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Xetrov72000709 prdm13 100490238 301605112 XM_002932160 NA NA NA XB-GENEPAGE-960154 XB-GENE-960155 Prdm13 230025 - - - - - 3350,18 0,44 6699,92 4650,09 12,18 0,00%
Xetrov72026921 NA NA NA NA NA NA NA NA NA Xl.79130 NA NA - - - - - 676,85 0,00 1353,70 1354,70 10,40 0,00%
Xetrov72031282 prss1.2 496697 Str.27743 56611169,58332205 BC087830,NM_001011251 NA NA NA XB-GENEPAGE-6083468 XB-GENE-6083469 Xl.17210 Prss1 114228 - - - - - 354,23 0,00 708,47 709,47 9,47 0,00%
Xetrov72032768 klk15 496920 Str.68833 58332719,56971222 NM_001011435,BC088079 NA NA NA XB-GENEPAGE-6037943 XB-GENE-6037944 Klk15 317652 - - - - - 348,97 0,00 697,94 698,94 9,45 0,00%
Xetrov72032657 olig1 100487848 301618169 XM_002938451 oligodendrocyte transcription factor 1 transcription factor XB-GENEPAGE-478471 XB-GENE-478472 NA Olig1 50914 - - - - - 317,26 0,00 634,52 635,52 9,31 0,00%
Xetrov72032041 NA NA NA NA NA NA NA NA NA Xl.24751,Xl.82636 NA NA - - - - - 223,46 0,00 446,93 447,93 8,81 0,00%
Xetrov72023347 aldh1b1 100498540 301621943 XM_002940263 NA NA NA XB-GENEPAGE-1013739 XB-GENE-1013740 NA Aldh1b1 72535 - - - Aldh1b1 - 164,94 0,00 329,87 330,87 8,37 0,00%
Xetrov72007529 NA NA NA NA NA NA NA NA NA Xl.85361 NA NA - - - - - 195,10 0,44 389,77 272,10 8,09 0,00%

Xl.55672 - - - - - NA NA - - - Xl.55672 - - - - - - - 598,36 3,52 1193,20 264,30 8,05 0,00%
Xetrov72025759 slc18a3 780320 Str.34872 112808117,118404031,114108255 CU075886,NM_001079391,BC123053 NA NA NA XB-GENEPAGE-965084 XB-GENE-965085 Xl.25070 NA 20508 - - - - - 421,23 2,20 840,27 263,28 8,04 0,00%
Xetrov72001601 vgll2 394785 Str.5186 45361180,38649172 NM_203847,BC063357 NA NA NA XB-GENEPAGE-1006372 XB-GENE-1006373 Xl.14730 Vgll2 215031 - - - - - 108,14 0,00 216,29 217,29 7,76 0,00%

Xetrov72b000175 c8orf4 100145578 Str.57612 301605988,170287771 XM_002932578,BC161303 NA NA NA XB-GENEPAGE-949743 XB-GENE-949744 Xl.15208,Xl.82743 NA NA - - Xl.15208 - - 956,34 9,65 1903,02 178,80 7,48 0,00%
Xetrov72017800 mxra7 594877 Str.29637 301612981,60551293,301612979 XM_002935926,BC091054,XM_002935925 NA NA NA XB-GENEPAGE-953445 XB-GENE-953446 Xl.48885,Xl.15502 Mxra7 67622 Xl.15502 - - - - 267,58 2,62 532,54 147,32 7,20 0,00%
Xetrov72012131 ltbp3 100490885 Str.38864 301611774 XM_002935363 NA NA NA XB-GENEPAGE-6050659 XB-GENE-6050660 Xl.1539,Xl.2350 Ltbp3 16998 - - - - - 99,57 0,44 198,70 139,06 7,12 0,00%

Xl.73609 - - - - - AGENCOURT_87396892 NICHD_XGC_panc Xenopus laevis cDNA clone IMAGE:8734512 3', mRNA sequence [EE328623] - - - Xl.73609 - - - - - - - 59,56 0,00 119,12 120,12 6,91 0,00%
Xl.79881 LOC398550 - - - - obscurin-like 1 Xenopus laevis similar to titin, mRNA (cDNA clone IMAGE:4684154), partial cds [BC046871] - - - Xl.79881 - - - - - - - 57,09 0,00 114,19 115,19 6,85 0,00%

Xetrov72030919 neurod4 100124310 Str.53567 54038737,196259965,195539842 BC084160,NM_001131041,BC168092 neurogenic differentiation 4 helix-loop-helix transcription factor atonal homolog-3|Xath-3|Xath3|ath3|ath-3|atoh3|math-3|bhlha4 XB-GENEPAGE-972703 XB-GENE-972704 Xl.1263 Neurod4 11923 Xl.1263 - - - Neurod4 106,44 0,88 211,99 113,47 6,83 0,00%
Xetrov72010224 barhl2 100493839 Str.24170 301621632 XM_002940105 BarH-like homeobox 2 homeodomain transcription factor XBH1|barh1|xbarhl2|xbh XB-GENEPAGE-482776 XB-GENE-482777 Xl.678,Xl.84963 Barhl2 104382 - - - - - 197,57 2,63 392,51 108,51 6,76 0,00%
Xetrov72002920 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 51,69 0,00 103,37 104,37 6,71 0,00%
Xetrov72016175 plekhd1 100485012 301611723 XM_002935342 NA NA NA XB-GENEPAGE-6044239 XB-GENE-6044240 NA NA NA - - - - - 93,29 0,87 185,72 99,73 6,64 0,00%
Xetrov72025209 myos 100135735 Str.52053 77624090,301621322 CR942352,XM_002939958 myoskeletin myoskeletin|mastr XB-GENEPAGE-1214867 XB-GENE-1214868 Xl.73183 NA NA - - - - - 283,86 4,83 562,88 96,69 6,60 0,00%

Xl.15091 - - - - - dag58h01.x1 Wellcome CRC pRN3 St19 26 egg animal cap Xenopus laevis cDNA clone IMAGE:4785649 3', mRNA sequence [BI443651] - - - Xl.15091 - - - - - - - 46,64 0,00 93,28 94,28 6,56 0,00%
Xl.56156 - - - - - NA NA - - - Xl.56156 - - - - - - - 45,30 0,00 90,59 91,59 6,52 0,00%

Xetrov72027170 fgf16 100492309 301604465 XM_002931813 fibroblast growth factor 16 heparin-binding growth factor XB-GENEPAGE-483588 XB-GENE-483589 NA Fgf16 80903 - - - - - 226,43 3,97 448,89 90,53 6,50 0,00%
Xetrov72039661 neurl3 100145805 Str.38805 171847183,301605931 BC161793,XM_002932566 NA NA NA XB-GENEPAGE-5797364 XB-GENE-5797365 NA Neurl3 214854 - - - - - 61,96 0,44 123,48 86,38 6,43 0,00%
Xetrov72026612 hmx3 780290 Str.40296 118403498,112418485,112807518 NM_001079361,BC121874,CU075474 H6 family homeobox 3 homeodomain transcription factor nkx-5.1|nkx5-1|nkx5.1 XB-GENEPAGE-483775 XB-GENE-483776 Xl.19182 Hmx3 15373 - - - - - 380,96 7,90 754,02 84,84 6,41 0,00%
Xetrov72020316 pip5k1b 100380056 Str.86354 301612268,157422783 XM_002935598,BC153344 NA NA NA XB-GENEPAGE-987074 XB-GENE-987075 Xl.47592 Pip5k1b 18719 - - - - - 320,47 6,57 634,37 83,92 6,39 0,00%
Xetrov72031042 hoxc4 100486039 Str.70640 301614397 XM_002936638 homeobox C4 homeodomain transcription factor XB-GENEPAGE-967140 XB-GENE-967141 Xl.69442 Hoxc4 15423 - - - - - 113,63 1,75 225,50 82,23 6,36 0,00%
Xetrov72010102 gfi1 100491774 301608549 XM_002933803 growth factor independent 1 transcription repressor zinc finger, C2H2 type XB-GENEPAGE-960552 XB-GENE-960553 Gfi1 14581 - - - - Gfi1 1462,61 34,72 2890,51 80,94 6,34 0,00%
Xetrov72025267 cpt1b 780223 Str.74099 118404693,116487415 NM_001079298,BC125802 NA NA NA XB-GENEPAGE-5931919 XB-GENE-5931920 Xl.24995,Xl.81166 Cpt1b 12895 - - - - - 39,17 0,00 78,33 79,33 6,31 0,00%

Xl.26406 - - - - - AGENCOURT_14235536 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957206 3', mRNA sequence [CD360734] - - - Xl.26406 - - - - - - - 37,22 0,00 74,43 75,43 6,24 0,00%
Xetrov72033295 itga8 100487624 Str.58763 301619385 XM_002939028 NA NA NA XB-GENEPAGE-961824 XB-GENE-961825 Xl.81443 Itga8 241226 - - - - - 85,13 1,32 168,95 73,31 6,20 0,00%
Xetrov72009517 nr5a2 496513 Str.27430 58331856,54038249 NM_001011100,BC084495 nuclear receptor subfamily 5, group A, member 2 steroid hormone receptor xff1rashort|b1f|cpf|ftf|b1f2|lrh1|lrh-1|ftz-f1|ftz-f1beta XB-GENEPAGE-478073 XB-GENE-478074 Xl.924,Xl.12129,Xl.12451,Xl.79330 Nr5a2 26424 - - - - Nr5a2 388,76 9,65 767,87 72,20 6,17 0,00%
Xetrov72017698 unknown NA NA NA NA NA NA NA NA NA Xl.10911,Xl.54521 NA NA - - - - - 115,18 2,21 228,15 71,49 6,16 0,00%
Xetrov72019365 susd1 394830 Str.51162 45361288,38648934 NM_203891,BC063189 NA NA NA XB-GENEPAGE-944709 XB-GENE-944710 NA Susd1 634731 - - - - - 837,90 22,31 1653,49 70,97 6,15 0,00%

Xl.74690 - - - - - BP691699 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL466c06ex 5', mRNA sequence [BP691699] - - - Xl.74690 - - - - - - - 34,67 0,00 69,35 70,35 6,14 0,00%
Xetrov72008462 rag1 100145555 Str.62799 301615775,170285273 XM_002937292,BC161246 NA NA NA XB-GENEPAGE-6087117 XB-GENE-6087118 Xl.85728 Rag1 19373 - - - - - 94,65 1,76 187,54 68,33 6,09 0,00%
Xetrov72030513 pou3f1 549258 Str.25752 67867505,77626825,67972640 BC098088,CR760792,NM_001016504 POU class 3 homeobox 1 transcription factor containing POU and HOX domains pou50|oct-6|oct6|scip|nrl-22 XB-GENEPAGE-853353 XB-GENE-853354 Xl.21449,Xl.1274 Pou3f1 18991 - - Xl.21449 - - 1796,12 50,92 3541,32 68,22 6,09 0,00%
Xetrov72023106 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 791,29 21,89 1560,68 68,21 6,09 0,00%
Xetrov72040748 kbtbd13 100489313 301617951 XM_002938355 NA NA NA XB-GENEPAGE-991467 XB-GENE-991468 NA NA 74492 - - - - - 48,65 0,44 96,87 68,15 6,09 0,00%
Xetrov72032307 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 32,72 0,00 65,44 66,44 6,05 0,00%

Xl.80041 - - - - - BJ057390 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL034o18 3', mRNA sequence [BJ057390] - - - Xl.80041 - - - - - - - 32,52 0,00 65,05 66,05 6,05 0,00%
Xetrov72039159 cpa1 497006 Str.68750 163915470,166795996,57033228 BC157306,NM_001114209,BC088897 NA NA NA XB-GENEPAGE-960031 XB-GENE-960032 Xl.73839,Xl.1965,Xl.58941,Xl.81380,Xl.82627 Cpa1 109697 - - - - Cpa1 76,42 1,31 151,54 65,94 6,04 0,00%
Xetrov72018481 lhx2 100486746 301618804 XM_002938749 LIM homeobox 2 homeodomain transcription factor x-Lhx2|XLhx2 XB-GENEPAGE-490330 XB-GENE-490331 Xl.85824,Xl.21557,Xl.21558 Lhx2 16870 - - - - - 173,74 4,40 343,09 63,71 5,99 0,00%

