,77623078 NM_001103172,CT030574 immunoresponsive gene 1 xirg XB-GENEPAGE-919724 XB-GENE-919725 Xl.53505 Irg1 16365 - - - - - 2946,55 1284,81 4608,29 3,58 1,84 0,00%
Xetrov72016211 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2179,10 957,17 3401,04 3,55 1,83 0,00%
Xetrov72042563 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 927,60 408,56 1446,65 3,53 1,82 0,00%
Xetrov72029046 auts2 100498056 Str.57082 301612697 XM_002935802 NA NA NA XB-GENEPAGE-987495 XB-GENE-987496 Xl.52171 Auts2 319974 - - - - - 204,59 89,74 319,43 3,53 1,82 0,05%
Xetrov72033969 nol4 100494971 301609202 XM_002934128 NA NA NA XB-GENEPAGE-6037483 XB-GENE-6037484 NA Nol4 319211 - - - - - 96,27 41,95 150,58 3,53 1,82 2,40%

Xl.83306 - - - - - AGENCOURT_26182415 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7298484 5', mRNA sequence [CO382781] - - - Xl.83306 - - - - - - - 151,17 66,58 235,76 3,50 1,81 0,73%
Xetrov72033550 NA NA NA NA NA NA NA NA NA Xl.55956,Xl.59655 NA NA - - - - - 66,73 29,12 104,33 3,50 1,81 0,76%
Xetrov72017656 cdk5r1 100497533 301612174 XM_002935515 cyclin-dependent kinase 5, regulatory subunit 1 (p35) CDK5 kinase activator XB-GENEPAGE-1032902 XB-GENE-1032903 Xl.178 Cdk5r1 12569 - - - - - 414,29 184,28 644,30 3,48 1,80 0,01%

Xl.173 nefm - - - - neurofilament, medium polypeptide Xenopus laevis neurofilament, medium polypeptide (nefm-a), mRNA [NM_001088210] - - - Xl.173 - - - - - - - 249,88 110,98 388,78 3,48 1,80 0,04%
Xetrov72025821 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 3003,38 1346,80 4659,95 3,46 1,79 0,00%
Xetrov72034208 irx1 100038208 Str.55252 169642151,319738602,82653404 BC160569,NM_001201422,CT485750 iroquois homeobox 1 homeodomain transcription factor Xiro|Xiro1 XB-GENEPAGE-486816 XB-GENE-486817 Xl.69,Xl.47737,Xl.72414 Irx1 16371 - - - - - 145,54 65,46 225,62 3,41 1,77 0,11%
Xetrov72014956 rab39b 100486510 Str.85706 301604367,301604365 XM_002931782,XM_002931781 RAB39B, member RAS oncogene family small GTPase mrx72 XB-GENEPAGE-493569 XB-GENE-493570 Rab39b 67790 - - - - - 129,44 58,21 200,68 3,41 1,77 0,35%
Xetrov72008045 znf469 NA Str.31542 NA NA NA NA NA XB-GENEPAGE-6458552 XB-GENE-6458553 ,Xl.69246 Gm22 195209 - - - - - 51,51 22,89 80,14 3,40 1,76 3,16%
Xetrov72019162 ulk1 100127200 Str.53452 163915068,159155180,112807639 NM_001112917,BC154695,CU075595 unc-51-like kinase 1 serine/threonine kinase involved in autophagy XB-GENEPAGE-492028 XB-GENE-492029 Xl.9682 Ulk1 22241 - - - - - 144,55 65,37 223,73 3,39 1,76 0,15%
Xetrov72011215 frem1 100124853 Str.29142 301603982,134024090 XR_097088,BC135550 NA NA NA XB-GENEPAGE-5791399 XB-GENE-5791400 NA Frem1 329872 - - - - - 122,36 55,31 189,40 3,38 1,76 0,25%
Xetrov72012924 col4a6 100493153 Str.5588 301604359 XM_002931818 NA NA NA XB-GENEPAGE-6034567 XB-GENE-6034568 Xl.72939 Col4a6 94216 - - - - - 375,01 171,81 578,22 3,35 1,74 0,00%
Xetrov72008989 smpd3 100495702 Str.31465 301621139 XM_002939876 NA NA NA XB-GENEPAGE-1013641 XB-GENE-1013642 Xl.54837 Smpd3 58994 - - - - - 74,10 33,67 114,54 3,33 1,74 2,83%
Xetrov72019983 dtx1 100127181 Str.40194 301609530,159155196 XM_002934268,BC154721 deltex homolog 1 ubiquitin ligase dtx|Xdtx1|deltex XB-GENEPAGE-481115 XB-GENE-481116 Xl.26491,Xl.21923 Dtx1 14357 - - - - Dtx1 112,34 51,39 173,29 3,33 1,73 2,30%
Xetrov72022557 arl8a 394587 Str.9955 38174392,45360634 BC061301,NM_203659 ADP-ribosylation factor-like 8A small GTPase arl10b XB-GENEPAGE-866658 XB-GENE-866659 Arl8a 68724 - - - - - 246,51 113,61 379,41 3,32 1,73 0,06%
Xetrov72012570 col4a5 100492984 Str.59812 301604357 XM_002931817 NA NA NA XB-GENEPAGE-6041868 XB-GENE-6041869 Xl.23713,Xl.74079,Xl.85782,Xl.85806 Col4a5 12830 - - - - - 597,96 276,68 919,24 3,31 1,73 0,00%
Xetrov72012509 nes 100486009 Str.86224 301624521 XM_002941503 nestin intermediate filament tanabin|nestin XB-GENEPAGE-490505 XB-GENE-490506 Xl.859,Xl.48051,Xl.72803 Nes 18008 - - - - - 2829,24 1324,92 4333,57 3,27 1,71 0,00%
Xetrov72029731 enox1 100486899 Str.67302 301617322 XM_002938049 NA NA NA XB-GENEPAGE-955952 XB-GENE-955953 Xl.67541,Xl.63562 Enox1 239188 - - - - - 149,38 69,52 229,24 3,27 1,71 0,22%
Xetrov72034880 scgn 780242 Str.70571 110645897,118405073 BC118839,NM_001079314 NA NA NA XB-GENEPAGE-988343 XB-GENE-988344 Xl.49164 Scgn 214189 - - - - - 79,34 36,74 121,94 3,26 1,70 2,35%
Xetrov72012980 eml2 100495318 Str.66345 165971156,301614302 BC158408,XM_002936583 NA NA NA XB-GENEPAGE-977930 XB-GENE-977931 Xl.1706,Xl.48022,Xl.73857 Eml2 72205 - - - - - 197,23 92,14 302,32 3,26 1,70 0,22%
Xetrov72019321 pcsk1 100496933 Str.54806 301607793 XM_002933430 proprotein convertase subtilisin/kexin type 1 protease/proprotein convertase XB-GENEPAGE-983313 XB-GENE-983314 Pcsk1 18548 - - - - - 457,06 214,83 699,28 3,24 1,70 0,00%
Xetrov72004503 col6a1 100490352 Str.68908 301604857 XM_002932031 NA NA NA XB-GENEPAGE-998855 XB-GENE-998856 Xl.9863,Xl.81150,Xl.81300 Col6a1 12833 - - - - - 450,97 213,85 688,09 3,21 1,68 0,00%
Xetrov72016868 fam171a2 100158616 Str.5450 183986488,307219205 BC166337,NM_001128032 NA NA NA XB-GENEPAGE-5900473 XB-GENE-5900474 Xl.58689,Xl.11903 Fam171a2 217219 - - - - - 301,36 142,91 459,81 3,20 1,68 0,54%
