Tabelle 42: Einzeltypisierungsergebnisse der Y-chromosomalen STRs

Fundnr. |Element | DYS19] DYS385 | DYS389 I[DYS389 If DYS390] DYS391] DYS392] DYS393] DYS437] DYS438] DYS439|PCR, Extrakt

DO RG/FK 58.03 (M13) 58.03 |Feli - 12 28 (25) FS
58.03 Feli - (13)[(17) 12 - (25) 11 11 13 15 10 11 YT 15a, Ex 5
58.03 Fe li - - - 12 - (25) 11 11 13 - 10 11 YT 15b, Ex 5
58.03 Feli 16 (13)] - 12 28 - 11 1 13 15 10 11 VSE 33, Ex 4/5
58.03 Fe li - - - 12 - - - - - - - - VSE 33, Ex 5
533.02 |Tire - - |- 12 - - - - - - - - VSE 45a, Ex 1
533.02 |Tire - - - - - - 11 - - - - - VSE 45b, Ex 1
533.02 |Tire - - |- - - - - - - - - - VSE 45c¢, Ex 1
65.01 Fere - 13117 12 - - 11 11 13 - 10 11 VSE 58, Ex 12
65.01 Fere - - |- - - - - - - - 10 - VSE 58, Ex 13
65.01 Fe re - - - - - - - - - - - - VSE 58, Ex 14
65.01 Fere 16 13] - 12 - 25 11 1 13 - 10 11 VSE 61, Ex 12
65.01 Fe re - - - - - - - 11 - - 10 11 VSE 61, Ex 13
65.01 Fere - - - - - - - - - - - (11) VSE 61, Ex 14

Individuum 16 13 [ 17 12 28 25 11 11 13 15 10 11

[DO RG 66.02 [66.02  [Feli T-T T-1-1 - T-T 1T-T 1-T 1-T 1T-T 1T-1T °1-T 1I-1 1QvsE33 Ex3

[Individuum [ [ S I N I I A B I I I

BS 133.01 133.01  [Huli - - |- - - - - - - - - 11 VSE 61, Ex5
133.01 Hu li - - - - - - - - - - - - VSE 61, Ex 6
133.01  [Huli - - - - - - - - - - - - VSE 61, Ex7

Individuum - -] - - - - - - - - - (11)

DO RG/GK/BS 183.01 (M11)  (183.01 |Feli (15), - |- - - - 11 - (13) (15) 11 (11), )
183.01 |Feli - - - - - - - 11 13 - - 11 VSE 33, Ex 3
183.01  [Feli - - |- 13 - - - 11 13 - - 11 VSE 33, Ex 5/
204.02 [Fere - - - - - - 11 - - - - 11 VSE 45a, Ex 2
204.02 |Fere - - |- - - - - - - - - - VSE 45b, Ex 2
204.02 [Fere - - - - - - - - - - - - VSE 45¢, Ex 2
1204.02 _|Fere - - - - - - - " - - " " VSE 46, Ex 1/2

Individuum (15)| - |- (13) - - 11 11 13 (15), 11 11

DO FK/RG/HS/BS 903.02 58.04 Fere - - |- - - - - - - - - - VSE 33, Ex7
58.04 Fe re - - - - - - - - - - - - VSE 33, Ex 8

Individuum - -] - - - - - - - - - -

DO FK/RG 905.01 (M14) 905.01 [Feli (15) (12) - - FS
905.01 |Feli - - |- 12 - - 11 11 13 14 - 11 VSE 33, Ex 4
905.01 Fe li - - - 12 - 25 11 11 13 - (10) 11 VSE 33, Ex 5
905.01 |Feli - - |- - - - - - - - - - VSE 45a, Ex 4
905.01 Fe li - - - - - - - - - - - - VSE 45b, Ex 4
905.01 |Feli - - |- - - - - - - - - - VSE 45a, Ex 5
905.01 Fe li - - - - - - - - - - - - VSE 45b, Ex 5
905.01 |Feli (15), - |- 12 - (25) 11 11 13 - 10 11 VSE 46, Ex 3/4
905.01 |Feli (15) (13)] - 12 - - 11 11 13 (14) 10 11 VSE 46, Ex 4
918.01 |Calv - - - 12 - - " - (13) (14) (10) " FS