Xl.24571 - - - - - AGENCOURT_11244730 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876408 5', mRNA sequence [CB201267] - - - Xl.24571 - - - - - - - 59,18 0,87 117,50 63,29 5,98 0,00%
Xetrov72015473 il28b.2 100329165 Str.85053 256860237,284520106 FJ581036,NM_001171766 interleukin 28B (interferon, lambda 3), gene 2 cytokine ifnl3|il28c|il-28b|ifnl5 XB-GENEPAGE-479168 XB-GENE-479169 NA Il28b 338374 - - - - - 114,91 2,62 227,19 63,09 5,98 0,00%
Xetrov72031563 fam101b 493421 Str.18500 56118888,51704084 NM_001008058,BC080945 NA NA NA XB-GENEPAGE-962745 XB-GENE-962746 Xl.56544,Xl.75079 Fam101b 76566 - - - - - 30,92 0,00 61,85 62,85 5,97 0,00%
Xetrov72042157 emilin1 100038292 Str.31446 134025387,148234005 BC135317,NM_001097401 NA NA NA XB-GENEPAGE-997653 XB-GENE-997654 Xl.1881 Emilin1 100952 - - - - - 527,02 16,19 1037,86 60,45 5,92 0,00%
Xetrov72014322 NA NA NA NA NA NA NA NA NA Xl.17174,Xl.67242 NA NA - - - - - 724,10 22,84 1425,36 59,84 5,90 0,00%
Xetrov72020119 prdm8 733976 Str.51045 113931401,77624273,134026273 NM_001045686,CR942568,BC136202 NA NA NA XB-GENEPAGE-984390 XB-GENE-984391 Prdm8 77630 - - - - - 148,23 3,96 292,49 59,18 5,89 0,00%
Xetrov72010724 NA NA NA NA NA NA NA NA NA Xl.10081 NA NA - - - - - 134,54 3,51 265,57 59,12 5,89 0,00%

Xl.16064 - - - - - NA NA - - - Xl.16064 - - - - - - - 55,36 0,88 109,84 58,90 5,88 0,00%
Xetrov72031095 olig2 100486745 301618167 XM_002938445 oligodendrocyte lineage transcription factor 2 helix-loop-helix transcription factor XB-GENEPAGE-479117 XB-GENE-479118 NA Olig2 50913 - - - - - 382,45 11,88 753,03 58,55 5,87 0,00%

Xetrov72b000023 atoh8 100490889 301615744 XM_002937284 atonal homolog 8 transcription factor hath6|bhlha21 XB-GENEPAGE-877026 XB-GENE-877027 Atoh8 71093 - - - - Atoh8 28,74 0,00 57,48 58,48 5,87 0,00%
Xl.11736 - - - - - BJ080453 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL075l03 3', mRNA sequence [BJ080453] - - - Xl.11736 - - - - - - - 28,57 0,00 57,15 58,15 5,86 0,00%

Xetrov72b000196 il28b.1 100329162 Str.85054 256860231,284520104 FJ581033,NM_001171763 interleukin 28B (interferon, lambda 3), gene 1 cytokine XB-GENEPAGE-855696 XB-GENE-855697 NA Il28b 338374 - - - - - 67,40 1,31 133,48 58,13 5,86 0,00%
Xl.40321 - - - - - NA NA - - - Xl.40321 - - - - - - - 444,11 14,10 874,11 57,94 5,86 0,00%

Xetrov72006198 hes6.2 779656 Str.20567 118404069,110645525 NM_001078742,BC118777 hairy and enhancer of split 6, gene 2 helix-loop-helix transcription factor/transcriptional repressor XB-GENEPAGE-479403 XB-GENE-479404 NA Hes6 55927 - - - - - 169,35 4,82 333,89 57,57 5,85 0,00%
Xl.4881 - - - - - BX844342 NICHD_XGC_Emb3 Xenopus laevis cDNA clone IMAGp998P168295 ; IMAGE:3399423 5', mRNA sequence [BX844342] - - - Xl.4881 - - - - - - - 27,48 0,00 54,95 55,95 5,81 0,00%
Xl.7697 - - - - - NA NA - - - Xl.7697 - - - - - - - 27,42 0,00 54,84 55,84 5,80 0,00%

Xetrov72023969 hnf1b 733490 Str.27039 77626496,301620650,301620648 CR760425,XM_002939634,XM_002939633 HNF1 homeobox B homeodomain transcription factor tcf2|hnf-1beta|hnf1beta|vhnf1|hnf1-beta|lfb3 XB-GENEPAGE-485651 XB-GENE-485652 Xl.65135,Xl.12667 Hnf1b 21410 - - - - - 335,87 10,98 660,77 55,25 5,79 0,00%
Xetrov72003234 prss1 548509 Str.45762 77625852,62752848,59808135,111305482 CR760134,NM_001015792,BC089741,BC121234 NA NA NA XB-GENEPAGE-5776261 XB-GENE-5776262 Xl.1858,Xl.76563,Xl.77323,Xl.80672 Prss1 114228 - - - - - 38,77 0,44 77,11 54,39 5,77 0,00%
Xetrov72014884 unknown NA NA NA NA NA NA NA NA NA Xl.56805,Xl.56886 NA NA - - - - - 36,21 0,44 71,99 50,65 5,66 0,00%
Xetrov72006823 myo3b 100498312 301610248 XM_002934621 myosin 3b motor activity myosin IIIB XB-GENEPAGE-492482 XB-GENE-492483 NA Myo3b 329421 - - - - - 80,86 2,18 159,54 50,47 5,66 0,00%
Xetrov72037819 adamts7 100491770 Str.73723 301606780 XM_002932960 NA NA NA XB-GENEPAGE-6037433 XB-GENE-6037434 ,Xl.19945 Adamts7 108153 - - - - - 562,44 21,08 1103,80 50,03 5,64 0,00%

Xl.69786 - - - - - DC127218 Yamamoto [DC127218] - - - Xl.69786 - - - - - - - 395,57 14,99 776,15 48,62 5,60 0,00%
Xetrov72034499 hoxa2 100038099 Str.13271 110289852 CU025162 homeobox A2 homeodomain transcription factor hoxa2b|X-Hoxa2|hox1k XB-GENEPAGE-488086 XB-GENE-488087 Xl.12098,Xl.751 Hoxa2 15399 - - - - - 45,36 0,88 89,83 48,26 5,59 0,00%
Xetrov72036060 hepacam2 100490765 Str.49898 301610203 XM_002934597 NA NA NA XB-GENEPAGE-6043867 XB-GENE-6043868 NA Hepacam2 101202 - - - - - 237,49 8,77 466,22 47,84 5,58 0,00%

Xl.16447 - - - - - AGENCOURT_14147293 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950714 3', mRNA sequence [CD329642] - - - Xl.16447 - - - - - - - 65,04 1,75 128,32 46,95 5,55 0,00%
Xetrov72011848 slc6a6 100494063 Str.33236 301617711 XM_002938222 solute carrier family 6 (neurotransmitter transporter, taurine), member 6 Sodium-neurotransmitter symporter XB-GENEPAGE-991255 XB-GENE-991256 Slc6a6 21366 - - - - - 52,88 1,31 104,45 45,58 5,51 0,00%
Xetrov72001076 pkdcc.2 100145744 Str.65906 187608756,171846691 NM_001127116,BC161597 NA NA NA XB-GENEPAGE-941500 XB-GENE-941501 Xl.73297,Xl.73458 Pkdcc 106522 - - - - - 347,93 14,01 681,84 45,48 5,51 0,00%
Xetrov72034052 trim55 100485287 Str.71330 301622577 XM_002940561 NA NA NA XB-GENEPAGE-6087244 XB-GENE-6087245 Xl.72748,Xl.15918 Trim55 381485 - - - - - 58,83 1,75 115,90 42,44 5,41 0,00%
Xetrov72013268 dlc 100124798 Str.41137 134023764,156717403 BC135385,NM_001102772 NA NA NA XB-GENEPAGE-968496 XB-GENE-968497 Xl.68 NA NA - - - - - 2247,22 105,03 4389,42 41,41 5,37 0,00%

Xl.29732 - - - - - AGENCOURT_15211115 NICHD_XGC_Emb4 Xenopus laevis cDNA clone IMAGE:4970907 5', mRNA sequence [CF289671] - - - Xl.29732 - - - - - - - 37,84 0,87 74,81 40,49 5,34 0,00%
Xetrov72021264 kcnd3 100125015 Str.60076 134025641,156717741 BC136062,NM_001102941 NA NA NA XB-GENEPAGE-5867970 XB-GENE-5867971 Xl.236 Kcnd3 56543 - - - - - 54,92 1,75 108,09 39,68 5,31 0,00%
Xetrov72004978 slc40a1 100036732 Str.56959 147904329,119443826,160773614 NM_001097277,EF140890,BC155478 NA NA NA XB-GENEPAGE-963434 XB-GENE-963435 Xl.19634 Slc40a1 53945 - - - - - 248,33 11,37 485,30 39,32 5,30 0,00%
Xetrov72035264 twist1 395054 Str.3251 54262127,157056295,49257817,77626859,5825550 NM_204084,BK006266,BC074558,CR760828,AF176819 twist homolog 1 transcription factor X-twi|Xtwi|twist|Xtwist XB-GENEPAGE-479801 XB-GENE-479802 Xl.879,Xl.23366,Xl.68451,Xl.82751,Xl.84873 Twist1 22160 Xl.879 - - - - 378,95 17,99 739,91 39,02 5,29 0,00%
Xetrov72014623 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 62,72 2,20 123,23 38,88 5,28 0,00%
Xetrov72029079 pcdh8 100485587 Str.70608 301617306,301617304 XM_002938041,XM_002938040 protocadherin 8 cell adhesion papc|paraxial protocadherin|xpapc XB-GENEPAGE-484516 XB-GENE-484517 Xl.12745 Pcdh8 18530 - - - - - 1561,18 78,24 3044,11 38,43 5,26 0,00%
Xetrov72040933 slc26a2 100494417 301628094 XM_002943149 solute carrier family 26 (sulfate transporter), member 2 Sulfate/bicarbonate/oxalate exchanger SAT-1 and related transporters (SLC26 family) Diastrophic dysplasia protein|dtd|edm4|dtdst XB-GENEPAGE-997398 XB-GENE-997399 NA Slc26a2 13521 - - - Slc26a2 - 103,51 4,38 202,64 37,88 5,24 0,00%
Xetrov72021380 isl1 549474 Str.78644 134024454,77682957,77621271,183985541 BC135764,NM_001016720,CR760079,BC166037 ISL LIM homeobox 1 homeodomain transcription factor Xisl-1|Xislet-1|islet-1|islet1 XB-GENEPAGE-481335 XB-GENE-481336 Xl.48014,Xl.69308,Xl.69465 Isl1 16392 - - - - - 91,31 3,95 178,66 36,26 5,18 0,00%
Xetrov72039757 il1b 100487038 Str.85575 301605959 XM_002932572 interleukin 1, beta cytokine interleukin-1-beta|IL-1B|IL-1 XB-GENEPAGE-481755 XB-GENE-481756 Xl.415 Il1b 16176 - - - - - 188,40 9,18 367,61 36,20 5,18 0,00%
Xetrov72008860 NA NA NA NA NA NA NA NA NA Xl.83186 NA NA - - - - - 2411,84 130,68 4692,99 35,65 5,16 0,00%
Xetrov72039184 gfra3 100489971 Str.85542 301614840 XM_002936849 GDNF family receptor alpha 3 XB-GENEPAGE-988961 XB-GENE-988962 Xl.15742 Gfra3 14587 - - - - - 113,55 5,73 221,36 33,02 5,05 0,00%
Xetrov72037546 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 38,15 1,31 74,98 32,85 5,04 0,00%

Xl.69412 - - - - - NA NA - - - Xl.69412 - - - - - - - 30,29 0,87 59,70 32,42 5,02 0,00%
Xetrov72009531 myoc 100489733 301609280 XM_002934149 NA NA NA XB-GENEPAGE-6258531 XB-GENE-6258532 Xl.50955,Xl.72026 Myoc 17926 - - - - - 96,44 4,85 188,04 32,31 5,01 0,00%
Xetrov72012722 thbs1 100170153 Str.61138 189571714,301615579 BC167555,XM_002937199 thrombospondin 1 adhesive glycoprotein tsp|thbs|tsp1|tsp-1|thbs-1|thrombospondin 1 XB-GENEPAGE-486188 XB-GENE-486189 Xl.23965,Xl.21621 Thbs1 21825 - - - - - 668,93 39,53 1298,34 32,06 5,00 0,00%
Xetrov72017193 grb7 100491741 Str.37074 301622181 XM_002940372 growth factor receptor-bound protein 7 signal transduction XB-GENEPAGE-855909 XB-GENE-855910 Xl.13508 Grb7 14786 - - - - - 36,72 1,32 72,12 31,54 4,98 0,00%
Xetrov72039482 cdhr5 NA Str.74468 NA NA NA NA NA XB-GENEPAGE-6460148 XB-GENE-6460149 Xl.48724,Xl.33908 Cdhr5 72040 - - - - - 71,84 3,50 140,18 31,38 4,97 0,00%
Xetrov72017571 snai1 394880 Str.28107 39795794,45361378,54110590 BC064223,NM_203936,CR759990 snail homolog 1 zinc finger transcriptional repressor sna|snail|xSna|Xsnail|snail1 XB-GENEPAGE-479969 XB-GENE-479970 Xl.13309,Xl.78203,Xl.78611 Snai1 20613 Xl.13309 - - - - 3844,44 244,67 7444,20 30,31 4,92 0,00%
Xetrov72033144 samd9l 100490592 301610201 XM_002934596 NA NA NA XB-GENEPAGE-6033819 XB-GENE-6033820 NA Samd9l 209086 - - - - - 41,27 1,75 80,78 29,69 4,89 0,00%