Xetrov72018007 pmp22 594946 Str.40256 60618400,112808006,71896260 BC090587,CU075775,NM_001030381 NA NA NA XB-GENEPAGE-1004857 XB-GENE-1004858 Xl.2292,Xl.14729 Pmp22 18858 - - - - - 1433,63 682,43 2184,82 3,20 1,68 0,00%
Xetrov72030513 pou3f1 549258 Str.25752 67867505,77626825,67972640 BC098088,CR760792,NM_001016504 POU class 3 homeobox 1 transcription factor containing POU and HOX domains pou50|oct-6|oct6|scip|nrl-22 XB-GENEPAGE-853353 XB-GENE-853354 Xl.21449,Xl.1274 Pou3f1 18991 - - Xl.21449 - - 772,55 368,65 1176,45 3,19 1,67 0,00%
Xetrov72001724 prkch 100151731 Str.19677 183980025,301620311 BC161491,XM_002939475 protein kinase C, eta serine/threonine kinase pkc-eta XB-GENEPAGE-486684 XB-GENE-486685 Xl.47667 Prkch 18755 - - - - - 151,44 72,72 230,15 3,14 1,65 0,79%
Xetrov72008119 plxnb1 100498269 Str.77475 301618041 XM_002938392 plexin B1 functional semaphorin receptor XB-GENEPAGE-856605 XB-GENE-856606 Xl.72590 Plxnb1 235611 - - - - - 378,49 182,94 574,03 3,13 1,64 0,03%
Xetrov72011541 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 625,72 302,78 948,65 3,13 1,64 0,00%
Xetrov72008494 cadps 100124730 Str.42700 156717279,134024175 NM_001102712,BC136018 NA NA NA XB-GENEPAGE-5755925 XB-GENE-5755926 Xl.26179 Cadps 27062 - - - - - 494,71 240,17 749,24 3,11 1,64 0,00%
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Xetrov72038702 nefl 100216135 Str.57184 195539678,301606010 BC168098,XM_002932582 neurofilament, light polypeptide intermediate filament XNF-L XB-GENEPAGE-492105 XB-GENE-492106 Xl.991,Xl.26236 Nefl 18039 - - - - - 109,01 52,55 165,47 3,11 1,64 3,87%
Xetrov72041074 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 160,62 77,93 243,31 3,10 1,63 1,10%
Xetrov72012424 ank2 100494806 Str.85896 301609479 XM_002934252 NA NA NA XB-GENEPAGE-984842 XB-GENE-984843 Xl.72123,Xl.8517 Ank2 109676 - - - - - 315,44 153,55 477,33 3,09 1,63 0,02%

Xl.26239 - - - - - AGENCOURT_15597897 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:7020650 5', mRNA sequence [CF547597] - - - Xl.26239 - - - - - - - 78,36 37,99 118,73 3,07 1,62 4,08%
Xetrov72002535 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 33,27 15,85 50,68 3,07 1,62 4,59%
Xetrov72010174 rab3il1 100489083 Str.61415 301627706 XM_002942965 NA NA NA XB-GENEPAGE-990394 XB-GENE-990395 NA Rab3il1 74760 - - - - - 132,63 65,06 200,20 3,05 1,61 3,61%

Xetrov72b000279 lrp11 100486814 301624011 XM_002941259 NA NA NA XB-GENEPAGE-995443 XB-GENE-995444 Xl.25624,Xl.70175 Lrp11 237253 - - - - - 213,87 105,28 322,47 3,04 1,61 0,62%
Xetrov72012840 gabbr1 100135080 Str.69586 161611454,166158179,213627787 BC155685,NM_001113819,BC171123 NA NA NA XB-GENEPAGE-956616 XB-GENE-956617 Xl.71895 Gabbr1 54393 - - - - - 104,87 51,44 158,31 3,04 1,60 1,30%
Xetrov72001134 pou3f2 100145403 Str.78561 170285094 BC160970 POU class 3 homeobox 2 homeodomain transcription factor XLPOU3b|XlPOU3|pou3f2-A XB-GENEPAGE-483173 XB-GENE-483174 Xl.57289,Xl.7054,Xl.83608 Pou3f2 18992 - - - - - 101,22 49,66 152,79 3,04 1,60 2,15%
Xetrov72032607 fabp3 548540 Str.37471 59807593,160774263,77622837,62751506 BC090106,BC155022,CR848259,NM_001015823 fatty acid binding protein 3, muscle and heart (mammary-derived growth inhibitor) Fatty acid-binding protein FABP mdgi|fabp11|o-fabp XB-GENEPAGE-974422 XB-GENE-974423 Xl.29873,Xl.57864 Fabp3 14077 - - - - - 90,22 44,36 136,09 3,02 1,60 4,12%
Xetrov72019023 atp8a1 733571 Str.53460 301607844,77620754 XM_002933466,CR761417 NA NA NA XB-GENEPAGE-1000406 XB-GENE-1000407 Xl.52387,Xl.54750 Atp8a1 11980 - - - - - 368,09 182,68 553,51 3,02 1,59 0,00%
Xetrov72004579 map3k13 100493878 301614186 XM_002936531 NA NA NA XB-GENEPAGE-5753316 XB-GENE-5753317 Xl.83242,Xl.83243 Map3k13 71751 - - - - - 177,69 87,95 267,42 3,02 1,59 0,21%
Xetrov72033478 epb41l3 613048 Str.65525 301617332,116487902,77622432,116487744,66272328 XM_002938056,BC125702,CT025506,BC125662,BC096388 NA NA NA XB-GENEPAGE-1006072 XB-GENE-1006073 Xl.8759,Xl.75555 NA NA - - - - - 252,94 125,81 380,07 3,01 1,59 0,83%
Xetrov72028797 robo1 100124716 Str.50780 156717257,134024139 NM_001102701,BC136019 roundabout, axon guidance receptor, homolog 1 dscam (Down syndrome cell adhesion molecule) class receptor dutt1|roundabout|roundabout-1 XB-GENEPAGE-948808 XB-GENE-948809 Xl.4819 Robo1 19876 - - - - - 184,33 91,61 277,05 3,00 1,59 1,21%

Xl.21673 - - - - - BJ071663 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL095b12 5', mRNA sequence [BJ071663] - - - Xl.21673 - - - - - - - 302,54 150,97 454,12 2,99 1,58 0,03%
Xetrov72000383 snap91 100170497 Str.46272 189441673,194332519,77622594 BC167463,NM_001130277,CT030350 synaptosomal-associated protein, 91kDa homolog Clathrin assembly protein AP180 and related proteins, contain ENTH domain XB-GENEPAGE-1013212 XB-GENE-1013213 Xl.567,Xl.72980 Snap91 20616 - - - - - 84,24 41,68 126,79 2,99 1,58 0,53%

Xl.62427 - - - - - BJ080813 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL069f18 3', mRNA sequence [BJ080813] - - - Xl.62427 - - - - - - - 82,79 41,02 124,56 2,99 1,58 4,48%
Xetrov72028293 atrnl1 100495547 Str.35774 301623600 XM_002941058 NA NA NA XB-GENEPAGE-6033277 XB-GENE-6033278 Xl.55845 Atrnl1 226255 - - - - - 92,51 45,96 139,06 2,98 1,58 2,91%
Xetrov72030358 serpinf1 394686 Str.5497 45360820,38383067 NM_203755,BC062520 NA NA NA XB-GENEPAGE-945025 XB-GENE-945026 Xl.4797 Serpinf1 20317 - - - - - 111,17 55,49 166,86 2,97 1,57 1,10%