Individuum 15 (13)] - 12 - 25 11 11 13 14 10 11

DO FK/RG/BS 907.01 907.01 _|Feli - - |- - - - - 11 - - 10 - YT 15a, Ex 3/4
907.01 |Feli 16 - - 12 - - - 11 13 - 10 11 YT 15b, Ex 3/4
907.01 _|Feli - - |- - - - - - - - - - VSE 45a, Ex 7
907.01 Fe li - - - - - - - - - - - - VSE 45b, Ex 7
907.01 _|Feli - - |- - - - - - - - - - VSE 45a, Ex 8
907.01 Fe li - - - - - - - - - - - - VSE 45b, Ex 8
907.01 _|Feli - - |- 12 - - - 11 (13) - 10 11 VSE 46, Ex 7
907.01 |Feli - - - 12 13] - - 11 11 (13) - (10) 11 VSE 46, Ex 8
907.01 _|Feli - 13] - 12 - - 11 11 - 10 11 VSE 53, Ex 9
907.01 Fe li - (6)] 13 12 - - 11 11 13 - 10 11 VSE 55, Ex 9
907.01 _|Feli - 13117 12 - - 11 11 13 - 10 11 VSE 58, Ex 9
907.01 |Feli - - - - - - - - - - - (11) VSE 61, Ex 7
907.01 _|Feli - - |- - - - - - - - - - VSE 61, Ex 8
907.01 Fe li 16 171 - 12 - - 11 11 13 - 10 11 VSE 61, Ex9

Individuum 16 13 [ 17 12 - - 11 11 13 - 10 11

DO HS/GK 1461 1461 Ra li - - - - - - - - - - - - VSE 33, Ex 1
1461 Rali - - |- - - - - - - - - - VSE 33, Ex 2
1461 Ra li - - - - - - - - - - - - VSE 53, Ex 3
1461 Rali - - |- - - - - - - - (10) - VSE 53, Ex 4
1461 Ra li - - - - - - - - - - - - VSE 55, Ex 3
1461 Rali - - |- - - - - 14 - - - - VSE 55, Ex 4
1461 Ra li - - - - - - 9 - - - 11 - VSE 58, Ex 4
1461 Rali - - |- - - - - - (14) - - VSE 61, Ex 3
1461 Ralli - 15 - - - - - - - - - - VSE 61, Ex 4

Individuum - (15)] - - - - 9) (14) - - (11). -

DO HS/BS 1467.01 1467.01 |Hulli - - - - - - - - - - - - VSE 33a, Ex 3
1467.01 [Hu li - - |- - - - - - - - - - VSE 33b, Ex 3
1467.01 |Hulli - - - (12) - - - - - - - - VSE 53, Ex 4
1467.01 [Hu li - - - - - - - - - - - - VSE 55, Ex 4

Individuum - - - - - - - - - - - -

DO HS/GK/BS 1471 1471 Feli - - |- - - - 10 - - (15) 12 11 VSE 33a, Ex 5
1471 Feli - 14 - 14 - 23 - - 13 - 12 11 VSE 33b, Ex 5
1471 Feli (14)) (13)| (14) - - - - - - - - - VSE 46, Ex 3/L-MEX
1471 Feli - 4 - 13 (29) 24 - - 13 - (12) 12 VSE 46, Ex 4

Individuum (14)] (13)] 14 (29) (10), 13 12

DO HS/GK 1548.01 1548.01 [Tire - -1 - 12 - - 9 - 13[15] - - - VSE 38, Ex 7/4
1548.01 [Tire - - |- 12 - - 9 - 13[15] - - - VSE 38, Ex 2/3/4
1548.01 |Tire - - - - - - - - - - - - VSE 45a, Ex 4
1548.01 [Tire - - |- - - - - - - - - 11 VSE 45b, Ex 4
1548.01 |Tire - - - - - - - - - - - - VSE 45c, Ex 4
1548.01 [Tire - 7] - - - - - - - - - - VSE 46, Ex 4