Xl.66446 cd247-a - - - - CD247 molecule Xenopus laevis CD247 molecule (cd247-a), mRNA [NM_001085716] - - - Xl.66446 - - - - - - - 40,14 1,74 78,53 28,98 4,86 0,00%
Xetrov72026883 gfra1 100125202 Str.68543 156718025,134025665,77623957 NM_001103085,BC136107,CR855807 GDNF family receptor alpha 1 XB-GENEPAGE-1013854 XB-GENE-1013855 Xl.68897 Gfra1 14585 - - - - - 59,39 3,07 115,71 28,66 4,84 0,00%
Xetrov72013466 NA NA NA NA NA NA NA NA NA Xl.24591 NA NA - - - - - 33,15 1,31 64,98 28,58 4,84 0,00%
Xetrov72034152 evx1 100496893 Str.16484 301607686 XM_002933384 even-skipped homeobox 1 homeodomain transcription factor Xhox3|eve1 XB-GENEPAGE-483663 XB-GENE-483664 Xl.277 Evx1 14028 - - - - - 93,27 5,71 180,82 27,08 4,76 0,00%

Xl.20087 - - - - - NA NA - - - Xl.20087 - - - - - - - 37,07 1,74 72,40 26,74 4,74 0,00%
Xl.33885 - - - - - AGENCOURT_55153542 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7981199 3', mRNA sequence [DR728516] - - - Xl.33885 - - - - - - - 179,31 12,26 346,37 26,20 4,71 0,00%

Xetrov72034439 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 36,38 1,75 71,02 26,19 4,71 0,00%
Xetrov72026668 pitx3 100496690 301612604 XM_002935761 paired-like homeodomain 3 homeodomain transcription factor XPitx-3|xPitx3 XB-GENEPAGE-486161 XB-GENE-486162 Xl.681,Xl.12369,Xl.23652 Pitx3 18742 - - - - - 141,18 9,65 272,71 25,70 4,68 0,00%
Xetrov72014957 neurog2 100493110 Str.45498 301609472 XM_002934243 neurogenin 2 basic helix-loop-helix transcription factor XNgnr1|neurogenin-related-1|X-ngnr-1|neurogenin-2|ngn-2|Ngnr1|ngn2|atoh4|Ngnr-1|Xngnr-1|xngn2|neurogenin 2 XB-GENEPAGE-491039 XB-GENE-491040 Xl.369,Xl.370,Xl.79613 Neurog2 11924 - - - - - 744,54 55,26 1433,82 25,50 4,67 0,00%

Xl.78953 tbx6 - - - - T-box gene Tbx6 Xenopus laevis T-box gene Tbx6 (tbx6), mRNA [NM_001087696] - - - Xl.78953 - - - - - - - 187,19 13,21 361,17 25,48 4,67 0,00%
Xetrov72003783 ctsk 779889 Str.72231 118404241,113197687 NM_001078967,BC121682 NA NA NA XB-GENEPAGE-5876966 XB-GENE-5876967 Xl.60124 Ctsk 13038 - - - - - 86,71 5,71 167,72 25,15 4,65 0,00%
Xetrov72012871 slc8a2 100495074 Str.28043 301619836 XM_002939246 solute carrier family 8 (sodium/calcium exchanger), member 2 transmembrane solute exchange ncx2 XB-GENEPAGE-992834 XB-GENE-992835 Slc8a2 110891 - - - - Slc8a2 29,12 1,31 56,92 25,04 4,65 0,00%
Xetrov72038394 lrrn3 779981 Str.54032 115292129,118405059 BC121979,NM_001079058 leucine rich repeat neuronal 3 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats XB-GENEPAGE-490954 XB-GENE-490955 NA Lrrn3 16981 - - - - - 39,37 2,20 76,54 24,23 4,60 0,00%
Xetrov72015627 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 191,85 14,43 369,26 23,99 4,58 0,00%
Xetrov72008731 cdh15 100489106 301608271 XM_002933676 cadherin 15, M-cadherin (myotubule) cell adhesion cadherin-15|M-cadherin XB-GENEPAGE-983661 XB-GENE-983662 Xl.52897,Xl.10256,Xl.70996 Cdh15 12555 - - - - Cdh15 219,27 16,63 421,91 23,99 4,58 0,00%
Xetrov72005084 pdilt 100491254 Str.50395 301604767 XM_002931984 NA NA NA XB-GENEPAGE-963739 XB-GENE-963740 NA Pdilt 71830 - - - - - 38,38 2,20 74,56 23,65 4,56 0,00%
Xetrov72018288 thbs3 496875 Str.29011 58332657,56789650 NM_001011401,BC088610 NA NA NA XB-GENEPAGE-5761977 XB-GENE-5761978 Xl.198 Thbs3 21827 - - - - - 27,33 1,31 53,35 23,49 4,55 0,00%
Xetrov72000077 greb1 100379724 Str.57608 301626087,77621809 XM_002942184,CT025293 NA NA NA XB-GENEPAGE-970018 XB-GENE-970019 Xl.57589,Xl.85801 Greb1 268527 - - - - - 234,63 18,39 450,87 23,31 4,54 0,00%
Xetrov72038653 ebf2 394808 Str.5050 45361244,38648989 NM_203869,BC063360 NA NA NA XB-GENEPAGE-971135 XB-GENE-971136 Xl.547,Xl.237,Xl.20491 Ebf2 13592 Xl.237 - - - - 794,00 64,90 1523,10 23,13 4,53 0,00%

Xl.8659 nkain4 - - - - sodium/potassium-transporting ATPase subunit beta-1-interacting protein 4 Xenopus laevis sodium/potassium-transporting ATPase subunit beta-1-interacting protein 4 (nkain4), mRNA [NM_001096659] - - - Xl.8659 - - - - - - - 137,98 10,55 265,41 23,07 4,53 0,00%
Xetrov72004230 lct.1 NA Str.84893 NA NA NA NA NA XB-GENEPAGE-5930956 XB-GENE-5930957 Xl.56157 Lct 226413 - - - - - 121,56 9,22 233,90 22,98 4,52 0,00%

Xl.41853 - - - - - BJ070460 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL056k03 5', mRNA sequence [BJ070460] - - - Xl.41853 - - - - - - - 166,48 13,10 319,85 22,75 4,51 0,00%
Xl.72042 - - - - - BJ063402 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL076d03 5', mRNA sequence [BJ063402] - - - Xl.72042 - - - - - - - 104,41 7,92 200,90 22,64 4,50 0,00%

Xetrov72039720 hsd17b1 100489679 301612905 XM_002935908 NA NA NA XB-GENEPAGE-6463398 XB-GENE-6463399 NA Hsd17b1 15485 - - - - - 31,14 1,75 60,52 22,34 4,48 0,00%
Xetrov72014309 nkx2-1 100135015 Str.77266 301611749,162417290,301611751 XM_002935337,AM922299,XM_002935338 NK2 homeobox 1 homeodomain transcription factor Xnkx-2.1|titf1|ttf1|nkx2.1|xnkx2-1 XB-GENEPAGE-485984 XB-GENE-485985 Xl.688 Nkx2-1 21869 - - - - - 113,25 8,80 217,69 22,31 4,48 0,00%
Xetrov72032629 cacnb3 100145181 Str.35718 166796857,187607408 BC159133,NM_001126672 NA NA NA XB-GENEPAGE-1011905 XB-GENE-1011906 Xl.572,Xl.574 Cacnb3 12297 - - - - - 81,70 6,17 157,22 22,07 4,46 0,00%
Xetrov72038650 arsi 100487216 301621595 XM_002940086 NA NA NA XB-GENEPAGE-6046189 XB-GENE-6046190 Arsi 545260 - - - - - 30,59 1,75 59,42 21,98 4,46 0,00%
Xetrov72019090 megf10 780183 Str.46279 118404387,116487752 NM_001079258,BC125696 multiple EGF-like-domains 10 Proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-491973 XB-GENE-491974 NA Megf10 70417 - - - - - 79,97 6,12 153,82 21,74 4,44 0,00%

Xl.51481 - - - - - AGENCOURT_55717078 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8079018 5', mRNA sequence [DT061215] - - - Xl.51481 - - - - - - - 126,25 10,49 242,01 21,16 4,40 0,00%
Xetrov72041660 tcf15 549260 Str.11266 77626724,213627283,77681764,213627285 CR760785,BC171047,NM_001016506,BC171049 transcription factor 15 (basic helix-loop-helix) helix-loop-helix transcription factor paraxis XB-GENEPAGE-488934 XB-GENE-488935 Xl.15926 Tcf15 21407 - - - - - 28,81 1,75 55,87 20,65 4,37 0,00%
Xetrov72038527 foxp2 100101742 Str.39669 154147556,134025609 NM_001100252,BC135996 forkhead box P2 forkhead domain transcription factor xlFoxP2|spch1|cagh44|tnrc10 XB-GENEPAGE-482682 XB-GENE-482683 Xl.54023 Foxp2 114142 - - - - - 108,83 9,19 208,48 20,56 4,36 0,00%
Xetrov72000261 fndc3b 100497620 Str.59770 301603910 XM_002931571 NA NA NA XB-GENEPAGE-948477 XB-GENE-948478 Xl.81129 Fndc3b 72007 - - - - - 231,30 20,63 441,97 20,48 4,36 0,00%
Xetrov72034053 gata6 395062 Str.66057 77623495,45361688,32442467 CT030595,NM_204091,AY260735 GATA binding protein 6 zinc finger transcription factor XGATA6|XGATA-6|GATA-6|gata6b|tGata6 XB-GENEPAGE-485062 XB-GENE-485063 Xl.183,Xl.23009 Gata6 14465 - - - - - 245,11 21,93 468,28 20,46 4,35 0,00%
Xetrov72000885 znf238 549702 Str.13706 77621360,118403549,113197701 CR761742,NM_001016948,BC121215 zinc finger protein 238 zinc finger, C2H2 type XB-GENEPAGE-1003541 XB-GENE-1003542 Xl.23642,Xl.47150 Zfp238 30928 Xl.23642 - - - - 643,94 59,66 1228,22 20,26 4,34 0,00%
Xetrov72005291 nptx2 100124882 Str.59362 156717527,134025768 NM_001102834,BC135649 neuronal pentraxin 2 Fibrillins and related proteins containing Ca2+-binding EGF-like domains narp|np-ii|np2 XB-GENEPAGE-998772 XB-GENE-998773 NA Nptx2 53324 - - - - - 130,52 11,43 249,61 20,16 4,33 0,00%