Xetrov72038255 nell2 100037839 Str.62624 148235874,124504227 NM_001097285,BC128627 NEL-like 2 cytoplasmic protein with epidermal growth factor-like repeats mgc53340 XB-GENEPAGE-852640 XB-GENE-852641 Xl.17910,Xl.17781 Nell2 54003 - - - - - 113,00 56,42 169,58 2,97 1,57 0,88%
Xetrov72019490 znf219 100495520 Str.13147 301609557 XM_002934275 zinc finger protein 219 zinc finger, C2H2 type zfp219 XB-GENEPAGE-1001694 XB-GENE-1001695 Xl.48263,Xl.54803,Xl.58013 Zfp219 69890 - - - - - 64,16 31,89 96,43 2,96 1,57 1,97%
Xetrov72014562 mospd1 548478 Str.17325 62751549,111308988,213624498,213627361,58477344,77622792 NM_001015761,BC121274,BC171186,BC171188,BC089697,CR848211 NA NA NA XB-GENEPAGE-877097 XB-GENE-877098 Xl.26524 Mospd1 70380 - - - - - 269,91 137,39 402,44 2,92 1,54 0,24%
Xetrov72012964 garnl3 100486787 301611471 XM_002935221 NA NA NA XB-GENEPAGE-986410 XB-GENE-986411 NA Garnl3 99326 - - - - - 129,31 66,00 192,61 2,89 1,53 1,49%
Xetrov72011291 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 220,22 112,80 327,64 2,89 1,53 0,20%
Xetrov72004544 col6a2 100145523 Str.78245 170284609,187607705 BC161198,NM_001126964 NA NA NA XB-GENEPAGE-6085117 XB-GENE-6085118 Xl.76371,Xl.4630 Col6a2 12834 - - - - - 238,48 122,38 354,58 2,88 1,53 0,00%
Xetrov72028840 ptpru 733850 Str.35680 77623175,166006836,301620339 CR855421,BC158184,XM_002939487 protein tyrosine phosphatase, receptor type, U signaling molecule fmi|ptp|pcp-2|ptp-j|ptpro|ptpu2|glepp1|ptp-pi|ptppsi XB-GENEPAGE-922687 XB-GENE-922688 Xl.74292 Ptpru 19273 - - - - - 215,49 110,98 320,01 2,87 1,52 0,76%
Xetrov72017526 NA NA NA NA NA NA NA NA NA Xl.5979 NA NA - - - - - 1998,65 1033,43 2963,88 2,87 1,52 0,03%
Xetrov72000010 dst 100496778 Str.70579 301610715 XM_002934858 NA NA NA XB-GENEPAGE-1002425 XB-GENE-1002426 Xl.5070,Xl.32411,Xl.78349,Xl.84432 Dst 13518 - - - - - 350,90 181,56 520,25 2,86 1,51 0,00%
Xetrov72008395 b4galnt4 100036642 Str.57956 148226464,117558075 NM_001097200,BC127314 NA NA NA XB-GENEPAGE-5959063 XB-GENE-5959064 ,Xl.13471,Xl.43313 B4galnt4 330671 - - - - - 145,80 75,44 216,16 2,84 1,51 3,59%
Xetrov72033076 zfhx4 100486096 Str.57743 301620544 XM_002939587 zinc finger homeobox 4 homeodomain transcription factor XB-GENEPAGE-957672 XB-GENE-957673 Xl.49705 Zfhx4 80892 - - - - - 356,13 185,97 526,28 2,82 1,50 0,05%
Xetrov72017327 cdr2l 100486752 Str.15398 301621349 XM_002939980 NA NA NA XB-GENEPAGE-969162 XB-GENE-969163 Xl.9895 Cdr2l 237988 - - - - - 79,49 41,24 117,74 2,81 1,49 4,26%
Xetrov72033387 rims2 100125032 Str.61539 156230380,301603864,134024285 BC152028,XM_002931562,BC136096 NA NA NA XB-GENEPAGE-980174 XB-GENE-980175 ,Xl.79135 Rims2 116838 - - - - - 216,66 113,25 320,07 2,81 1,49 0,15%
Xetrov72000052 sptbn1 100145120 Str.75803 166796574,187607651 BC158933,NM_001126631 NA NA NA XB-GENEPAGE-989147 XB-GENE-989148 Xl.71205,Xl.76362 NA NA - - - - - 1826,43 963,35 2689,51 2,79 1,48 0,00%
Xetrov72019792 rufy3 779660 Str.66441 110645491,118404057 BC118783,NM_001078746 RUN and FYVE domain containing 3 RUN domain-containing protein XB-GENEPAGE-1020954 XB-GENE-1020955 Xl.8516,Xl.13608,Xl.72886 Rufy3 52822 - - - - - 275,14 145,45 404,84 2,77 1,47 0,56%
Xetrov72027037 zc4h2 549429 Str.686 77681915,213627082,77625948,213625682 NM_001016675,BC170701,CR760233,BC171113 NA NA NA XB-GENEPAGE-941216 XB-GENE-941217 Xl.22980,Xl.48155 Zc4h2 245522 - - - - - 328,21 175,55 480,87 2,73 1,45 1,13%
Xetrov72018624 fbn3 100151721 Str.66746 188528940,183986218 NM_001127424,BC166351 fibrillin 3 Fibrillins and related proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-1217675 XB-GENE-1217676 Xl.15872,Xl.12214,Xl.73318,Xl.79250 NA NA - - - - - 974,31 523,80 1424,81 2,72 1,44 0,00%
Xetrov72039184 gfra3 100489971 Str.85542 301614840 XM_002936849 GDNF family receptor alpha 3 XB-GENEPAGE-988961 XB-GENE-988962 Xl.15742 Gfra3 14587 - - - - - 312,86 168,07 457,66 2,71 1,44 0,12%
Xetrov72039678 pitx1 493226 Str.24178 51258791,55926079 BC079936,NM_001007499 paired-like homeodomain 1 homeodomain transcription factor xPitx1|X-PITX-1 XB-GENEPAGE-485440 XB-GENE-485441 Xl.522,Xl.34927 Pitx1 18740 - - - - - 64,06 34,25 93,88 2,69 1,43 0,42%
Xetrov72004231 myo10.2 100495096 301627120 XM_002942679 myosin 10, gene 2 Myosin VII, myosin IXB and related myosins XB-GENEPAGE-5995372 XB-GENE-5995373 Xl.13838 Myo10 17909 - - - - - 389,03 210,29 567,77 2,69 1,43 1,26%
Xetrov72031423 cenpv 100037869 Str.36065 148227454,134024316,157423497 NM_001097310,BC135143,BC153372 NA NA NA XB-GENEPAGE-956916 XB-GENE-956917 Xl.5502 Cenpv 73139 - - - - - 474,86 256,91 692,80 2,69 1,43 0,04%
Xetrov72031323 ywhag 779762 Str.21552 77626488,111305830,118403699 CR760416,BC121366,NM_001078841 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide signal transduction 14-3-3g|14-3-3gamma|14-3-3 gamma XB-GENEPAGE-951349 XB-GENE-951350 Xl.31784,Xl.47144 Ywhag 22628 - - - - Ywhag 387,35 209,75 564,95 2,69 1,43 0,11%
Xetrov72031290 clic5 493290 Str.25388 56118465,77627028,51512958 NM_001007907,CR761005,BC080344 NA NA NA XB-GENEPAGE-958153 XB-GENE-958154 Xl.48454 Clic5 224796 - - - - - 84,61 45,47 123,75 2,68 1,42 3,66%