Individuum - (17) 12 - - 9 - 13| 15] - - (11)
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Tabelle 42: Einzeltypisierungsergebnisse der Y-chromosomalen STRs

Fundnr. |Element | DYS19 DYS385 |DYS389 I]DYS389 If DYS390] DYS391] DYS392] DYS393] DYS437] DYS438] DYS439[PCR, Extrakt

DO BS/FK 2030.01 (M6) 2030.01 |[Felli 15 (13) 12 27 25 (11) (11) - (15) - (11) FS
2030.01 |Feli 15 13117 12 27 25 11 11 13 15 10 11 YT 15a, Ex 3
2030.01 [Feli 15 13117 12 27 25 11 11 13 15 10 11 YT 15b, Ex 3
2030.01 |Feli - - |- 12 - - 11 - 13 - - - VSE 38, Ex 3
2030.01 [Feli - - - 12 - - 11 - 13 - - - VSE 38, Ex 4
2030.01 |Feli - - |- - - - - - 13 - - - VSE 45a, Ex 3
2030.01 [Feli - - - 12 - - 11 - 13 - - - VSE 45b, Ex 3
2030.01 |Feli - 13117 12 27 25 11 - 13 15 10 11 VSE 45a, Ex 4
2030.01 [Feli - - - - - - - - - - - - VSE 45b, Ex 4
R3 Calv 15 13117 12 - (25) " - 13 (15) 10 " FS

Individuum 15 13 [ 17 12 27 25 11 11 13 15 10 11

DO BS/FK 3714 3714 Hu li - - |- - - - - - - - - -
4077 Fere - - - - - - - - - - - - VSE 46, Ex 3/4
4077 Fere 14 - |- - - - - - - - - - VSE 46, Ex 4
3714 Hu li - - - (12) - - - - - - 10 - VSE 53, Ex 9
3714 Hu li - - |- 12 - - - - - - 10 - VSE 55, Ex 9
3714 Hu li - - - - - - - - - - - - VSE 58, Ex 9
3714 Hu li - - - - - - - - - - 101 - VSE 61, Ex9

Individuum (14) -] - 12 - - - - - - 10 -

DO BS 3757 (M8) 3757 Calv 16 13117 12 28 25 11 11 13 - 10 11 Fs
3757 Calv 16 13117 12 28 25 11 11 13 15 10 - YT 15a, Ex3
3757 Calv 16 13117 12 - 25 11 11 13 15 10 11 YT 15b, Ex 3
4361.01 |Fere - - - 12 - - - - 13 15 - - VSE 45a, Ex 2
4361.01 |Fere - - - - - - - - - - - - VSE 45b, Ex 2

Individuum 16 13 [ 17 12 28 25 11 11 13 15 10 11

DO BS/RG/FK/HS 3886 (M16) [5403 Hu li - - |- - - - - - - - - - VSE 33a, Ex 2
5403 Hu li - - - - - - - - - - - - VSE 33b, Ex 2
5403 Hu li - - |- - - - - - - - - - VSE 33a, Ex 3
5403 Hu li - - - - - - - - - - - - VSE 33b, Ex 3
5403 Hu li - - |- - - - - - - - - - VSE 45a, Ex |
5403 Hu li - - - - - - - - - - - - VSE 45b, Ex |
5403 Hu li - - |- 12 - - - - - - - 11 VSE 46a, Ex |
5403 Hu li - - - 12 (28) - - 11 - - - - VSE 46b, Ex |
5403 Hu li 16 13117 12 - 25 11 11 13 15 10 11 VSE 53, Ex 3
5403 Hu li - 13117 12 28 25 11 11 13 15 10 11 VSE 55, Ex 3