Xl.13925 - - - - - BP741589 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL498p09ex 3', mRNA sequence [BP741589] - - - Xl.13925 - - - - - - - 27,90 1,75 54,04 19,98 4,32 0,01%
Xetrov72036278 axin2 100486504 301627893 XM_002943055 axin 2 (conductin, axil) G protein signaling regulator axil|xarp XB-GENEPAGE-493519 XB-GENE-493520 Xl.16177 Axin2 12006 - - - - - 60,10 4,83 115,37 19,95 4,32 0,00%
Xetrov72005320 grb14 NA NA NA NA NA NA XB-GENEPAGE-957293 XB-GENE-957294 Grb14 50915 - - - - - 463,64 43,41 883,86 19,92 4,32 0,00%
Xetrov72033611 NA NA NA NA NA NA NA NA NA Xl.10887 NA NA - - - - - 73,21 6,12 140,31 19,86 4,31 0,00%
Xetrov72003769 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 36,47 2,63 70,30 19,63 4,30 0,00%
Xetrov72016665 itgb4 100485847 Str.68615 301621370 XM_002939974 NA NA NA XB-GENEPAGE-1013661 XB-GENE-1013662 NA Itgb4 192897 - - - - - 233,53 22,31 444,74 19,12 4,26 0,00%
Xetrov72004544 col6a2 100145523 Str.78245 170284609,187607705 BC161198,NM_001126964 NA NA NA XB-GENEPAGE-6085117 XB-GENE-6085118 Xl.76371,Xl.4630 Col6a2 12834 - - - - - 53,16 4,39 101,93 19,11 4,26 0,00%
Xetrov72041652 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 26,65 1,75 51,55 19,08 4,25 0,01%
Xetrov72035649 vwde 100495432 301619355 XM_002939011 von Willebrand factor D and EGF domains Fibrillins and related proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-1217527 XB-GENE-1217528 Xl.47388 Vwde 232585 - - - - - 35,08 2,62 67,55 18,95 4,24 0,00%
Xetrov72032576 zc3h12c 100490495 301617158 XM_002937961 NA NA NA XB-GENEPAGE-6045327 XB-GENE-6045328 Xl.69989 Zc3h12c 244871 - - - - - 982,38 98,06 1866,71 18,86 4,24 0,00%
Xetrov72040376 phlda1 548570 Str.22855 59861897,62751957 BC090358,NM_001015853 NA NA NA XB-GENEPAGE-946940 XB-GENE-946941 Xl.18392 Phlda1 21664 - - - - - 93,58 8,78 178,38 18,34 4,20 0,00%
Xetrov72027352 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 129,05 12,68 245,43 18,02 4,17 0,00%
Xetrov72022178 psme2 496995 Str.27803 57032838,58332835 BC088884,NM_001011494 NA NA NA XB-GENEPAGE-957035 XB-GENE-957036 Xl.17544 Psme2,Psme2b-ps 19188 - - - - - 327,94 34,65 621,24 17,45 4,13 0,00%
Xetrov72004329 col3a1 100124865 Str.68861 157423104,197245781,218847779,134023840 BC153673,BC168784,NM_001142907,BC135584 NA NA NA XB-GENEPAGE-5864291 XB-GENE-5864292 Xl.21567,Xl.21566,Xl.21570,Xl.81145,Xl.81345,Xl.84991,Xl.85883 Col3a1 12825 - - - - - 113,04 11,37 214,71 17,44 4,12 0,00%
Xetrov72020533 glrb 779708 Str.54272 118403925,111305487 NM_001078787,BC121237 NA NA NA XB-GENEPAGE-1011733 XB-GENE-1011734 Glrb 14658 - - - - - 63,74 6,15 121,33 17,11 4,10 0,00%
Xetrov72019291 thbs4 780130 Str.53553 118404527,134023704,115312957 NM_001079205,BC135149,BC124000 NA NA NA XB-GENEPAGE-1008366 XB-GENE-1008367 Xl.76047,Xl.12952 Thbs4 21828 - - - - - 47,38 4,40 90,36 16,93 4,08 0,00%
Xetrov72017522 chad NA NA NA NA NA NA XB-GENEPAGE-957653 XB-GENE-957654 ,Xl.24593 Chad 12643 - - - - Chad 58,87 5,72 112,02 16,82 4,07 0,00%
Xetrov72038484 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 124,86 13,15 236,57 16,79 4,07 0,00%
Xetrov72000322 mertk 100485743 Str.85979 301622239 XM_002940398 c-mer proto-oncogene tyrosine kinase serine/threonine kinase XB-GENEPAGE-493220 XB-GENE-493221 Xl.72209 Mertk 17289 - - - - - 27,20 2,20 52,21 16,65 4,06 0,02%

Xl.76306 - - - - - NA NA - - - Xl.76306 - - - - - - - 30,53 2,62 58,43 16,43 4,04 0,01%
Xetrov72006532 fam176a 100124835 Str.15595 134023860,350529448 BC135499,NM_001102800 NA NA NA XB-GENEPAGE-5766012 XB-GENE-5766013 Fam176a 232146 - - - - - 53,28 5,27 101,29 16,31 4,03 0,00%
Xetrov72018777 nwd1 100492543 Str.60173 301609744 XM_002934378 NA NA NA XB-GENEPAGE-985039 XB-GENE-985040 Nwd1 319555 - - - - - 283,77 31,99 535,56 16,26 4,02 0,00%
Xetrov72006307 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 29,83 2,64 57,02 15,96 4,00 0,01%
Xetrov72027391 hes3.3 100101782 Str.51064 197246528,197246257,301608655,134024390 BC169157,BC168837,XM_002933848,BC135685 hairy and enhancer of split 3, gene 3 helix-loop-helix transcription factor/transcriptional repressor esr2 XB-GENEPAGE-480449 XB-GENE-480450 Xl.12067,Xl.34898 Hes3 15207 - Xl.34898 - - Hes3 898,44 105,67 1691,21 15,86 3,99 0,00%
Xetrov72034908 snai2 395065 Str.2 49522371,45361692,14133800,77623613 BC075376,NM_204093,AF368039,CR926188 snail homolog 2 zinc finger transcriptional repressor xSlu|xslug|slug|Snail2|XSnail2 XB-GENEPAGE-487370 XB-GENE-487371 Xl.11972,Xl.3818 Snai2 20583 - - - - - 756,90 89,30 1424,50 15,79 3,98 0,00%
Xetrov72023639 sept5 100125069 Str.57599 134024526,156717825 BC136171,NM_001102983 NA NA NA XB-GENEPAGE-5829802 XB-GENE-5829803 Xl.15477 Sept5 18951 - - - - - 110,28 12,73 207,84 15,21 3,93 0,00%
Xetrov72013830 chga 493296 Str.16148 51512967,56118457,77622355 BC080353,NM_001007914,CR848134 NA NA NA XB-GENEPAGE-960410 XB-GENE-960411 Xl.3960,Xl.24545 Chga 12652 - - - - - 283,63 34,69 532,57 14,95 3,90 0,00%
Xetrov72038148 adam19 677730 Str.52121 88810159,90968579 DQ393789,NM_001040016 ADAM metallopeptidase domain 19 Meltrins, fertilins and related Zn-dependent metalloproteinases of the ADAMs family mltnb|fksg34|maddam XB-GENEPAGE-993484 XB-GENE-993485 Xl.84679 Adam19 11492 - - - - - 27,92 2,63 53,21 14,93 3,90 0,02%
Xetrov72028446 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 37,64 3,94 71,34 14,63 3,87 0,00%
Xetrov72010441 lrrn4cl 100127825 Str.53624 163914762,160774122,112807498 NM_001113133,BC155437,CU075454 NA NA NA XB-GENEPAGE-5723338 XB-GENE-5723339 Lrrn4cl 68852 - - - - - 64,98 7,46 122,49 14,59 3,87 0,00%
Xetrov72003639 onecut1.2 100488409 301611996 XM_002935458 one cut homeobox 1, gene 2 homeodomain transcription factor XB-GENEPAGE-1021673 XB-GENE-1021674 Onecut1 15379 - - - - - 58,09 6,59 109,58 14,57 3,86 0,00%
Xetrov72018440 pik3r5 733968 Str.40841 77624237,113931391 CR942524,NM_001045678 NA NA NA XB-GENEPAGE-1015956 XB-GENE-1015957 Xl.2361 Pik3r5 320207 - - - - Pik3r5 157,10 19,33 294,86 14,55 3,86 0,00%
Xetrov72015123 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 40,48 4,36 76,60 14,47 3,86 0,00%
Xetrov72033767 sybu 549137 Str.16935 77682947,134026165,77626292,77627253 NM_001016383,BC135382,CR760534,CR761213 NA NA NA XB-GENEPAGE-979775 XB-GENE-979776 Xl.8441,Xl.8745 Sybu 319613 - - - - - 201,83 25,45 378,20 14,34 3,84 0,00%

Xl.84120 - - - - - NA NA - - - Xl.84120 - - - - - - - 154,01 19,30 288,72 14,27 3,84 0,00%
Xl.64353 - - - - - NA NA - - - Xl.64353 - - - - - - - 46,41 5,26 87,56 14,14 3,82 0,00%

Xetrov72039924 rasl12 NA NA NA NA NA NA XB-GENEPAGE-6462073 XB-GENE-6462074 Xl.48675 Rasl12 70784 - - - - - 69,46 8,35 130,57 14,07 3,81 0,00%
Xetrov72006990 ttn 733882 Str.52078 77623968,82653422 CR855822,CT485768 NA NA NA XB-GENEPAGE-6031745 XB-GENE-6031746 Xl.76364,Xl.70695,Xl.84119,Xl.84405,Xl.84691 Ttn 22138 - - - - - 69,24 8,33 130,15 14,06 3,81 0,00%
Xetrov72033983 sqle 100491400 301620389 XM_002939513 NA NA NA XB-GENEPAGE-1013582 XB-GENE-1013583 Sqle 20775 - - - - - 39,53 4,41 74,65 13,98 3,81 0,01%
Xetrov72029601 zc3h12a 100498589 301618522 XM_002938618 zinc finger CCCH-type containing 12A Uncharacterized conserved protein XB-GENEPAGE-1219175 XB-GENE-1219176 Zc3h12a 230738 - - - - Zc3h12a 71,69 8,75 134,63 13,91 3,80 0,00%
Xetrov72021523 pitx2 549981 Str.10206 77682199,166796150,77625991,77624262 NM_001017227,BC159022,CR760278,CR942554 paired-like homeodomain 2 homeodomain transcription factor xPtx2|pitx2-A|pitx2c|xpitx2 XB-GENEPAGE-482491 XB-GENE-482492 Xl.103,Xl.104 Pitx2 18741 - - - - - 32,41 3,51 61,32 13,82 3,79 0,02%

Xl.76778 - - - - - NA NA - - - Xl.76778 - - - - - - - 311,85 41,23 582,46 13,82 3,79 0,00%
Xl.19918 - - - - - BX852222 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGp998E1010950 ; IMAGE:4968945 5', mRNA sequence [BX852222] - - - Xl.19918 - - - - - - - 163,97 21,90 306,03 13,40 3,74 0,00%
Xl.68891 - - - - - AGENCOURT_73659275 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8539888 5', mRNA sequence [EB476265] - - - Xl.68891 - - - - - - - 130,99 17,55 244,42 13,23 3,73 0,00%

Xetrov72021266 shd 100124932 Str.30857 134024100,301608980 BC135801,XM_002934002 Src homology 2 domain containing transforming protein D Protein tyrosine phosphatase Corkscrew and related SH2 domain enzymes XB-GENEPAGE-492408 XB-GENE-492409 Xl.13544 Shd 20420 - - - - - 45,89 5,69 86,09 13,02 3,70 0,01%
Xetrov72037400 NA NA NA NA NA NA NA NA NA Xl.24815,Xl.81167,Xl.81173,Xl.81348,Xl.84415 NA NA - - - - - 48,98 6,14 91,83 13,01 3,70 0,00%
Xetrov72031092 stx1a 779637 Str.55681 77623008,110645669,118404043 CT030504,BC118729,NM_001078723 syntaxin 1A (brain) SNARE protein Syntaxin 1 and related proteins syntaxin 1A|sx1a|syntaxin1a XB-GENEPAGE-976752 XB-GENE-976753 ,Xl.19860,Xl.8457 Stx1a 20907 - - - - - 48,08 6,13 90,04 12,78 3,68 0,00%
Xetrov72027222 hes2 100038090 Str.61630 114107692,301608639 BC122965,XM_002933843 hairy and enhancer of split 2 helix-loop-helix transcription factor/transcriptional repressor XHes2 XB-GENEPAGE-486137 XB-GENE-486138 Xl.49528 Hes2 15206 - - Xl.49528 - - 560,32 80,77 1039,87 12,73 3,67 0,00%
Xetrov72027234 hes5.1 733463 Str.11260 77621232,138519880,113205535,49523069 CR760038,BC135757,NM_001044415,BC075552 hairy and enhancer of split 5, gene 1 helix-loop-helix transcription factor/transcriptional repressor esr-1|esr1 XB-GENEPAGE-481134 XB-GENE-481135 Xl.48575,Xl.8440 Hes5 15208 - - Xl.8440 - - 713,58 103,45 1323,71 12,68 3,66 0,00%
Xetrov72000300 mecom NA Str.12493 NA NA MDS1 and EVI1 complex locus zinc finger, C2H2 type evi-1|xEvi-1|evi1|ecotropic viral integration site 1 XB-GENEPAGE-980194 XB-GENE-980195 Xl.79732,Xl.85113,Xl.12275,Xl.67288,Xl.84777 Mecom 14013 - - - - - 41,60 5,27 77,93 12,59 3,65 0,01%
Xetrov72000542 plod2 100489636 Str.39970 301618076 XM_002938407 NA NA NA XB-GENEPAGE-1006448 XB-GENE-1006449 Xl.77098,Xl.69197,Xl.82778 Plod2 26432 - - - - - 124,60 17,50 231,70 12,58 3,65 0,00%
Xetrov72013187 unknown NA NA NA NA NA NA NA NA NA Xl.60220,Xl.74865 NA NA - - - - - 69,79 9,59 129,98 12,36 3,63 0,00%
Xetrov72022692 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 75,88 10,53 141,23 12,33 3,62 0,00%
Xetrov72035058 edn1 100144700 Str.74500 301606182,170284602 XM_002932664,BC161190 endothelin 1 secreted peptide precursor et-1|endothelin-1 XB-GENEPAGE-491327 XB-GENE-491328 Xl.68930,Xl.63796 Edn1 13614 - - - - - 81,64 11,45 151,84 12,28 3,62 0,00%
Xetrov72013377 numbl 100488844 Str.79039 301618932 XM_002938816 numb homolog-like Adaptor protein NUMB nbl|cag3a|ctg3a|numbr|numb-r|tnrc23|numblike XB-GENEPAGE-961775 XB-GENE-961776 Xl.85725 Numbl 18223 - - - - - 241,94 35,87 448,02 12,18 3,61 0,00%
Xetrov72038665 dpysl3 448103 Str.2981 62732444,54020782,49250893 CR942629,NM_001005637,BC074633 NA NA NA XB-GENEPAGE-944728 XB-GENE-944729 Xl.5161,Xl.68131 Dpysl3 22240 - Xl.68131 - - - 68,45 9,66 127,25 12,03 3,59 0,00%