Xetrov72012534 tnc 100494697 Str.72079 301611448 XM_002935202 NA NA NA XB-GENEPAGE-1002815 XB-GENE-1002816 Xl.24480,Xl.80458 Tnc 21923 - - - - - 176,85 95,57 258,12 2,68 1,42 1,21%
Xetrov72004495 fmnl2 100491499 Str.56521 301614449 XM_002936662 NA NA NA XB-GENEPAGE-1004376 XB-GENE-1004377 Fmnl2 71409 - - - - - 123,19 66,84 179,53 2,66 1,41 3,45%
Xetrov72001299 sox11 493415 Str.15716 77621342,51703666,56118715 CT010559,BC080939,NM_001008052 SRY (sex determining region Y)-box 11 HMG-box transcription factor XLS13b|xls13a|XLS13|xSOX-11|xsox11 XB-GENEPAGE-483417 XB-GENE-483418 Xl.84896,Xl.891,Xl.78258,Xl.82815 Sox11 20666 - - - - - 1101,33 602,90 1599,75 2,65 1,41 0,00%
Xetrov72016721 myt1 100490628 Str.57565 301626514 XM_002942382 myelin transcription factor 1 transcription factor containing C2HC type zinc finger X-MyT1|xmyt1 XB-GENEPAGE-1009974 XB-GENE-1009975 Xl.57163,Xl.31433,Xl.85112 Myt1 17932 Xl.57163 - - - - 683,21 374,88 991,54 2,64 1,40 0,04%
Xetrov72040879 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 66,48 36,12 96,84 2,64 1,40 3,76%
Xetrov72010272 syn3 100170548 Str.73369 194332616,189442708 NM_001130325,BC167591 NA NA NA XB-GENEPAGE-5793906 XB-GENE-5793907 Xl.565 Syn3 27204 - - - - - 60,79 33,04 88,53 2,63 1,39 3,66%
Xetrov72005468 rbms1 100036596 Str.57000 113197749,148224228,195540046,112807585 BC121675,NM_001097163,BC167880,CU075541 NA NA NA XB-GENEPAGE-1011123 XB-GENE-1011124 Xl.77195,Xl.14912,Xl.69575,Xl.80060,Xl.81887 Rbms1 56878 - - - - - 1586,32 873,97 2298,67 2,63 1,39 0,00%
Xetrov72039634 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 228,05 125,27 330,84 2,63 1,39 0,03%
Xetrov72009552 tll1 493401 Str.27262 56118910,110289839,51703382,112808038,110289820 NM_001008038,CU025149,BC080921,CU075807,CU025130 tolloid-like 1 metalloprotease xolloid-like metalloprotease|Tll|Xlr|Xolloid-related|Xolloid-like XB-GENEPAGE-479940 XB-GENE-479941 Xl.16598,Xl.11073 Tll1 21892 - - - - - 57,99 31,97 84,01 2,58 1,37 3,42%
Xetrov72021263 psat1 549336 Str.12078 77682548,77626382,117558744 NM_001016582,CR760626,BC127350 NA NA NA XB-GENEPAGE-1016012 XB-GENE-1016013 Xl.49731 Psat1 107272 - - - - - 264,25 148,21 380,29 2,56 1,35 1,63%
Xetrov72038105 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 199,26 111,96 286,57 2,55 1,35 1,10%
Xetrov72035022 unknown NA NA NA NA NA NA NA NA NA Xl.24311,Xl.83514 NA NA - - - - - 1786,73 1008,07 2565,40 2,54 1,35 0,02%
Xetrov72000137 arid1b 100493908 Str.69979 301603788 XM_002931507 AT rich interactive domain 1B (SWI1-like) SWI-SNF chromatin-remodeling complex protein XB-GENEPAGE-1010353 XB-GENE-1010354 Arid1b 239985 - - - - - 1340,22 760,54 1919,90 2,52 1,33 0,00%
Xetrov72011778 tox3 100158584 Str.5913 183986341,189230319 BC166269,NM_001128012 TOX high mobility group box family member 3 HMG-box transcription factor XB-GENEPAGE-5887159 XB-GENE-5887160 NA Tox3 244579 - - - - - 226,64 128,26 325,02 2,52 1,33 4,32%
Xetrov72028522 rcor2 100038078 Str.46966 51513236,147901256,134023924 BC080505,NM_001097354,BC135877 REST corepressor 2 DNA binding XCoREST XB-GENEPAGE-482247 XB-GENE-482248 Xl.7678,Xl.85460 Rcor2 104383 - - - - - 122,03 69,87 174,19 2,47 1,31 4,49%
Xetrov72019993 mamdc2 780302 Str.53813 112419362,118403771 BC121969,NM_001079373 MAM domain containing 2 coagulation protein geneb|gene B|MAM domain protein XB-GENEPAGE-482692 XB-GENE-482693 Xl.350,Xl.2514 Mamdc2 71738 - - - - - 425,57 245,34 605,81 2,46 1,30 0,11%
Xetrov72002627 hpcal1 733484 Str.63 77626028,113205571,116284285 CR760317,NM_001044428,BC123918 NA NA NA XB-GENEPAGE-947039 XB-GENE-947040 Xl.48342 Hpcal1 53602 - - - - Hpcal1 153,36 88,18 218,54 2,46 1,30 3,74%
Xetrov72042157 emilin1 100038292 Str.31446 134025387,148234005 BC135317,NM_001097401 NA NA NA XB-GENEPAGE-997653 XB-GENE-997654 Xl.1881 Emilin1 100952 - - - - - 816,47 471,34 1161,60 2,46 1,30 0,00%
Xetrov72005484 kcnj13 100125048 Str.64308 134025673,156717793 BC136132,NM_001102967 NA NA NA XB-GENEPAGE-983213 XB-GENE-983214 Kcnj13 100040591 - - - - - 464,56 268,27 660,85 2,46 1,30 0,33%
Xetrov72014783 gch1 448485 Str.6098 49522532,55742078 BC075602,NM_001006788 NA NA NA XB-GENEPAGE-961364 XB-GENE-961365 Gch1 14528 - - - - - 531,43 307,68 755,18 2,45 1,29 0,40%

Xl.56277 - - - - - AGENCOURT_10491549 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6636971 5', mRNA sequence [BU911041] - - - Xl.56277 - - - - - - - 86,97 50,28 123,66 2,43 1,28 4,83%
Xetrov72026352 pou2f3 100490595 301611067 XM_002935021 POU class 2 homeobox 3 homeodomain transcription factor XB-GENEPAGE-853631 XB-GENE-853632 Xl.21645 Pou2f3 18988 - - - - Pou2f3 1014,88 591,63 1438,12 2,43 1,28 0,05%
Xetrov72025967 cadm1 100496522 Str.66471 301606720 XM_002932930 NA NA NA XB-GENEPAGE-6033348 XB-GENE-6033349 Xl.51143,Xl.53330,Xl.68521,Xl.7598,Xl.77440,Xl.80934,Xl.9045 Cadm1 54725 - - - - Cadm1 706,34 413,09 999,58 2,42 1,27 0,07%
Xetrov72033071 col6a3 100486063 Str.59926 301626451 XM_002942359 NA NA NA XB-GENEPAGE-6451493 XB-GENE-6451494 Col6a3 12835 - - - - - 1323,90 776,85 1870,96 2,41 1,27 0,00%
Xetrov72008293 kiaa0182 100379977 Str.5574 301613307,117558110 XM_002936097,BC125792 NA NA NA XB-GENEPAGE-5880739 XB-GENE-5880740 Xl.78028,Xl.1433,Xl.78276 NA NA - - - - - 677,45 398,13 956,77 2,40 1,26 0,14%