Individuum (16)] 13 [ 17 12 28 25 11 11 13 15 10 11

DO BS/FK 4008 (M5) 2096 Tire 16 13117 12 28 24 11 11 13 15 10 11 YT 15a, Ex 4/5
2096 Tire 16 13117 12 28 24 11 11 13 15 10 11 YT 15b, Ex 4/5
2096 Tire - - - 12 - - 11 - 13 15 - - VSE 45a, ExK1 ¢
2096 Tire - - |- 12 - - 11 - 13 - - - VSE 45b, ExK1 ¢
2096 Tire - - - - - - (11) - 13 - - - VSE 45¢, ExK1 ¢
908 Calv 16 13117 12 28 24 " " 13 15 10 (11) FS

Individuum 16 13 [ 17 12 28 24 11 11 13 15 10 11

DO BS/GK 4310.01 4310.01 |Rare - - |- - - - - - - - - - VSE 45a, Ex 2
4310.01 |Rare - - - - - - - - - - - - VSE 45b, Ex 2
4310.01 |Rare - - |- - - - - - - - - - VSE 45, Ex 3
3812 Hu li - - - 12 - - - (18) - - 10 - VSE 53, Ex 5
3812 Hu li - - |- - - - - - - - - - VSE 53, Ex 6
3812 Hu li - - - - - - - - - - - 11 VSE 55, Ex 5
3812 Hu li - - |- - - - - - - - - - VSE 55, Ex 6
3812 Hu li - - - - - - - - - - - - VSE 58, Ex 5
3812 Hu li - - |- - - - - - - - - - VSE 58, Ex 6
3812 Hu li - - - 12 - - - - - - - - VSE 61, Ex 5
3812 Hu li 9 VSE 61, Ex6

Individuum - -] - 12 - - - (9) - - (10) (11)

DO JS 7043.01 7043.01 |ppre - - |- - - - - - - - - - VSE 33a, Ex 1
7043.01 |ppre - - - - - - - - - - - - VSE 33b, Ex 1
7043.01 |ppre - - - - - - - - - - - - VSE 33c, Ex 1
7043.01 [ppre 16 13117 12 28 25 11 11 13 15 10 11 VSE 46a, Ex 1
7043.01 |ppre 16 13117 12 28 25 11 11 13 15 10 11 VSE 46b, Ex 1
7043.01 |ppre (16)) (13)[(17) 12 - - 11 11 13 (15) 10 11 VSE 46c, Ex 1
6962 Feli - - |- - - - - - - - - - VSE 45a, Ex 1
6962 Fe li - - - - - - - - - - - - VSE 45b, Ex 1
6962 Feli - - |- - - - - - - - - - VSE 45¢, Ex 1
6962 Fe li - - - 12 - - - 11 - - (10) 11 VSE 46a, Ex 1
6962 Feli - - |- 12 - - 11 11 13 - - 11 VSE 46b, Ex 1
6962 Fe li 16 (13)] - 12 - - 11 11 13 - 10 11 VSE 46¢, Ex 1
6962 Feli - - - 12 - - (11) " 13 - - " VSE 46d, Ex 1

Individuum 16 13 [ 17 12 28 25 11 11 13 15 10 11

DO FK/KS E 11 913.01 |Tire - - |- - - - - - - - - - VSE 33, Ex3
913.01 Tire - - - - - - - - - - - - VSE 33, Ex 4
913.01 |Tire - - |- - - - - 11 - - - 11 VSE 46a, Ex 3
913.01 Tire - - - - - - - - - - - - VSE 46b, Ex 3
913.01 |Tire - - |- - - - - - - - - - VSE 46a, Ex 4
913.01 Tire - - - - - - - - - - - - VSE 46b, Ex 4
E11 Hure - - |- - - - - 11 - - (10) 11 VSE 53, Ex 3
E 11 Hu re - - - 12 - - 11 11 - - - - VSE 55, Ex 3
E11 Hure - - - 12 - - - - - - - - VSE 61, Ex 3