Xl.21203 - - - - - NA NA - - - Xl.21203 - - - - - - - 28,33 3,51 53,16 12,01 3,59 0,08%
Xetrov72020699 nfil3 548427 Str.27919 62751890,58476295 NM_001015710,BC089641 nuclear factor, interleukin 3 regulated basic-leucine zipper (bZIP) transcription factor e4bp4|il3bp1|nfil3a|nf-il3a XB-GENEPAGE-479623 XB-GENE-479624 Xl.48950 Nfil3 18030 - - - - - 1160,28 178,07 2142,49 11,97 3,58 0,00%
Xetrov72035400 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 31,01 3,94 58,07 11,95 3,58 0,05%
Xetrov72020469 fam198b 100494651 Str.60244 301610495 XM_002934747 NA NA NA XB-GENEPAGE-960859 XB-GENE-960860 Xl.84664 Fam198b 68659 - - - - - 416,90 63,60 770,21 11,94 3,58 0,00%
Xetrov72015838 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 95,32 13,97 176,68 11,87 3,57 0,00%
Xetrov72018592 fat4 100145590 Str.28502 301604927,170285296 XM_002932058,BC161325 NA NA NA XB-GENEPAGE-981051 XB-GENE-981052 Xl.51690 Fat4 329628 - - - - Fat4 179,42 27,21 331,63 11,79 3,56 0,00%
Xetrov72038891 onecut1 100101763 Str.28071 154147601,134025772 NM_001100260,BC135775 one cut homeobox 1 homeodomain transcription factor hnf6|hnf-6 XB-GENEPAGE-480151 XB-GENE-480152 NA Onecut1 15379 - - - - - 142,98 21,55 264,41 11,77 3,56 0,00%
Xetrov72025053 clstn3 100036725 Str.46581 120537309,148222656 BC129013,NM_001097270 NA NA NA XB-GENEPAGE-5757719 XB-GENE-5757720 Xl.47545,Xl.85629 Clstn3 232370 - - - - - 176,27 26,76 325,78 11,77 3,56 0,00%

Xl.70567 - - - - - AGENCOURT_14146288 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6947548 5', mRNA sequence [CD254167] - - - Xl.70567 - - - - - - - 413,23 64,08 762,38 11,73 3,55 0,00%
Xetrov72008378 tie1 100496664 Str.31444 301603960 XM_002931604 tyrosine kinase with immunoglobulin-like and EGF-like domains 1 serine/threonine kinase XB-GENEPAGE-922216 XB-GENE-922217 Tie1 21846 - - - - - 168,83 25,75 311,91 11,70 3,55 0,00%
Xetrov72037547 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 35,74 4,83 66,66 11,61 3,54 0,04%
Xetrov72027641 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 285,73 44,74 526,72 11,54 3,53 0,00%
Xetrov72021801 phox2b 100124329 Str.33897 172355887,112807519,171846497 NM_001123020,CU075475,BC161760 paired-like homeobox 2b homeodomain transcription factor phox2|xphox2b XB-GENEPAGE-1000414 XB-GENE-1000415 Xl.32231,Xl.58124,Xl.83189 Phox2b 18935 - - - - - 120,63 18,44 222,82 11,51 3,53 0,00%

Xl.2554 - - - - - BX848222 Cho Li treated gastrula Xenopus laevis cDNA clone IMAGp998F079035 ; IMAGE:3749766 5', mRNA sequence [BX848222] - - - Xl.2554 - - - - - - - 26,99 3,50 50,48 11,44 3,52 0,13%
Xetrov72004450 ky NA NA NA NA NA NA XB-GENEPAGE-986202 XB-GENE-986203 Xl.56781 Ky 16716 - - - - - 26,88 3,51 50,25 11,37 3,51 0,14%
Xetrov72027251 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 51,26 7,46 95,05 11,36 3,51 0,01%

Xl.71540 - - - - - AGENCOURT_11263568 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876075 5', mRNA sequence [CB200946] - - - Xl.71540 - - - - - - - 172,17 27,21 317,13 11,28 3,50 0,00%
Xetrov72036956 fstl1 734081 Str.10997 77624339,113931543 CR942641,NM_001045756 follistatin-like 1 unknown, is an autoantigen associated with rheumatoid arthritis (NCBI) XB-GENEPAGE-853866 XB-GENE-853867 Xl.15858,Xl.3150,Xl.85683 Fstl1 14314 Xl.3150 - - - - 85,41 13,20 157,63 11,17 3,48 0,00%

Xl.58101 - - - - - NA NA - - - Xl.58101 - - - - - - - 31,83 4,40 59,27 11,16 3,48 0,09%
Xetrov72020724 angptl4 100492339 Str.71991 301618392 XM_002938552 angiopoietin-like 4 secreted endothelial growth factor XB-GENEPAGE-481749 XB-GENE-481750 Xl.76379,Xl.19601,Xl.65525,Xl.74496 Angptl4 57875 - - - - - 103,44 16,20 190,69 11,15 3,48 0,00%
Xetrov72011675 dio1 100497874 Str.56531 301603665 XM_002931428 deiodinase, iodothyronine, type 1 thyroxine 5'-deiodinase type I iodothyronine deiodinase|type 1 deiodinase XB-GENEPAGE-979946 XB-GENE-979947 Xl.17649 Dio1 13370 - - - - - 65,64 10,09 121,19 11,02 3,46 0,00%
Xetrov72010087 fjx1 100493715 Str.61105 301615781 XM_002937288 four jointed box 1 XB-GENEPAGE-921363 XB-GENE-921364 NA Fjx1 14221 - - - - Fjx1 38,99 5,69 72,29 10,95 3,45 0,05%

Xl.76577 - - - - - AGENCOURT_86340428 NICHD_XGC_bone Xenopus laevis cDNA clone IMAGE:8740652 5', mRNA sequence [EE323719] - - - Xl.76577 - - - - - - - 36,25 5,25 67,24 10,91 3,45 0,04%
Xetrov72034760 hey1 493293 Str.11458 77626730,89886047,51513366 CR760684,NM_001007910,BC080349 hairy/enhancer-of-split related with YRPW motif 1 helix-loop-helix transcription factor/transcriptional repressor hrt1|XHRT1|chf2|hrt-1|hesr1|herp2|oaf1 XB-GENEPAGE-486693 XB-GENE-486694 Xl.469,Xl.7544,Xl.76323 Hey1 15213 - - - - - 715,51 119,32 1311,71 10,91 3,45 0,00%
Xetrov72018587 vcan 100101672 Str.67562 77623006,113197712,301612479 CT030502,BC121258,XM_002935704 versican extracellular matrix chondroitin sulfate proteoglycan 2|Xversican|versican XB-GENEPAGE-922301 XB-GENE-922302 Xl.70991,Xl.84046 Vcan 13003 - - - - - 260,80 43,06 478,54 10,88 3,44 0,00%
Xetrov72012529 col5a1 100038277 Str.64686 134023683,301611492 BC135276,XM_002935229 NA NA NA XB-GENEPAGE-5954566 XB-GENE-5954567 Xl.23570,Xl.14608,Xl.70518,Xl.79434,Xl.80243 Col5a1 12831 - - - - - 38,73 5,70 71,75 10,86 3,44 0,04%
Xetrov72029473 rnf43 100491274 301611421 XM_002935192 ring finger protein 43 E3 ubiquitin ligase XB-GENEPAGE-952684 XB-GENE-952685 Rnf43 207742 - - - - - 367,06 61,48 672,65 10,78 3,43 0,00%
Xetrov72019760 crmp1 779767 Str.69460 111306070,118403679,134026071 BC121372,NM_001078846,BC135793 NA NA NA XB-GENEPAGE-992562 XB-GENE-992563 Xl.50837 Crmp1 12933 - - - - - 56,16 8,78 103,54 10,69 3,42 0,01%
Xetrov72039232 nodal1 549075 Str.26907 213624392,77620881,77681332 BC171037,CR761456,NM_001016321 nodal homolog 1 transforming growth factor beta and bone morphogenetic protein related protein nr1|Xnr-1|Xnr1|nodal-related 1, induction of axial mesoderm|nr1-a XB-GENEPAGE-487168 XB-GENE-487169 Xl.1037,Xl.85704 NA NA - - - - - 55,73 8,77 102,69 10,61 3,41 0,01%
Xetrov72025931 chst3 100492673 301620398 XM_002939517 NA NA NA XB-GENEPAGE-993288 XB-GENE-993289 Xl.68837 Chst3 53374 - - - - - 32,74 4,83 60,66 10,58 3,40 0,07%
Xetrov72016721 myt1 100490628 Str.57565 301626514 XM_002942382 myelin transcription factor 1 transcription factor containing C2HC type zinc finger X-MyT1|xmyt1 XB-GENEPAGE-1009974 XB-GENE-1009975 Xl.57163,Xl.31433,Xl.85112 Myt1 17932 Xl.57163 - - - - 4554,38 787,12 8321,64 10,56 3,40 0,00%
Xetrov72009776 hsd11b2 100489854 301615825 XM_002937320 NA NA NA XB-GENEPAGE-1012825 XB-GENE-1012826 Xl.47557 Hsd11b2 15484 - - - - - 70,74 11,44 130,04 10,53 3,40 0,00%
Xetrov72037692 fbn1 100490545 Str.74526 301614263 XM_002936569 NA NA NA XB-GENEPAGE-954189 XB-GENE-954190 ,Xl.4758 Fbn1 14118 - - - - - 254,90 43,84 465,95 10,41 3,38 0,00%
Xetrov72029291 map3k12 100488307 Str.61117 301614404 XM_002936651 mitogen-activated protein kinase kinase kinase 12 serine/threonine kinase dlk|muk|zpk|zpkp1|mekk12 XB-GENEPAGE-482767 XB-GENE-482768 Xl.83152,Xl.83796 Map3k12 26404 - - - - - 123,60 21,05 226,15 10,30 3,36 0,00%
Xetrov72030224 xk 497103 Str.69327 213624512,59709486,213625724,46949006 BC171204,NM_001012289,BC171200,AY534993 NA NA NA XB-GENEPAGE-1005583 XB-GENE-1005584 NA Xk 22439 - - - - - 137,78 23,72 251,85 10,23 3,35 0,00%

Xetrov72b000060 asb12 394543 Str.5035 45360546,38174718 NM_203615,BC061350 NA NA NA XB-GENEPAGE-5924778 XB-GENE-5924779 Xl.24697,Xl.85297 Asb12 70392 - - - - - 41,47 6,58 76,37 10,21 3,35 0,04%
Xetrov72041187 kcnk5 100489489 Str.85426 301626958 XM_002942605 NA NA NA XB-GENEPAGE-979846 XB-GENE-979847 Xl.13137,Xl.58171 Kcnk5 16529 - - - - - 558,80 99,07 1018,53 10,19 3,35 0,00%
Xetrov72038684 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 33,95 5,25 62,65 10,19 3,35 0,11%
Xetrov72017134 cbfa2t2 100124871 Str.57512 156717511,134025483 NM_001102826,BC135600 core-binding factor, runt domain, alpha subunit 2; translocated to, 2 transcription factor, expressed during neurogenesis MTGR1|XETOR XB-GENEPAGE-950033 XB-GENE-950034 Xl.4960,Xl.16456 Cbfa2t2 12396 Xl.4960 - - - Cbfa2t2 6230,72 1135,11 11326,33 9,97 3,32 0,00%
Xetrov72023497 onecut2 100485320 301609859 XM_002934443 one cut homeobox 2 homeodomain transcription factor XB-GENEPAGE-485245 XB-GENE-485246 NA Onecut2 225631 - - - - - 32,87 5,28 60,46 9,78 3,29 0,14%