Xetrov72037920 cyfip2 100126215 Str.59332 158518457,158253653 NM_001110053,BC154082 cytoplasmic FMR1 interacting protein 2 p53 inducible protein PIR121 pir121 XB-GENEPAGE-922698 XB-GENE-922699 Xl.11884 Cyfip2 76884 - - - - Cyfip2 445,09 262,39 627,80 2,39 1,26 0,14%
Xetrov72004193 baz2b 100151715 Str.78682 183985777,301607446,301607444 BC166361,XM_002933266,XM_002933265 bromodomain adjacent to zinc finger domain, 2B chromatin remodeling complex subunit XB-GENEPAGE-964621 XB-GENE-964622 Xl.19899 Baz2b 407823 - - - - - 225,78 133,29 318,27 2,38 1,25 3,32%
Xetrov72008519 ano1 100170550 Str.27586 77622790,194332620,189441787 CR848209,NM_001130327,BC167593 NA NA NA XB-GENEPAGE-5967575 XB-GENE-5967576 Xl.13689,Xl.54043 Ano1 101772 - - - - - 2826,95 1680,62 3973,29 2,36 1,24 0,00%
Xetrov72019367 ror2 548551 Str.20011 58475895,62751880 BC090120,NM_001015834 receptor tyrosine kinase-like orphan receptor 2 kinase Xror2 XB-GENEPAGE-491497 XB-GENE-491498 Xl.79325,Xl.54821,Xl.82357 Ror2 26564 - - - - - 447,36 267,64 627,08 2,34 1,23 0,10%
Xetrov72035943 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 623,75 374,70 872,79 2,33 1,22 0,01%
Xetrov72033632 satb1 100101659 Str.58136 154147655,134025651 NM_001100201,BC136084 SATB homeobox 1 homeodomain transcription factor XB-GENEPAGE-854102 XB-GENE-854103 Xl.50337 Satb1 20230 - - - - - 170,11 101,94 238,28 2,32 1,22 0,98%
Xetrov72014298 unknown NA NA NA NA NA NA NA NA NA Xl.63801 NA NA - - - - - 718,43 433,89 1002,97 2,31 1,21 2,91%
Xetrov72018581 c12orf51 100145058 Str.8612 301621675,165970573 XR_097766,BC158469 NA NA NA XB-GENEPAGE-5899474 XB-GENE-5899475 Xl.58094,Xl.58643,Xl.80383 NA NA - - - - - 707,21 427,52 986,89 2,31 1,20 0,12%
Xetrov72031313 ppp1r1a 548654 Str.15285 213627038,77624059,213624083,77681977 BC170630,CR926446,BC170624,NM_001015900 protein phosphatase 1, regulatory (inhibitor) subunit 1A signal transduction pil XB-GENEPAGE-489185 XB-GENE-489186 Xl.28937,Xl.68772,Xl.76658 Ppp1r1a 58200 - - - - - 405,12 246,36 563,88 2,28 1,19 0,36%
Xetrov72033461 sulf1 100038259 Str.27505 77623739,147901830,125719329 CR855569,NM_001097379,EF409382 sulfatase 1 extracellular 6-O-endosulfatase, modulates cell signaling XtSulf1|XtSulf-1 XB-GENEPAGE-966418 XB-GENE-966419 Xl.71911,Xl.20564 Sulf1 240725 - - - - - 617,77 376,58 858,97 2,28 1,19 1,90%
Xetrov72040030 emx1 100101663 Str.53025 112807403,301614850 CU075359,XM_002936837 empty spiracles homeobox 1 homeodomain transcription factor XEmx1 XB-GENEPAGE-876648 XB-GENE-876649 Xl.81571,Xl.72101 Emx1 13796 - - - - - 236,03 143,84 328,22 2,27 1,18 2,61%
Xetrov72026834 unknown NA NA NA NA NA NA NA NA NA Xl.8124,Xl.82398,Xl.85256 NA NA - - - - - 924,27 565,22 1283,32 2,27 1,18 0,86%
Xetrov72009077 unknown NA NA NA NA NA NA NA NA NA Xl.18586,Xl.44108 NA NA - - - - - 2711,92 1660,17 3763,67 2,27 1,18 0,03%
Xetrov72035999 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1077,83 660,96 1494,71 2,26 1,18 0,00%
Xetrov72043386 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 206,36 126,56 286,16 2,25 1,17 4,09%
Xetrov72008527 znf423 100491000 301615926 XM_002937371 zinc finger protein 423 zinc finger, C2H2 type oaz|ebfaz|roaz|zfp423|zfp104 XB-GENEPAGE-490168 XB-GENE-490169 Xl.47897 Zfp423 94187 - - - - - 487,18 299,98 674,39 2,24 1,17 0,50%
Xetrov72000620 NA NA NA NA NA NA NA NA NA Xl.9671 NA NA - - - - - 5307,62 3291,70 7323,55 2,22 1,15 0,00%
Xetrov72027352 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 366,28 229,08 503,48 2,19 1,13 2,67%
Xetrov72033950 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 725,24 455,93 994,55 2,18 1,12 0,01%
Xetrov72014434 rtn2 100135745 Str.53598 70721657,166795978,110289867,70721655 BK005003,NM_001114267,CU025177,BK005002 reticulon 2 Reticulon xrtn2 XB-GENEPAGE-941643 XB-GENE-941644 Xl.45326 Rtn2 20167 - - - - - 486,87 306,30 667,45 2,18 1,12 0,31%
Xetrov72020898 ap1m1 394630 Str.830 38174107,45360718,77625829 BC061393,NM_203702,CR760351 NA NA NA XB-GENEPAGE-1006855 XB-GENE-1006856 Xl.46539,Xl.80389 Ap1m1 11767 - - - - - 426,62 270,76 582,48 2,15 1,10 3,45%
Xetrov72042772 strbp 100135229 Str.51917 213627303,166157976,77621751,169642168,163916316 BC171078,NM_001113926,CT025228,BC160423,BC157347 NA NA NA XB-GENEPAGE-1005084 XB-GENE-1005085 Xl.78976,Xl.19321,Xl.25445,Xl.50421 Strbp 20744 - - - - - 2857,02 1815,74 3898,31 2,15 1,10 0,98%
Xetrov72031802 c13orf15 100124833 Str.64588 134024063,156717455 BC135486,NM_001102798 NA NA NA XB-GENEPAGE-1006062 XB-GENE-1006063 Xl.77938,Xl.5886 NA NA - - Xl.5886 - - 134,90 85,50 184,30 2,14 1,10 2,62%
Xetrov72033516 fam171a1 100170195 Str.45060 301619383,77622665 XM_002939022,CT030421 family with sequence similarity 171, member A1 c10orf38 XB-GENEPAGE-5725403 XB-GENE-5725404 Xl.14090,Xl.78275 Fam171a1 269233 - - - - - 422,16 268,49 575,82 2,14 1,10 3,28%
Xetrov72013568 rhbg 496595 Str.8601 113197949,46095016,58332051,53680596 BC121561,AY455819,NM_001011175,AY619985 Rh family, B glycoprotein ammonium transporter slc42a2 XB-GENEPAGE-1009285 XB-GENE-1009286 Xl.13973,Xl.34465 Rhbg 58176 - - - - - 230,36 146,51 314,21 2,14 1,10 1,99%
Xetrov72008123 dock7 100127844 Str.57587 160774135,301603991,77621613 BC155464,XM_002931590,CR761967 NA NA NA XB-GENEPAGE-998177 XB-GENE-998178 Xl.14442,Xl.70572 Dock7 67299 - - - - - 907,56 584,10 1231,02 2,11 1,07 0,47%