Individuum - -] - 12 - - (11) 11 - - - 11

DO E 33 (M12) E33 Mand 17 (13)|(17) 12 (28) - 11 - - - 10 11 FS
E 33 Mand - - - - - - - - - - - - VSE 46a, Ex 3
E 33 Mand - - |- - - - - - - - - - VSE 46b, Ex 3
E 33 Mand - - - - - - - - - - - 11 VSE 46a, Ex 4
E33 |Mand - - - - - - - - - - - - VSE 46b, Ex 4

Individuum I_ 17 (13)|(17) 12 (28) - 11 - - - 10 11

DO E 37 (F21) E 37 Calv - (17| - - - - - - - - - - VSE 46, NEU
E 37 Calv - 17| - 12 - - - - - - - - VSE 53, Ex 4
E 37 Calv - - |- - - - - 11 - - - 11 VSE 55, Ex 4
E 37 Calv 16 - - - - - 11 11 13 - 10 11 VSE 58, Ex 4
E37 Calv - - - 13 - - - " - - 10 " VSE 61, Ex4

Individuum (16)| 17| - - - - (11). 11 (13), - 10 11




Tabelle 43: Einzeltypisierungsergebnisse der mitochondrialen HVR |

Konsensus

- ) &0/ 88 8 2 0/, 3 2/ 3\ O
Individuum FundNr A‘ \é‘" \g \f \é\ \é\ \&" \@* \@'p \e“‘ \b@ ,3,”" ,3,”" ,3,”" ,3,”" ,3,”" \b»ie’ ,359 ,35? \@‘9\5\‘9\5\‘ ~5*0~5*° \b\§~b\« .p':\ \bsé .p"é .p"é, .59 \e?’ .p"& ‘s;? ‘s;? \g,@ \g} \g} \g& \y \gﬂ’ \d}" € \g?n' \f PCR, Seq, Ex
rCRS Alcjc|jc|lcljAajc|c|cfcljc|c|c|fAajc|jc|T|G|Cc|T|G|JC|A]JC|C|T|C|]A|C|C|lCcljCc|T|Cc|lc|T|Cc|cfc|lc|T|C|C G
DO RG/FK 58.01 DO 65.03 [VSE 39, Seq 10, Ex 2
DO 65.03 [VSE 39, Seq 10, Ex 3
DO 65.03 [VSE 40, Seq 11, Ex 2
DO 65.03 rrrrrrrre1rrrrrrrrrrrrrrr T I N N O I | VSE 40, Seq 11, Ex3

DO RG/FK 58.03 (M13)

Konsensus

[VSE 7, Seq 1, Ex 3

DO RG/FK/KS 58.08 (M7,

Konsensus

. Seq
. Seq 5, Ex7

DO RG/HS/BS 65.05

DO 65.05

Konsensus

DO RG 66.02

DO 66.02

Konsensus

DO 66.02
DO 66.02
DO 66.02
DO 66.02
DO 66.02
DO 66.02
DO 66.02
Konsensus
DO BS 133.01 DO
DO
DO
DO
DO
Konsensus
DO RG/BS 187 DO 187 [VSE 40, Seq 11, Ex5
DO 187 [VSE 40, Seq 11, Ex6
DO 187 [VSE 51, Seq 1
DO 187 [VSE 54, Seq 1
DO 187 [VSE 572, Seq 21, Ex7
DO 187 [VSE 57b, Seq 21, Ex7
Konsensus
DO RG/FKIBS 516 DO JVSE 10, Seq 1, Ex1
DO |VSE 10, Seq 1, Ex2
DO
DO
DO
Konsensus
DO FK/RG/HS 902.01 (M10) DO 902.01
DO 902.01
DO 902.
DO 902.
Konsensus
DO FK/HS/RG/BS 903.01 DO
DO
DO
DO
DO
DO
DO
DO [VSE 35b, Seq 9, Ex 2
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Tabelle 43: Einzeltypisierungsergebnisse der mitochondrialen HVR |