Xl.53443 - - - - - AGENCOURT_10307906 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5084047 5', mRNA sequence [CA791603] - - - Xl.53443 - - - - - - - 203,17 36,90 369,44 9,77 3,29 0,00%
Xl.9906 - - - - - dac26d10.y1 NICHD XGC He1 Xenopus laevis cDNA clone IMAGE:4408003 5', mRNA sequence [BG553672] - - - Xl.9906 - - - - - - - 42,09 7,03 77,16 9,74 3,28 0,08%

Xetrov72018007 pmp22 594946 Str.40256 60618400,112808006,71896260 BC090587,CU075775,NM_001030381 NA NA NA XB-GENEPAGE-1004857 XB-GENE-1004858 Xl.2292,Xl.14729 Pmp22 18858 - - - - - 84,02 14,89 153,15 9,70 3,28 0,00%
Xetrov72020722 bmp3 100497890 Str.36907 301608961 XM_002933998 bone morphogenetic protein 3 TGF-beta related peptide growth factor xBMP-3|BMP-3 XB-GENEPAGE-483483 XB-GENE-483484 Xl.26502 Bmp3 110075 - - - - - 133,16 24,10 242,21 9,69 3,28 0,00%

Xl.53111 - - - - - AGENCOURT_14236375 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6956111 5', mRNA sequence [CD303555] - - - Xl.53111 - - - - - - - 32,12 5,27 58,97 9,56 3,26 0,15%
Xl.13953 - - - - - AGENCOURT_13322848 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6873050 3', mRNA sequence [CB563714] - - - Xl.13953 - - - - - - - 27,32 4,41 50,24 9,47 3,24 0,31%

Xetrov72021342 tmod1 100486576 301614506 XM_002936690 NA NA NA XB-GENEPAGE-954353 XB-GENE-954354 Xl.73349 Tmod1 21916 - - - - - 75,02 13,63 136,42 9,39 3,23 0,00%
Xl.9676 - - - - - BJ081066 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL070e16 3', mRNA sequence [BJ081066] - - - Xl.9676 - - - - - - - 45,09 7,87 82,32 9,39 3,23 0,05%

Xetrov72027607 hes8 100271766 Str.15848 156914851,301608657 BC152703,XM_002933849 hairy and enhancer of split 8 transcriptional repressor XB-GENEPAGE-5952809 XB-GENE-5952810 Xl.53198 NA NA - - - - - 170,97 32,33 309,61 9,32 3,22 0,00%
Xetrov72008141 plxnd1 779491 Str.25850 112419255,197246557,301613613 BC121965,BC168545,XM_002936256 plexin D1 functional semaphorin receptor XB-GENEPAGE-856536 XB-GENE-856537 ,Xl.18576 Plxnd1 67784 - - - - - 123,54 23,16 223,92 9,31 3,22 0,00%

Xl.79366 - - - - - DC036974 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone xlk104d06 5', mRNA sequence [DC036974] - - - Xl.79366 - - - - - - - 125,87 23,72 228,03 9,27 3,21 0,00%
Xetrov72005222 aire NA Str.49981 157673239 EU004201 NA NA NA XB-GENEPAGE-6461261 XB-GENE-6461262 Xl.84064,Xl.84063 Aire 11634 - - - - - 28,65 4,82 52,48 9,19 3,20 0,31%
Xetrov72035516 id4 448114 Str.5460 52345581,49257765,77626910 NM_001004839,BC074645,CR760882 inhibitor of DNA binding 4, dominant negative helix-loop-helix protein transcriptional regulator idb4|bhlhb27 XB-GENEPAGE-876359 XB-GENE-876360 Xl.8624,Xl.85614 Id4 15904 - - - - - 463,02 90,18 835,85 9,18 3,20 0,00%
Xetrov72000824 kiaa1486 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 39,63 7,00 72,26 9,15 3,19 0,08%
Xetrov72028028 ebf3 100135240 Str.31209 301606162,163916088,77623528,301606160 XM_002932649,BC157373,CT030628,XM_002932648 NA NA NA XB-GENEPAGE-962542 XB-GENE-962543 Xl.632 Ebf3 13593 - - - - - 41,99 7,48 76,51 9,14 3,19 0,08%
Xetrov72025048 rasip1 100493560 Str.79431 301621324 XM_002939962 NA NA NA XB-GENEPAGE-6033969 XB-GENE-6033970 Rasip1 69903 - - - - - 37,33 6,57 68,09 9,13 3,19 0,12%
Xetrov72016430 rassf10 100492205 Str.85824 301629352 XM_002943761 NA NA NA XB-GENEPAGE-5915048 XB-GENE-5915049 Xl.17336 NA 78748 - - - - - 181,49 35,08 327,90 9,12 3,19 0,00%
Xetrov72023107 NA NA NA NA NA NA NA NA NA Xl.24521,Xl.58599,Xl.74033 NA NA - - - - - 45,35 8,32 82,37 8,94 3,16 0,06%
Xetrov72009683 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 50,84 9,63 92,04 8,75 3,13 0,05%
Xetrov72034138 foxc1 493250 Str.6156 51258215,56118521,76559347 BC079966,NM_001007863,CR761442 forkhead box C1 forkhead domain transcription factor igda|ihg1|fkhl7|irid1|rieg3|freac3|freac-3 XB-GENEPAGE-479054 XB-GENE-479055 Xl.76079,Xl.180,Xl.34915 Foxc1 17300 - - - - - 658,76 135,59 1181,93 8,66 3,11 0,00%
Xetrov72041244 rhbdl3 NA NA NA rhomboid, veinlet-like 3 calcium ion binding XB-GENEPAGE-997484 XB-GENE-997485 Rhbdl3 246104 - - - - - 60,88 11,87 109,88 8,61 3,11 0,02%
Xetrov72035391 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 342,33 70,52 614,15 8,60 3,10 0,00%
Xetrov72014136 ckm 395005 Str.67961 39849959,45361590 BC064186,NM_204043 creatine kinase, muscle ATP transphosphorylase ckmm|m-ck|creatine kinase XB-GENEPAGE-493627 XB-GENE-493628 Xl.5860,Xl.76246,Xl.81097,Xl.83723,Xl.84217 Ckm 12715 - - - - - 335,93 69,69 602,17 8,53 3,09 0,00%
Xetrov72030428 hoxc3 100190990 Str.53120 301614399,112808108 XM_002936650,CU075877 homeobox C3 Transcription factor zerknullt and related HOX domain proteins XB-GENEPAGE-5997985 XB-GENE-5997986 Xl.75883 NA NA - - - - - 62,16 12,34 111,98 8,47 3,08 0,04%
Xetrov72039030 gata3 448391 Str.10665 52345845,49522443 NM_001004967,BC075479 GATA binding protein 3 zinc finger transcription factor XGATA3|XGATA-3|GATA-3 XB-GENEPAGE-485929 XB-GENE-485930 Xl.28002 Gata3 14462 - - - - - 545,26 115,39 975,12 8,39 3,07 0,00%
Xetrov72016492 efnb1 100494328 Str.60129 301610845 XM_002934895 NA NA NA XB-GENEPAGE-1011782 XB-GENE-1011783 Xl.302 Efnb1 13641 - - - - - 430,17 90,92 769,42 8,38 3,07 0,00%
Xetrov72026826 neurog3 100038294 Str.29344 134025798,301612621 BC135320,XM_002935768 neurogenin 3 basic helix-loop-helix transcription factor neurogenin3|neurogenin-3|ngn-3|ngn3|atoh5|math4b|bhlha7 XB-GENEPAGE-876278 XB-GENE-876279 Xl.84879 Neurog3 11925 - - - - - 146,67 30,65 262,69 8,33 3,06 0,00%
Xetrov72013908 foxa1 395059 Str.1180 45361690,26224741 NM_204088,AY157637 forkhead box A1 forkhead domain transcription factor HNF-3 alpha|HNF3 alpha|HNF3-alpha|HNF3alpha|xfkh2|tFoxA1|hnf3a|tcf3a XB-GENEPAGE-487351 XB-GENE-487352 Xl.68948,Xl.52787,Xl.9710 Foxa1 15375 - - - - - 469,09 99,81 838,36 8,33 3,06 0,00%
Xetrov72006699 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 66,52 13,55 119,48 8,28 3,05 0,02%
Xetrov72034704 wdr86 100486668 301605817 XM_002932493 NA NA NA XB-GENEPAGE-981852 XB-GENE-981853 NA Wdr86 269633 - - - - Wdr86 32,14 6,15 58,14 8,28 3,05 0,38%

Xl.41836 - - - - - BP694610 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL475a15ex 5', mRNA sequence [BP694610] - - - Xl.41836 - - - - - - - 76,62 15,74 137,50 8,27 3,05 0,01%
Xetrov72022400 hand2 100101704 Str.43435 154147703,138519840 NM_001100225,BC135783 heart and neural crest derivatives expressed 2 basic helix-loop-helix transcription factor dhand2|dhand|xhand2 XB-GENEPAGE-481425 XB-GENE-481426 Xl.770,Xl.771 Hand2 15111 - - - - - 189,21 40,40 338,03 8,19 3,03 0,00%
Xetrov72039345 adra2a 780304 Str.54882 118403817,112419090 NM_001079375,BC121986 NA NA NA XB-GENEPAGE-877029 XB-GENE-877030 Adra2a 11551 - - - - - 72,25 14,96 129,53 8,18 3,03 0,02%
Xetrov72040769 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 189,92 40,87 338,98 8,12 3,02 0,00%
Xetrov72010093 bhlhe40 779502 Str.72844 197246213,197246635,301617885,161611700,112418569 BC168818,BC169139,XM_002938312,BC154864,BC122074 basic helix-loop-helix family, member e40 basic helix-loop-helix (bHLH) transcription factor, circadian regulator dec1 XB-GENEPAGE-486415 XB-GENE-486416 Xl.19778,Xl.26256 Bhlhe40 20893 - - - - - 635,37 138,93 1131,80 8,10 3,02 0,00%
Xetrov72026249 fgf8 493525 Str.20147 56118517,51949975 NM_001008162,BC082344 fibroblast growth factor 8 (androgen-induced) heparin-binding growth factor fgf-8b|fgf8b|fgf8a|FGF-8|Xfgf8|Xfgf-8|mgc79739 XB-GENEPAGE-480982 XB-GENE-480983 Xl.20011 Fgf8 14179 - - - - - 131,19 28,09 234,29 8,09 3,02 0,00%
Xetrov72041465 cecr1 100487564 301617419 XM_002938099 NA NA NA XB-GENEPAGE-6258150 XB-GENE-6258151 Xl.75898,Xl.9687 NA NA - - - - - 61,34 12,73 109,95 8,08 3,01 0,04%
Xetrov72008563 mical2 100487018 Str.33323 301624957 XM_002941719 NA NA NA XB-GENEPAGE-959229 XB-GENE-959230 Xl.16311 Mical2 320878 - - - - - 78,95 16,63 141,27 8,07 3,01 0,02%
Xetrov72005078 pdia2 496734 Str.8823 58332265,56789407 NM_001011281,BC087995 NA NA NA XB-GENEPAGE-5770793 XB-GENE-5770794 Xl.80673,Xl.24424,Xl.82630,Xl.82647,Xl.84573 Pdia2 69191 - - - - - 210,46 45,64 375,27 8,07 3,01 0,00%

Xl.13640 - - - - - AGENCOURT_14148106 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6949423 5', mRNA sequence [CD327208] - - - Xl.13640 - - - - - - - 63,08 13,16 113,00 8,05 3,01 0,04%
Xl.58208 - - - - - NA NA - - - Xl.58208 - - - Xl.58208 - - - 376,36 82,43 670,29 8,05 3,01 0,00%

Xetrov72004495 fmnl2 100491499 Str.56521 301614449 XM_002936662 NA NA NA XB-GENEPAGE-1004376 XB-GENE-1004377 Fmnl2 71409 - - - - - 119,39 25,86 212,93 7,96 2,99 0,00%
Xetrov72013495 phf1 100038119 Str.53197 77624378,301618657,165905294 CR942689,XM_002938672,BC157554 PHD finger protein 1 zinc finger transcriptional regulator polycomblike PCL1|pcl1|xpcl1 XB-GENEPAGE-491883 XB-GENE-491884 Xl.54834,Xl.73466 Phf1 21652 - - - - - 203,29 44,72 361,86 7,94 2,99 0,00%