Xetrov72001625 marcks 448317 Str.46276 89886056,49523254,77622316 NM_001006692,BC075394,CR848092 NA NA NA XB-GENEPAGE-6258236 XB-GENE-6258237 Xl.3077,Xl.69756,Xl.79013,Xl.80916,Xl.81880,Xl.81955,Xl.82934,Xl.83045,Xl.83094 Marcks 17118 - - - - - 1925,58 1247,03 2604,12 2,09 1,06 0,96%
Xetrov72004978 slc40a1 100036732 Str.56959 147904329,119443826,160773614 NM_001097277,EF140890,BC155478 NA NA NA XB-GENEPAGE-963434 XB-GENE-963435 Xl.19634 Slc40a1 53945 - - - - - 351,75 227,97 475,54 2,08 1,06 0,25%
Xetrov72013908 foxa1 395059 Str.1180 45361690,26224741 NM_204088,AY157637 forkhead box A1 forkhead domain transcription factor HNF-3 alpha|HNF3 alpha|HNF3-alpha|HNF3alpha|xfkh2|tFoxA1|hnf3a|tcf3a XB-GENEPAGE-487351 XB-GENE-487352 Xl.68948,Xl.52787,Xl.9710 Foxa1 15375 - - - - - 2726,65 1780,54 3672,76 2,06 1,04 0,08%
Xetrov72039433 hapln3 548802 Str.11944 60552294,213624033,77682503,213624031,171847129,77622293 BC091610,BC170563,NM_001016048,BC170561,BC161517,CR762351 hyaluronan and proteoglycan link protein 3 Proteins containing Ca2+-binding EGF-like domains xhapln3 XB-GENEPAGE-5867354 XB-GENE-5867355 Xl.22996,Xl.12256,Xl.80013 Hapln3 67666 - - - - - 506,38 331,42 681,35 2,05 1,04 0,89%
Xetrov72009955 creb3l1 100496679 Str.69770 301609146 XM_002934095 cAMP responsive element binding protein 3-like 1 transcription factor oasis XB-GENEPAGE-489942 XB-GENE-489943 Xl.52977 Creb3l1 26427 - - - - - 1027,59 674,86 1380,31 2,04 1,03 0,14%
Xetrov72033098 naca 100127557 Str.60875 156230339,163915262 BC152058,NM_001112928 NA NA NA XB-GENEPAGE-5961005 XB-GENE-5961006 Xl.79755,Xl.11812 Naca 17938 - - - - - 560,91 368,87 752,96 2,04 1,03 1,89%
Xetrov72038257 fgfr1 548648 Str.48478 134025507,134085360,56410055,56410258 BC135670,NM_001015894,CR926250,CR759996 fibroblast growth factor receptor 1 receptor tyrosine kinase X1FGFR|flt-2|cek|flg|ogd|XFGFR-1|flt2|xfgfr1|flt2|kal2|bfgfr|fgfr-1 XB-GENEPAGE-1018553 XB-GENE-1018554 Xl.2751,Xl.34918,Xl.6480,Xl.77295,Xl.80214,Xl.82753 Fgfr1 14182 - - - - - 1019,52 671,30 1367,74 2,04 1,03 2,01%
Xetrov72000677 flrt3 100144692 Str.51730 169642611,183986666 BC160452,NM_001123450 fibronectin leucine rich transmembrane protein 3 receptor signaling xflrt3 XB-GENEPAGE-490900 XB-GENE-490901 Xl.76876,Xl.12361,Xl.29532 Flrt3 71436 - - - - - 1162,57 768,56 1556,57 2,02 1,02 1,60%
Xetrov72019597 tle2 548559 Str.4386 62751360,58475904,77624444,270356722 NM_001015842,BC090131,CR942766,GU014559 transducin-like enhancer of split 2 (E(sp1) homolog, Drosophila) transcriptional regulator esg2|grg2 XB-GENEPAGE-876619 XB-GENE-876620 Xl.387,Xl.77933,Xl.80350 Tle2 21886 - - - - - 1045,62 692,59 1398,66 2,02 1,01 2,69%
Xetrov72005095 cyp27a1 100145773 Str.30864 301608843,171847012 XM_002933955,BC161746 NA NA NA XB-GENEPAGE-5871551 XB-GENE-5871552 Xl.2428,Xl.83264,Xl.85887 Cyp27a1 104086 - - - - - 5209,44 6953,13 3465,74 0,50 -1,00 0,00%
Xetrov72001384 wdr92 100125149 Str.20053 156717947,138519814 NM_001103046,BC135537 NA NA NA XB-GENEPAGE-980476 XB-GENE-980477 Xl.16400 Wdr92 103784 - - - Wdr92 - 1529,40 2042,00 1016,80 0,50 -1,01 3,71%
Xetrov72016417 ttc24 100379937 Str.52264 110289730,301619203 CU025040,XM_002938944 NA NA NA XB-GENEPAGE-5799675 XB-GENE-5799676 NA Ttc24 214191 - - - - - 2032,90 2714,87 1350,92 0,50 -1,01 0,94%

Xetrov72b000269 cby1 549007 Str.20141 213624049,213627006,77682690,77621366,189442178 BC170581,BC170579,NM_001016253,CR761748,BC167320 chibby homolog 1 chibby|cby|arb1|pgea1|pigea14|pigea-14 XB-GENEPAGE-856224 XB-GENE-856225 Xl.19478,Xl.79552 Cby1 73739 - - - - - 559,65 747,81 371,50 0,50 -1,01 3,64%
Xetrov72039083 ccdc136 100216100 Str.21943 195539650,328447207 BC168037,NM_001199921 NA NA NA XB-GENEPAGE-5992990 XB-GENE-5992991 NA Ccdc136 232664 - - - - - 332,27 444,27 220,27 0,50 -1,01 1,69%
Xetrov72025983 c19orf51 100493459 Str.20014 301617800,77622127 XM_002938274,CR762176 NA NA NA XB-GENEPAGE-6258113 XB-GENE-6258114 Xl.6402 NA NA - - - - - 1031,53 1380,72 682,33 0,49 -1,02 4,08%
Xetrov72017015 tgm5 100486682 Str.50107 301612116 XM_002935533 NA NA NA XB-GENEPAGE-986929 XB-GENE-986930 Xl.68890 Tgm5 74176 - - - - - 83,01 111,78 54,23 0,49 -1,03 1,35%
Xetrov72036169 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 90,86 122,47 59,25 0,49 -1,04 1,74%
Xetrov72014558 wdr38 100493075 301624815 XM_002941647 NA NA NA XB-GENEPAGE-959155 XB-GENE-959156 Xl.71498 Wdr38 76646 - - - - - 906,75 1219,47 594,04 0,49 -1,04 4,49%
Xetrov72029663 ccdc67 100380182 Str.30568 301621713,77623505 XM_002940141,CT030605 NA NA NA XB-GENEPAGE-5961525 XB-GENE-5961526 NA Ccdc67 234964 - - - - - 238,23 321,27 155,19 0,48 -1,04 2,17%
Xetrov72013709 pip5kl1 100490940 Str.21226 301612091 XM_002935499 NA NA NA XB-GENEPAGE-986826 XB-GENE-986827 Xl.50228 Pip5kl1 227733 - - - - - 355,91 480,61 231,20 0,48 -1,05 4,98%
Xetrov72010124 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 598,16 809,28 387,04 0,48 -1,06 0,35%
Xetrov72025676 unknown NA NA NA NA NA NA NA NA NA Xl.76545,Xl.79472 NA NA - - - - - 647,83 876,64 419,03 0,48 -1,06 0,00%
Xetrov72023161 cetn1 549903 Str.6505 77681544,77626966 NM_001017149,CR760940 NA NA NA XB-GENEPAGE-967616 XB-GENE-967617 Xl.52447 Cetn1 26369 - - - - - 1388,10 1878,03 898,16 0,48 -1,06 0,89%