- »/8 8 2 0/, 3 S O
Individuum ,3,”" ,3,”" \b»ie’ ,359 ,35? \@‘9\5\‘9\5\‘ ~5*0~5*° \b\§~b\« ,p':\ \bsé .p"é .p"é, .59 \e?’ .p"& ‘s;? ‘s;? \g,@ \g} \g} \g& \y \gﬂ’ \d}" \g‘? \g,"\g,‘i g?n' \f PCR, Seq, Ex
CRS G
DO FK/RG/HS/BS 903.02 [VSE 34a, Seq 8, Ex 7
[VSE 34b, Seq
[VSE 343, Seq 8, Ex8
[VSE 342, Seq 8, Ex8
[VSE 35b, Seq 9, Ex 8
Konsensus
DO FK/RGIJS 904.04 DO 904, [VSE 21, Seq 6, Ex 1
DO
DO
DO
DO
DO
DO
Konsensus
DO FK/RG 905.01 (M14) DO . Seq 3, Ex5
DO . Seq 4, Ex6
DO . Seq 5, Ex5
DO . Seq 5, Ex6
Konsensus
DO FK/RG/BS 907.01 DO 907.01 . Seq 3, Ex5
DO 907.01
DO 907
DO 907.01
DO 907.01
DO 907.01
DO 907.01
DO 907
DO 907. | IR , Seq 9, Ex8
[Konsensus 11 ]
DO HS/GK 1461 DO JVSE 39, Seq 10, Ex 1
DO . Seq 10, Ex2
DO . Seq 1
DO . Seq 11, Ex2
Konsensus
DO HS/BS 1467.01 DO 1467. [VSE 39a, Seq 10, Ex3
DO 1467. [VSE 39b, Seq 10, Ex3
DO 1467. [VSE 40a, Seq 11, Ex3
DO 1467. [VSE 40b, Seq 11, Ex3
DO
DO
DO 1467.
DO 1467. [VSE 54, Seq 19, Ex 4
DO 1467. [VSE 57, Seq 21, Ex 4
Konsensus
DO HS/GKI/BS 1471 DO 147 JVSE 39, Seq 10, Ex5
DO 147 . Seq 10, Ex6
DO 147 . Seq 11, Ex5
DO 147 . Seq 11, Ex6
Konsensus
DO HS/GK 1547.01 DO 154 . Seq 10, Ex2
DO 1547.
DO 1547.
DO 1547.
Konsensus
DO HS/GK 1547.03 DO 1547.
DO 1547.
DO 1547. . Seq 11, Ex 1
DO 154 . Seq 11, Ex2
Konsensus
DO HS/GK 1548.01 DO 1548. [VSE 39a, Seq 10, Ex4
DO 1548. [VSE 39b, Seq 10, Ex4
DO 1548.
DO 1548. [VSE 40, Seq 11, Ex3
Konsensus
DO BS/FKIGK/HS 1745.02 DO 1745. [VSE 7, Seq 1, Ex3
DO
DO
DO 1745. [VSE 19, Seq 5, Ex2
Konsensus




Tabelle 43: Einzeltypisierungsergebnisse der mitochondrialen HVR |

- »/8 S0/ 08/ 8/, 3 S O YA
QA G & AN
Individuum 5 \b»ie’ ,359 \ei’ LN ,35\ ,35\ \bsé .p"é .p"é, .59 \e?’ .p"& ‘s;? ‘s;? \g,@ L) \g& \&" \gﬂ’ \df" Ngﬂ’ L g?n' &?‘ PCR, Seq, Ex
rCRS G
DO BS/FK 2030.01 (M) [VSE 34a, Seq 8, Ex 3

[VSE 34b, Seq
[VSE 342, Seq 8, Ex4
[VSE 34b, Seq 8, Ex4

[VSE 35b, Seq 9, Ex 4

Konsensus

DO GKIS/RG 2588 (F15) DO 2588 JVSE 21, Seq 6, Ex6
DO 2588 .
DO 2588 [VSE 22, Seq 7, Ex 6
Konsensus