Xl.76708 - - - - - AGENCOURT_13329794 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6878846 3', mRNA sequence [CB561500] - - - Xl.76708 - - Xl.76708 - - - - 103,73 22,74 184,72 7,82 2,97 0,00%
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Xetrov72009804 dmrta2 100125187 Str.37810 156718001,140833162 NM_001103073,BC136032 DMRT-like family A2 transcription factor XB-GENEPAGE-997962 XB-GENE-997963 Xl.51393,Xl.70170 Dmrta2 242620 - - - - - 243,17 54,58 431,75 7,79 2,96 0,00%
Xetrov72040414 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 56,61 12,28 100,94 7,68 2,94 0,08%
Xetrov72014325 gfi1b 100489910 Str.49110 301613455 XM_002936177 growth factor independent 1B transcription repressor zinc finger, C2H2 type znf544|zinc finger protein 544 XB-GENEPAGE-944425 XB-GENE-944426 Xl.48425 Gfi1b 14582 - - - - - 39,58 8,36 70,80 7,68 2,94 0,33%
Xetrov72021097 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 33,65 7,00 60,31 7,67 2,94 0,47%
Xetrov72031135 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 39,50 8,36 70,65 7,66 2,94 0,39%
Xetrov72004766 loc388210 100496911 Str.29248 301623606 XM_002941059 NA NA NA XB-GENEPAGE-6038542 XB-GENE-6038543 NA NA - - - - - 40,99 8,78 73,20 7,59 2,92 0,27%
Xetrov72020385 dmrt2 100101749 Str.20055 154147727,134026054 NM_001100256,BC135447 doublesex and mab-3 related transcription factor 2 transcription factor Terra-like XB-GENEPAGE-876151 XB-GENE-876152 Xl.55475 Dmrt2 226049 - - - - - 3637,19 848,42 6425,96 7,57 2,92 0,00%

Xl.84185 - - - - - NA NA - - - Xl.84185 - - - - - - - 588,27 136,80 1039,73 7,55 2,92 0,00%
Xl.80209 - - - - - NA NA - - - Xl.80209 - - - - - - - 55,40 12,22 98,58 7,53 2,91 0,09%

Xetrov72024679 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 77,37 17,51 137,22 7,47 2,90 0,02%
Xetrov72000591 dll1 100101697 Str.9075 134254208,154147744 BC135592,NM_001100219 delta-like 1 signal transduction/notch signaling pathway delta-1|delta1|X-delta-1|Xdelta1|Xdelta-1|XDelta1|x-delta|Delta-1 XB-GENEPAGE-479209 XB-GENE-479210 Xl.54916,Xl.65298 Dll1 13388 - - Xl.54916 - Dll1 7713,51 1828,61 13598,42 7,43 2,89 0,00%
Xetrov72037656 NA NA NA NA NA NA NA NA NA Xl.80151 NA NA - - - - - 36,54 7,92 65,16 7,41 2,89 0,38%
Xetrov72005217 sox8 100497725 Str.85387 301605373 XM_002932269 SRY (sex determining region Y)-box 8 HMG-box transcription factor XB-GENEPAGE-480864 XB-GENE-480865 Xl.29789 Sox8 20681 - - - - - 518,42 122,64 914,20 7,40 2,89 0,00%
Xetrov72001418 nkx2-4 100301992 163644021 AM930413 NK2 homeobox 4 homeodomain transcription factor nkx2.4 XB-GENEPAGE-487480 XB-GENE-487481 Xl.55507,Xl.687 Nkx2-4 228731 - - - - - 30,67 6,59 54,75 7,34 2,88 0,96%
Xetrov72035284 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 3553,73 852,12 6255,34 7,33 2,87 0,00%

Xl.73053 - - - - - NA NA - - - Xl.73053 - - - - - - - 28,54 6,13 50,96 7,29 2,87 0,93%
Xetrov72023803 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 55,56 12,72 98,39 7,24 2,86 0,14%
Xetrov72021587 NA NA NA NA NA NA NA NA NA Xl.73451 NA NA - - - - - 230,02 55,38 404,67 7,20 2,85 0,00%
Xetrov72016522 atg9b 100486160 Str.79361 301627803 XM_002943013 NA NA NA XB-GENEPAGE-6257561 XB-GENE-6257562 NA Atg9b 213948 - - - - - 904,18 220,23 1588,13 7,18 2,84 0,00%

Xl.12309 - - - - - AGENCOURT_90754747 NICHD_XGC_int_m Xenopus laevis cDNA clone IMAGE:8822286 5', mRNA sequence [EG583269] - - - Xl.12309 - - - - - - - 81,52 19,24 143,81 7,16 2,84 0,02%
Xetrov72009013 brsk2 100489211 301619105 XM_002938900 NA NA NA XB-GENEPAGE-6469080 XB-GENE-6469081 NA Brsk2 75770 - - - - - 54,98 12,74 97,21 7,15 2,84 0,19%
Xetrov72030873 mmp19 100127631 Str.61584 301610028,157423148 XM_002934511,BC153750 NA NA NA XB-GENEPAGE-5932823 XB-GENE-5932824 Mmp19 58223 - - - - - 234,46 57,06 411,85 7,11 2,83 0,00%
Xetrov72020486 loc388630 100491951 Str.69162 301613778 XM_002936336 NA NA NA XB-GENEPAGE-6050963 XB-GENE-6050964 Xl.13363 NA NA - - - - - 224,74 54,73 394,75 7,10 2,83 0,00%
Xetrov72026636 kazald1 100101767 Str.12245 134025786,154147593 BC135810,NM_001100263 Kazal-type serine peptidase inhibitor domain 1 Receptor mediating netrin-dependent axon guidance igfbp-rp10|Xigfbp-rp10 XB-GENEPAGE-486703 XB-GENE-486704 Xl.19590 Kazald1 107250 - - - - - 36,82 8,35 65,30 7,09 2,83 0,55%
Xetrov72033903 eya1 779594 Str.24695 301615312,301615310,116487429 XM_002937070,XM_002937069,BC125672 eyes absent homolog 1 haloacid dehalogenase-like hydrolase XEya1|eyes absent-1 XB-GENEPAGE-479278 XB-GENE-479279 Xl.779,Xl.55035,Xl.72025 Eya1 14048 - - - - - 1017,06 252,00 1782,12 7,05 2,82 0,00%
Xetrov72034292 fam83a 493409 Str.11910 51703845,56118896 BC080932,NM_001008046 NA NA NA XB-GENEPAGE-947618 XB-GENE-947619 Xl.29863,Xl.52118 Fam83a 239463 - - - - - 48,61 11,39 85,83 7,01 2,81 0,34%
Xetrov72015666 dio2 100036737 Str.56960 121104164 EF052283 deiodinase, iodothyronine, type 2 thyroxine 5'-deiodinase type II iodothyronine deiodinase|type 2 deiodinase XB-GENEPAGE-1017476 XB-GENE-1017477 Xl.21638 Dio2 13371 - - - - - 34,71 7,92 61,50 7,01 2,81 0,87%
Xetrov72013754 insm2 100486087 Str.20716 301611753 XM_002935349 insulinoma-associated 2 zinc finger transcription factor XB-GENEPAGE-986608 XB-GENE-986609 NA Insm2 56856 - - - - - 60,73 14,46 106,99 6,98 2,80 0,14%
Xetrov72012055 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 32,60 7,42 57,77 6,98 2,80 0,98%
Xetrov72000856 thbd 100485229 Str.69393 301614982 XM_002936923 NA NA NA XB-GENEPAGE-967379 XB-GENE-967380 Thbd 21824 - - - - - 44,54 10,52 78,56 6,91 2,79 0,38%
Xetrov72026405 tmprss13 100491822 Str.74997 301606690 XM_002932904 NA NA NA XB-GENEPAGE-940756 XB-GENE-940757 NA Tmprss13 214531 - - - - - 59,43 14,46 104,40 6,82 2,77 0,21%

Xl.12622 - - - - - AGENCOURT_77726338 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8642260 5', mRNA sequence [EB738348] - - - Xl.12622 - - - - - - - 33,55 7,87 59,24 6,79 2,76 1,04%
Xetrov72022830 il8 100498551 Str.53611 301626803,112808130 XM_002942532,CU075899 NA NA NA XB-GENEPAGE-6257607 XB-GENE-6257608 Xl.56491 NA NA - - - - - 51,90 12,68 91,13 6,74 2,75 0,18%

Xl.76807 - - - - - NA NA - - - Xl.76807 - - - - - - - 2477,96 641,39 4314,52 6,72 2,75 0,00%
Xetrov72039699 sparc 394973 Str.6170 51491873,51261595,77621322,46562001,39850163 NM_204016,BC079950,CT010536,AY575077,BC064259 NA NA NA XB-GENEPAGE-1009629 XB-GENE-1009630 Xl.8379,Xl.21860 Sparc 20692 - - - - - 78,04 19,70 136,39 6,64 2,73 0,08%
Xetrov72009275 slc22a31 100485676 Str.47137 301608273 XM_002933657 NA NA NA XB-GENEPAGE-6048941 XB-GENE-6048942 Xl.81562,Xl.77952 NA NA - - - - - 218,32 56,52 380,12 6,63 2,73 0,00%
Xetrov72013259 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 119,55 30,68 208,41 6,61 2,72 0,01%
Xetrov72020233 ankdd1b 100145596 Str.5134 170284696,187607096 BC161348,NM_001127008 NA NA NA XB-GENEPAGE-966103 XB-GENE-966104 Ankdd1b 271144 - - - - - 90,57 23,19 157,94 6,57 2,72 0,03%
Xetrov72029374 trpv3 100487056 301617745 XM_002938252 NA NA NA XB-GENEPAGE-1013148 XB-GENE-1013149 NA Trpv3 246788 - - - - - 39,04 9,61 68,47 6,55 2,71 0,80%
Xetrov72021944 fgf20 100233218 Str.37936 221139720,218158045 NM_001143927,FJ474092 fibroblast growth factor 20 heparin-binding growth factor XFGF-20|xfgf20 XB-GENEPAGE-481879 XB-GENE-481880 Xl.2769,Xl.32159 Fgf20 80857 - - - - - 88,72 22,87 154,56 6,52 2,70 0,04%

Xl.78855 - - - - - NA NA - - - Xl.78855 - - - - - - - 42,25 10,55 73,96 6,49 2,70 0,71%
Xetrov72026902 hmx2 100486800 301616816 XM_002937803 H6 family homeobox 2 homeodomain transcription factor nkx5.2 XB-GENEPAGE-480084 XB-GENE-480085 Xl.49493 Hmx2 15372 - - - - - 71,83 18,44 125,21 6,49 2,70 0,08%
Xetrov72035283 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 38,89 9,65 68,12 6,49 2,70 0,92%
Xetrov72021339 cers1 100485129 301622656 XM_002940602 NA NA NA XB-GENEPAGE-994750 XB-GENE-994751 Lass1 93898 - - - - - 174,90 46,09 303,71 6,47 2,69 0,00%
Xetrov72014796 fgf13 780024 Str.46846 218684458,218684460,218684456,118404829,114107708,110289828 FJ480180,FJ480181,FJ480179,NM_001079101,BC122912,CU025138 fibroblast growth factor 13 heparin-binding growth factor mgc81084 XB-GENEPAGE-484331 XB-GENE-484332 Xl.13859 Fgf13 14168 - - - - - 30,40 7,42 53,37 6,46 2,69 1,34%
Xetrov72033259 st18 100489306 Str.25954 301609177 XM_002934112 suppression of tumorigenicity 18 (breast carcinoma) (zinc finger protein) transcription factor containing C2HC type zinc finger XB-GENEPAGE-984590 XB-GENE-984591 NA St18 240690 - - - - - 61,44 15,76 107,12 6,45 2,69 0,19%
Xetrov72039216 nr2f2 100038039 Str.24375 166796000,110289740,163916020 NM_001114231,CU025050,BC157199 nuclear receptor subfamily 2, group F, member 2 steroid hormone receptor arp1|svp40|couptfb|tfcoup2|couptfii XB-GENEPAGE-482565 XB-GENE-482566 Xl.79042,Xl.14532,Xl.69900 Nr2f2 11819 - - - - - 106,94 28,08 185,80 6,42 2,68 0,03%
Xetrov72004946 ntn3 100486076 301605683 XM_002932420 NA NA NA XB-GENEPAGE-960263 XB-GENE-960264 ,Xl.50309 Ntn3 18209 - - - - - 69,28 17,94 120,62 6,42 2,68 0,16%
Xetrov72031702 tmem47 394494 Str.8966 38181974,45360496 BC059749,NM_203568 NA NA NA XB-GENEPAGE-951337 XB-GENE-951338 Xl.47108 Tmem47 192216 - - - - - 33,49 8,33 58,65 6,39 2,68 1,02%
Xetrov72017945 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 59,35 15,35 103,34 6,38 2,67 0,30%
Xetrov72002572 dlk2 100493472 301627959 XM_002943088 NA NA NA XB-GENEPAGE-6049767 XB-GENE-6049768 NA Dlk2 106565 - - - - - 46,05 11,80 80,31 6,35 2,67 0,55%
Xetrov72023266 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 36,30 9,19 63,41 6,32 2,66 0,98%