Xetrov72008586 wdr63 100145513 Str.3974 170284983,187607464 BC161183,NM_001126956 NA NA NA XB-GENEPAGE-980326 XB-GENE-980327 Xl.11177 Wdr63 242253 - - - - - 1316,69 1783,51 849,86 0,48 -1,07 0,04%
Xetrov72020202 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1131,85 1536,94 726,76 0,47 -1,08 3,87%
Xetrov72004222 NA NA NA NA NA NA NA NA NA Xl.72057 NA NA - - - - - 10061,91 13665,41 6458,41 0,47 -1,08 1,07%
Xetrov72029138 gas2l2 100488990 Str.49901 301608601 XM_002933832 NA NA NA XB-GENEPAGE-960571 XB-GENE-960572 NA Gas2l2 237891 - - - - - 1014,37 1379,74 649,00 0,47 -1,09 2,59%
Xetrov72027012 miip 100038064 Str.52497 77624460 CR942791 migration and invasion inhibitory protein iip45 XB-GENEPAGE-479685 XB-GENE-479686 Xl.50135 Miip 28010 - - - - - 338,54 460,84 216,24 0,47 -1,09 4,42%
Xetrov72039789 szl 733750 Str.16161 113205881,77620851 NM_001044506,CR761702 sizzled CRD domain wnt inhibitor secreted frizzled|xszl|sizzled XB-GENEPAGE-482076 XB-GENE-482077 Xl.620,Xl.3606 NA NA - - - - - 8234,37 11215,62 5253,13 0,47 -1,09 0,00%
Xetrov72000881 pkr3 100141483 Str.83261 301608713,168984504 XM_002933880,AM850092 NA NA NA XB-GENEPAGE-12565118 XB-GENE-12565119 NA NA NA - - - - - 109,08 149,46 68,70 0,46 -1,11 4,12%
Xetrov72009173 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 625,90 856,12 395,68 0,46 -1,11 3,72%
Xetrov72035709 lrrd1 100490254 301610185 XM_002934594 NA NA NA XB-GENEPAGE-985409 XB-GENE-985410 NA NA - - - - - 883,75 1208,91 558,58 0,46 -1,11 4,31%

Xl.29817 - - - - - NA NA - - - Xl.29817 - - - - - - - 478,72 655,89 301,55 0,46 -1,12 3,74%
Xl.5524 MGC82317 - - - - glyoxalase 1 Xenopus laevis glyoxalase 1 (glo1-b), mRNA [NM_001093055] - - - Xl.5524 - - - - - - - 269,86 369,90 169,83 0,46 -1,12 3,48%

Xetrov72023029 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 702,47 963,44 441,50 0,46 -1,12 3,72%
Xetrov72029163 tsga10 100145206 Str.31910 187608124,166796869 NM_001126694,BC159173 NA NA NA XB-GENEPAGE-968205 XB-GENE-968206 Xl.23696 Tsga10 211484 - - - - - 4461,96 6136,84 2787,09 0,45 -1,14 3,05%
Xetrov72006353 gby 100494515 Str.20610 165971157,301623886,301623884 BC158411,XM_002941195,XM_002941194 NA NA NA XB-GENEPAGE-5899517 XB-GENE-5899518 Xl.8236 NA NA - - - - - 1866,22 2567,31 1165,13 0,45 -1,14 2,90%
Xetrov72010383 ccdc17 100495562 Str.35716 301603942 XM_002931598 NA NA NA XB-GENEPAGE-948506 XB-GENE-948507 Ccdc17 622665 - - - - - 532,72 733,20 332,23 0,45 -1,14 4,85%
Xetrov72033748 cep76 549585 Str.7990 166796950,77682322,77623255 BC158976,NM_001016831,CR855505 NA NA NA XB-GENEPAGE-966808 XB-GENE-966809 Xl.6997 Cep76 225659 - - - - - 270,24 372,61 167,86 0,45 -1,15 3,72%
Xetrov72031318 btg3 100038251 Str.57226 110645485,77621761,148236200 BC118746,CT025239,NM_001097371 BTG family, member 3 anti-proliferation factor ana|tob5|tofa|tob55 XB-GENEPAGE-995110 XB-GENE-995111 Xl.59552,Xl.31129 Gm7334,Btg3 12228 - - - - - 252,46 348,17 156,74 0,45 -1,15 4,42%
Xetrov72008585 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 997,56 1376,58 618,55 0,45 -1,15 3,00%
Xetrov72010241 poc1a 549362 Str.11335 166796960,77626293,77683100 BC158994,CR760535,NM_001016608 NA NA NA XB-GENEPAGE-5767104 XB-GENE-5767105 Xl.7007 Poc1a 70235 - - - - - 312,60 431,75 193,45 0,45 -1,15 2,46%
Xetrov72043485 clcnkb 100487225 Str.2959 301628391 XM_002943290 NA NA NA XB-GENEPAGE-6049694 XB-GENE-6049695 Xl.205,Xl.16561 Clcnkb 56365 - - - - - 681,49 940,96 422,02 0,45 -1,15 0,08%
Xetrov72018089 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1192,89 1647,08 738,70 0,45 -1,16 0,64%
Xetrov72018941 c9orf93 100379793 Str.59138 301612418,77623815 XM_002935670,CR855650 NA NA NA XB-GENEPAGE-1003302 XB-GENE-1003303 NA NA NA - - - - - 344,90 477,85 211,96 0,44 -1,17 2,86%
Xetrov72043033 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 448,37 621,25 275,48 0,44 -1,17 0,14%
Xetrov72019574 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2239,87 3104,44 1375,29 0,44 -1,17 0,22%
Xetrov72031288 cdx2 394817 Str.122 45361262,77623596,38648966,16118861 NM_203878,CR926168,BC063344,AF417197 caudal type homeobox 2 homeodomain transcription factor cdx3-like XB-GENEPAGE-483305 XB-GENE-483306 Xl.1803,Xl.78557,Xl.802 Cdx2 12591 - - - - - 742,96 1034,70 451,22 0,44 -1,20 0,53%
Xetrov72028267 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 371,13 517,97 224,30 0,43 -1,20 2,86%
Xetrov72018018 val NA NA NA NA NA NA XB-GENEPAGE-6492238 XB-GENE-6492239 Xl.15505 NA NA - - - - - 3261,48 4558,12 1964,84 0,43 -1,21 0,04%
Xetrov72034788 elovl2 548913 Str.26834 138519780,77621583,77682934 BC135162,CR761931,NM_001016159 ELOVL fatty acid elongase 2 polyunsaturated fatty acid specific elongation enzyme XB-GENEPAGE-489752 XB-GENE-489753 Xl.16695 Elovl2 54326 - - - - - 2457,85 3449,12 1466,57 0,43 -1,23 0,56%
Xetrov72026858 unknown NA NA NA NA NA NA NA NA NA Xl.70381 NA NA - - - - - 1083,58 1521,83 645,33 0,42 -1,24 0,00%
Xetrov72042916 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 438,36 616,70 260,01 0,42 -1,24 0,70%
Xetrov72009377 rpe65 100145692 Str.53533 171846792,110289783,187607393 BC161457,CU025093,NM_001127066 NA NA NA XB-GENEPAGE-968699 XB-GENE-968700 Xl.48890,Xl.16557 Rpe65 19892 - - - - - 5235,43 7425,24 3045,62 0,41 -1,29 0,36%