DO BS 3628 (F3; DO 2255.03 , Seq 1, Ex2
DO 2255.03 , Seq 3, Ex 3
DO 2255.03 , Seq 5, Ex 2

. Seq 5, Ex3

DO 2255.03 |
|

Konsensus

DO BS/FK 3714 DO 3714 . Seq3,Ex7
DO 3714 . Seq 4, Ex1
DO 3714
DO 3714
DO 3714

Konsensus

DO BS 3757 (M8) DO 3757 [VSE 8, Seq 1, Ex3
DO 3757 VSE 192, Seq 5, Ex 3
DOa757 | VSE 19b, Seq 5, Ex 3
Konsensus 1

DO BS/RG/FK/HS 3886 (M16) JVSE 21, Seq 6, Ex 2

Konsensus

DO BS/GK 4310.01

VSE 19, Seq 5, Ex 2

Konsensus

[Do Us 704301 [Do 7043.01 [VSE 34, Seq 8, Ex 1
[po7043.01
Konsensus | |
DO JS 7075.01 [Do 7060 [VSE 34, Seq 8, Ex 1
[po 7060

Konsensus |

DO FKIKS E 11 DO 913 [VSE 8. Seq 1, Ex2
DO 913. | |vSE 10, Seq 1, Ex 2/1
DO 913 [VSE 19, Seq 5, Ex 1
DO 913 [VSE 35b, Seq 9, Ex 3
DO 913 [VSE 352, Seq 9, Ex4
DO [VSE 35b, Seq 9, Ex4
DO [VSE 51, Seq 18, Ex 3
DO [VSE 54, Seq 19, Ex 3
DO [VSE 572, Seq 21, Ex3
DO | IR VSE 57b, Seq 21, Ex 3

[Konsensus |

DO HS/GK N 957.01 DO . [VSE 51, Seq 18.Ex3
DO
DO . [VSE 572, Seq 21, Ex3
DO . [VSE 57b, Seq 21, Ex3

Konsensus

DO BS/FK/IRG/HS/GKIKS N 962.01 DO . [VSE 39, Seq 10, Ex1
DO

DO .| [VSE 40, Seq 11, Ex 3

Konsensus
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Tabelle 44: Einzeltypisierungsergebnisse der mitochondrialen HVR II

Individuum

N N
LT /“‘ S S S S S S S S S S A N Y S/ POR, Sea, Ex

rCRS

A|T|C|T[G|G|T|T|G[G|C|T|J]A|JCcfCc|c|c|jc|jc|-|T|Cc|]Cc|-|C|G

DO RG/FK 58.01

DO 65.03

DO 65.03

DO 65.03

VSE 41, Seq 12, Ex 2

VSE 41, Seq 12, Ex3
VSE 42, Seq 13, Ex 2

DO 65.03

VSE 42, Seq 13, Ex 3

DO RG/FK 58.03 (M13)

DO 58.03

DO 58.03

DO 58.03

JVSE 41a, Seq 12, Ex5

VSE 41b, Seq 12, Ex 5
VSE 42a, Seq 13, Ex5

DO RG/HS/BS 65.05

DO 65.05

DO 65.05

DO 65.05

DO 65.05

VSE 59, Seq 22, Ex 4

VSE 59, Seq 22, Ex5

VSE 59, Seq 22, Ex 6

VSE 60, Seq 23, Ex 4

DO 65.05

VSE 60, Seq 23, Ex 5

DO 65.05

VSE 60, Seq 23, Ex 6

DO RG 66.02

DO 66.02

DO 66.02

DO 66.02

JVSE 41, Seq 12, Ex3

DO 66.02

VSE 42, Seq 13, Ex 4

DO BS 133.01

DO 133.01

DO 133.01

DO 133.01

JVSE 59, Seq 22, Ex5

DO 133.01

DO 133.01

DO RG/BS 187

DO 187

DO 187

DO 187

DO 187

DO RG/FK/BS 516

DO 516

DO 516

DO 516

DO 516

DO FK/HS/RG/BS 903.01

DO 901.03

DO 901.03

DO 901.03

DO 901.03

DO FK/RG/HS/BS 903.02

DO 58.04

DO 58.04

DO 58.04

DO 58.04

DO FK/RG/JS 904.04

DO 904.04

DO 904.04

DO 904.04

DO 904.04

DO 904.04

VSE 42, Seq 17, Ex 2

DO FK/RG/BS 907.01

DO 907.01

DO 907.01

DO 907.01

JVSE 41, Seq 12, Ex7

DO 907.01

VSE 42, Seq 13, Ex 8

DO HS/GK 1461

DO 1461

DO 1461

DO 1461

JVSE 41, Seq 12, Ex2

DO 1461

DO HS/BS 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

DO 1467.01

VSE 60, Seq 23, Ex 4

DO HS/GK/BS 1471

DO 1471

DO 1471

DO 1471

JVSE 41, Seq 12, Ex5

DO 1471

VSE 42, Seq 13, Ex 4

DO RG/BS/DS 1482 (M3)

DO 1911

DO 1911

DO 1911

DO 1911

HVRIIT1af, Ex4

DO 1911

DO HS/GK 1547.01

DO 1547.01

DO 1547.01

DO 1547.01

DO 1547.01

DO HS/GK 1547.03

DO 1547.03

DO 1547.03

DO 1547.03

DO 1547.03

VSE 42, Seq 13, Ex 2




Tabelle 44: Einzeltypisierungsergebnisse der mitochondrialen HVR II

Individuum FundNr /’ S Y S S S S S S S S S S R e s/ Per.sea.Ex
CRS AlT|lc|T]elel|T|T|e|lelc|T]|Alc|clclclecle]l-|T]lclcl-]cle
DO HS/GK 1548.01 DO 1548.01 VSE 41a, Seq 12, Ex4
DO 1548.01 VSE 41b, Seq 12, Ex4
DO 1548.01
DO 1548.01 VSE 42b, Seq 13, Ex4
DO BS/FKIGK/HS 1745.02 DO 1745.02 VSE 41, Seq 12, Ex5
DO 1745.02
DO 1745.02 VSE 42, Seq 13, Ex5
K
DO BS/FK 3714 DO 3714 VSE 41, Seq 12, Ex 1
DO 3714 VSE 41, Seq 12, Ex2
DO 3714 VSE 42, Seq 13, Ex 1
DO 3714 VSE 42, Seq 13, Ex2
DO 3714
DO 3714 VSE 42, Seq 17, Ex2
K
DO BS/RG/FK/HS 3886 (M16) DO 5403 VSE 43, Seq 14, Ex2
DO 5403
DO 5403 VSE 44, Seq 15, Ex 3/l
[DO BSIGK 4310.01 [DO 4310.01 m I I I I I I I I O | [VSE 43, Seq 14,Ex2__|
[k [ T T T T T T [ T T T 1 |
DO JS 7043.01 DO 7043.01 [VSE 43a, Seq 14, Ex 1
DO 7043.01
DO 7043.01
DO 7043.01
X
DO JS 7075.01 DO 7060
DO 7060
DO 7060
DO 7060
K
DO FKIKS E 11 DOE 11
DOE 11
DOE 11
DOE 11
K
DO HS/GK N 957.01 DO N 957.01
DO N 957.01
DO N 957.01
DO N 957.01 VSE 60b, Seq 23, Ex 3
K
DO BS/FK/IRG/HS/GKIKS N 962.01_|DO N 962.01 [VSE 43_5eq 14, Ex1
DO N 962.01
DO N 962.01 VSE 44, Seq 15, Ex 113
DO N 962.01 VSE 44, Seq 15, Ex 3
K
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