Xetrov72041783 entpd2 407961 Str.5534 47575815,45786099 NM_001001252,BC068034 NA NA NA XB-GENEPAGE-5810180 XB-GENE-5810181 Xl.56699,Xl.80289 Entpd2 12496 - - - - - 194,39 276,38 112,39 0,41 -1,29 2,15%
Xetrov72014664 cdx4 395056 Str.50557 16118865,77622987,195540100,45361686,213624269,213624267 AF417199,CT030483,BC167866,NM_204086,BC170869,BC170865 caudal type homeobox 4 homeodomain transcription factor Xcad-3|Xtcad3|Xcad3|cad3|mgc130769|mgc68909 XB-GENEPAGE-482786 XB-GENE-482787 Xl.26888 Cdx4 12592 - - - - - 143,44 204,68 82,21 0,40 -1,31 0,58%
Xetrov72008456 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 424,92 606,37 243,47 0,40 -1,31 0,92%
Xetrov72006706 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 106,94 153,15 60,72 0,40 -1,32 3,72%
Xetrov72027235 ccdc153 NA NA NA NA NA NA XB-GENEPAGE-6258447 XB-GENE-6258448 NA Ccdc153 270150 - - - - - 170,37 243,82 96,92 0,40 -1,32 2,91%
Xetrov72025842 cyp26a1 548901 Str.64692 77683146,77621620,213626359,189442164 NM_001016147,CR761993,BC171087,BC167271 cytochrome P450, family 26, subfamily A, polypeptide 1 retinoic acid hydroxylase cyp26|xCYP26|XCYP26A1 XB-GENEPAGE-855582 XB-GENE-855583 Xl.50113,Xl.456 Cyp26a1 13082 - - - - - 96,82 138,77 54,88 0,40 -1,32 4,59%
Xetrov72021086 znf474 100494841 Str.28094 301604238 XM_002931728 zinc finger protein 474 zinc finger, C2H2 type XB-GENEPAGE-980440 XB-GENE-980441 Xl.60141,Xl.74340 NA NA - - - - - 739,94 1062,40 417,49 0,39 -1,35 0,12%
Xetrov72021587 NA NA NA NA NA NA NA NA NA Xl.73451 NA NA - - - - - 306,51 440,88 172,13 0,39 -1,35 1,32%
Xetrov72024164 kif24 100487421 Str.85414 301622587 XM_002940566 kinesin family member 24 microtubule associated molecular motor XB-GENEPAGE-855670 XB-GENE-855671 NA Kif24 109242 - - - Kif24 - 290,73 421,02 160,45 0,38 -1,39 2,22%
Xetrov72022612 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 61,35 89,78 32,91 0,37 -1,42 2,16%
Xetrov72022613 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 68,76 101,32 36,21 0,36 -1,46 2,05%
Xetrov72033713 bmper 733449 Str.40244 113205517,134025774,59940685 NM_001044402,BC135872,AY768703 BMP binding endothelial regulator modulator of BMP activity cv-2|crossveinless-2|CV2 XB-GENEPAGE-480926 XB-GENE-480927 Xl.15123 Bmper 73230 - - - - - 316,47 464,93 168,01 0,36 -1,46 0,86%
Xetrov72009243 pmfbp1 100496014 Str.67858 301616354 XM_002937579 NA NA NA XB-GENEPAGE-1005435 XB-GENE-1005436 Pmfbp1 56523 - - - - - 158,39 233,27 83,52 0,36 -1,47 2,39%
Xetrov72026836 ventx1.2 394455 Str.47850 45360948,77622295,28200478,197246642 NM_203530,CR762353,AY187017,BC168413 VENT homeobox 1, gene 2 homeodomain transcription factor Xvent-1|vent-1|vent1 XB-GENEPAGE-920867 XB-GENE-920868 Xl.51158,Xl.77859 NA NA - - - - - 45,18 67,16 23,20 0,36 -1,49 2,69%

Xl.2161 - - - - - NA NA - - - Xl.2161 - - - - - - - 178,94 264,58 93,31 0,36 -1,49 1,42%
Xetrov72032891 dscr6 100145593 Str.24417 187607033,112807400,49523050,170284887 NM_001127005,CU075356,BC075494,BC161333 NA NA NA XB-GENEPAGE-6257660 XB-GENE-6257661 Xl.85245 Ripply3 170765 - - - - - 109,15 162,10 56,20 0,35 -1,51 4,76%
Xetrov72042263 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 192,05 285,19 98,90 0,35 -1,52 2,34%
Xetrov72031362 hoxc8 448482 Str.2850 49523090,77623614,55742131 BC075597,CR926189,NM_001006786 homeobox C8 homeodomain transcription factor xhoxc8|hoxc-8 XB-GENEPAGE-480998 XB-GENE-480999 Xl.72728,Xl.207 Hoxc8 15426 - - - - - 74,45 111,38 37,52 0,34 -1,54 0,82%

Xl.26094 - - - - - AGENCOURT_11348134 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6877170 5', mRNA sequence [CB206004] - - - Xl.26094 - - - - - - - 1274,32 1901,86 646,78 0,34 -1,55 0,00%
Xetrov72030278 ccna1 548993 Str.4034 77626976,213627723,213625503,56410065,62859000 CR760951,BC170778,BC170748,CR926260,NM_001016239 cyclin A1 cell cycle regulator cyclin A1 XB-GENEPAGE-922386 XB-GENE-922387 Xl.6282,Xl.4276,Xl.59652 Ccna1 12427 - - - - - 861,18 1296,29 426,08 0,33 -1,60 0,00%
Xetrov72011262 lgals1 100485378 Str.21804 301609417 XM_002934214 NA NA NA XB-GENEPAGE-971977 XB-GENE-971978 Xl.747,Xl.17372 Lgals1 16852 - - - - - 39,17 60,57 17,77 0,30 -1,71 4,12%
Xetrov72034535 hoxa10 NA NA NA homeobox A10 homeodomain transcription factor XB-GENEPAGE-478887 XB-GENE-478888 Xl.21639,Xl.52165,Xl.69521 Hoxa10 15395 - - - - - 59,19 92,54 25,84 0,29 -1,80 1,63%
Xetrov72017744 hoxb8 100493882 301617262 XM_002938021 homeobox B8 homeodomain transcription factor hoxb-8 XB-GENEPAGE-990960 XB-GENE-990961 Xl.79158,Xl.9701 Hoxb8 15416 - - - - - 103,75 163,89 43,61 0,27 -1,89 0,01%
Xetrov72037425 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 34,02 54,87 13,16 0,25 -1,98 2,89%
Xetrov72035115 hoxa7 549972 Str.10310 77626452 CR760375 homeobox A7 homeodomain transcription factor hox36|Xhox-36|XlHbox-3|Hox-A7|xlhbox 3|antp XB-GENEPAGE-483654 XB-GENE-483655 Xl.12130 Hoxa7 15404 - - - - - 64,13 104,57 23,70 0,23 -2,10 0,02%
Xetrov72012010 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 38,31 62,79 13,82 0,23 -2,11 1,18%
Xetrov72030667 hoxc10 100487723 Str.40580 301614393 XM_002936648 homeobox C10 homeodomain transcription factor XHoxc10|mgc80182 XB-GENEPAGE-486914 XB-GENE-486915 Xl.21864 Hoxc10 209448 - - - - - 113,38 186,10 40,65 0,22 -2,17 0,32%