Xl.57347 - - - - - AGENCOURT_13326608 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6873434 3', mRNA sequence [CB565788] - - - Xl.57347 - - - - - - - 79,28 21,00 137,55 6,30 2,65 0,10%
Xetrov72016577 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 151,38 40,80 261,96 6,29 2,65 0,00%
Xetrov72039126 NA NA NA NA NA NA NA NA NA Xl.16368 NA NA - - - - - 294,49 80,15 508,83 6,28 2,65 0,00%
Xetrov72029395 NA NA NA NA NA NA NA NA NA Xl.73386 NA NA - - - - - 60,22 15,82 104,62 6,28 2,65 0,22%
Xetrov72007531 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 294,32 80,21 508,44 6,27 2,65 0,00%
Xetrov72008746 ampd3 595079 Str.37191 62533174,71895766 BC093621,NM_001030516 NA NA NA XB-GENEPAGE-984136 XB-GENE-984137 Ampd3 11717 - - - - Ampd3 334,59 91,35 577,82 6,27 2,65 0,00%
Xetrov72000419 arhgef26 100495357 Str.85392 301607414 XM_002933248 NA NA NA XB-GENEPAGE-1011100 XB-GENE-1011101 Xl.72271 Arhgef26 622434 - - - - - 326,02 89,52 562,52 6,23 2,64 0,00%

Xl.16511 - - - - - NA NA - - - Xl.16511 - - - - - - - 85,04 22,86 147,23 6,21 2,64 0,11%
Xetrov72024085 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 59,31 15,76 102,87 6,20 2,63 0,27%
Xetrov72039340 c20orf3 548386 Str.5073 58475861,301616273 BC090086,XM_002937540 NA NA NA XB-GENEPAGE-5754316 XB-GENE-5754317 Xl.7371 NA NA - - - - - 201,58 55,60 347,56 6,16 2,62 0,00%
Xetrov72042721 syn1 100158514 Str.68714 189230197,183986321 NM_001127951,BC166156 NA NA NA XB-GENEPAGE-6449730 XB-GENE-6449731 Xl.48981,Xl.76098 Syn1 20964 - - - - - 44,92 11,84 78,00 6,15 2,62 0,71%

Xl.14654 - - - - - AGENCOURT_10493575 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6642234 5', mRNA sequence [BU915536] - - - Xl.14654 - - - - - - - 80,28 21,85 138,72 6,12 2,61 0,09%
Xetrov72034585 atp6v0d2 394992 Str.10921 45361570,39850019,77625985 NM_204031,BC064198,CR760271 NA NA NA XB-GENEPAGE-957142 XB-GENE-957143 Xl.8939 Atp6v0d2 242341 - - - - - 193,75 53,79 333,71 6,11 2,61 0,00%
Xetrov72002821 rap1gap 100495237 301627011 XM_002942628 NA NA NA XB-GENEPAGE-996877 XB-GENE-996878 Xl.62139 Rap1gap 110351 - - - - - 50,61 13,62 87,59 6,06 2,60 0,68%
Xetrov72001106 insm1 779614 Str.53127 134085388,111308985,134024376 NM_001083358,BC121257,BC135650 insulinoma-associated 1 zinc finger transcription factor IA1 XB-GENEPAGE-993148 XB-GENE-993149 Xl.14733 Insm1 53626 - - Xl.14733 - - 789,24 223,04 1355,44 6,05 2,60 0,00%
Xetrov72019041 pcdh18 496568 Str.26404 58332001,54311357 NM_001011150,BC084899 protocadherin 18 Cadherin repeats XB-GENEPAGE-486208 XB-GENE-486209 Xl.85812 Pcdh18 73173 - - - - - 874,57 247,42 1501,72 6,05 2,60 0,00%
Xetrov72002735 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 116,39 32,40 200,39 6,03 2,59 0,02%
Xetrov72017107 acsf2 100497121 Str.29974 301620512 XM_002939575 NA NA NA XB-GENEPAGE-993378 XB-GENE-993379 Xl.72687 Acsf2 264895 - - - - - 383,11 108,81 657,41 6,00 2,58 0,00%

Xl.75913 - - - - - NA NA - - - Xl.75913 - - - - - - - 214,06 60,53 367,60 5,99 2,58 0,00%
Xetrov72039168 cpm 496721 Str.27781 58332235,56789057 NM_001011270,BC087979 NA NA NA XB-GENEPAGE-991712 XB-GENE-991713 NA Cpm 70574 - - - - - 77,48 21,46 133,50 5,99 2,58 0,13%
Xetrov72002407 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 4252,41 1217,05 7287,76 5,98 2,58 0,00%
Xetrov72008982 plk3 448451 Str.19671 55742293,77626330,49523072 NM_001006765,CR760572,BC075557 polo-like kinase 3 serine/threonine kinase cnk|fnk|prk|plx3 XB-GENEPAGE-5860545 XB-GENE-5860546 Xl.77052,Xl.16835,Xl.8085 Plk3 12795 Xl.16835 - - - - 3201,42 916,90 5485,95 5,98 2,58 0,00%
Xetrov72007227 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 31,55 8,34 54,77 5,97 2,58 1,86%
Xetrov72017039 matn4 100492840 Str.68439 301617276 XM_002938014 NA NA NA XB-GENEPAGE-990977 XB-GENE-990978 Xl.57870,Xl.85786,Xl.85802 Matn4 17183 - - - - Matn4 66,58 18,38 114,77 5,97 2,58 0,24%
Xetrov72020979 post 100494594 301631582,301605880 XM_002944831,XM_002932507 posterior protein zinc finger, CCHC type Xpo XB-GENEPAGE-5867591 XB-GENE-5867592 Xl.16656,Xl.85047 NA NA - - - - - 12190,12 3501,64 20878,60 5,96 2,58 0,00%
Xetrov72008491 frmd4b 100489171 Str.11579 301622482 XM_002940515 NA NA NA XB-GENEPAGE-958638 XB-GENE-958639 Xl.69243 Frmd4b 232288 - - - - - 1033,77 296,62 1770,92 5,95 2,57 0,00%
Xetrov72028941 phka1p1 100498261 301613194 XM_002936056 NA NA NA XB-GENEPAGE-1012251 XB-GENE-1012252 Xl.71972 NA NA - - - - - 61,75 17,06 106,45 5,95 2,57 0,31%
Xetrov72036244 cox4i2 549699 Str.14722 160773069,77621423,77682152 BC155001,CR761813,NM_001016945 NA NA NA XB-GENEPAGE-5872511 XB-GENE-5872512 Xl.23896 Cox4i2 84682 - - - - Cox4i2 58,75 16,23 101,27 5,94 2,57 0,35%
Xetrov72028287 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 6253,08 1805,12 10701,04 5,93 2,57 0,00%
Xetrov72027642 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1043,90 300,85 1786,96 5,92 2,57 0,00%
Xetrov72019466 mcc 100216150 Str.12996 195539691,213982854 BC168123,NM_001142123 mutated in colorectal cancers Uncharacterized conserved coiled-coil protein XB-GENEPAGE-953989 XB-GENE-953990 NA Mcc 328949 - - - - - 353,27 101,55 604,98 5,91 2,56 0,00%
Xetrov72005231 des.1 394739 Str.5390 38511807,90017464,77624372 BC061361,NM_203803,CR942682 desmin, gene 1 intermediate filament desm|csm1|csm2|cmd1l XB-GENEPAGE-494930 XB-GENE-494931 Xl.29616,Xl.2665 Des 13346 - - - - Des 55,42 15,42 95,42 5,87 2,55 0,81%

Xl.81450 - - - - - NA NA - - - Xl.81450 - - - - - - - 92,50 26,35 158,64 5,84 2,54 0,06%
Xetrov72040425 gpx3 394558 Str.51898 77627239,38174688,45360576 CR761198,BC061262,NM_203630 NA NA NA XB-GENEPAGE-5884490 XB-GENE-5884491 Xl.22088,Xl.79157,Xl.16644,Xl.79809,Xl.84312 Gpx3 14778 - - - - Gpx3 47,07 13,10 81,04 5,82 2,54 0,92%
Xetrov72034786 bhlhe22 780395 Str.35343 134026011,111305609,118404371 BC135293,BC121359,NM_001079465 NA NA NA XB-GENEPAGE-6457791 XB-GENE-6457792 NA Bhlhe22 59058 - - - - - 50,34 14,06 86,62 5,82 2,54 0,89%
Xetrov72018971 arhgef40 100498627 301609559 XM_002934294 NA NA NA XB-GENEPAGE-6050451 XB-GENE-6050452 Arhgef40 268739 - - - - - 91,63 26,22 157,03 5,81 2,54 0,11%
Xetrov72027348 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2220,89 653,88 3787,91 5,79 2,53 0,00%
Xetrov72028678 aim1l 779602 Str.24939 301610306,116487472 XM_002934656,BC125761 NA NA NA XB-GENEPAGE-985459 XB-GENE-985460 Xl.72879 Aim1l 230806 - - - - - 324,01 95,06 552,97 5,77 2,53 0,00%
Xetrov72005483 sp5 394696 Str.2346 38382928,45360832,77621705 BC062500,NM_203761,CT025179 Sp5 transcription factor zinc finger, C2H2 type spr1|xspr-1|xsp5 XB-GENEPAGE-1217605 XB-GENE-1217606 Xl.17379 Sp5 64406 - - - - - 837,14 248,02 1426,27 5,73 2,52 0,00%
Xetrov72027695 gramd1a 100490854 Str.46788 301628062 XM_002943133 NA NA NA XB-GENEPAGE-994630 XB-GENE-994631 Gramd1a 52857 - - - - - 446,94 132,11 761,76 5,73 2,52 0,00%
Xetrov72038030 psd4 100486722 Str.61924 301605955 XM_002932570 pleckstrin and Sec7 domain containing 4 Guanine nucleotide exchange factor EFA6 XB-GENEPAGE-853488 XB-GENE-853489 ,Xl.1860 Psd4 215632 - - - - - 87,90 25,42 150,37 5,73 2,52 0,16%
Xetrov72016923 ppp1r9b 100490992 Str.60634 301612149 XM_002935559 protein phosphatase 1, regulatory subunit 9B regulatory subunit of protein phosphatase-1 catalytic subunit [Entrez] spinophilin|spino|spn XB-GENEPAGE-492590 XB-GENE-492591 Xl.76055 Ppp1r9b 217124 - - - - - 31,66 8,76 54,56 5,69 2,51 2,85%
Xetrov72009678 foxc2 407875 Str.2696 47497985,45709774,77622270 NM_213692,BC067916,CR762327 forkhead box C2 (MFH-1, mesenchyme forkhead 1) forkhead domain transcription factor XFD-4|fd-4|MFH-1|Mfh1 XB-GENEPAGE-481381 XB-GENE-481382 Xl.20334,Xl.508 Foxc2 14234 - - - - - 222,40 65,77 379,02 5,69 2,51 0,00%
Xetrov72012848 stard8 100494346 301619144 XM_002938917 NA NA NA XB-GENEPAGE-992345 XB-GENE-992346 Xl.68857 Stard8 236920 - - - - - 347,32 103,16 591,48 5,69 2,51 0,00%
Xetrov72014405 NA NA NA NA NA NA NA NA NA Xl.56902 NA NA - - - - - 34,44 9,64 59,24 5,66 2,50 2,36%

Xl.34639 - - - - - NA NA - - - Xl.34639 - - - - - - - 250,08 74,51 425,66 5,65 2,50 0,00%
Xetrov72001872 bix1.2 100491743 301623758 XM_002941135 Brachyury-inducible homeobox 1, gene 2 Transcription factor PRD and related proteins, contain PAX and HOX domains XB-GENEPAGE-5997663 XB-GENE-5997665 NA NA - - - - - 79,10 23,23 134,98 5,61 2,49 0,21%

Xl.24466 - - - - - AGENCOURT_10255669 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5078668 5', mRNA sequence [CA790608] - - - Xl.24466 - - - - - - - 60,22 17,55 102,88 5,60 2,49 0,56%
Xl.14633 - - - - - BJ056854 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL033d16 3', mRNA sequence [BJ056854] - - - Xl.14633 - - - - - - - 71,76 21,05 122,48 5,60 2,49 0,34%

Xetrov72017497 spo11 493562 Str.26760 56118717,51513368 NM_001008199,BC080352 NA NA NA XB-GENEPAGE-995589 XB-GENE-995590 NA Spo11 26972 - - - - - 62,87 18,37 107,38 5,60 2,48 0,68%
Xetrov72028459 drgx 100493837 Str.47549 301620870 XM_002939741 NA NA NA XB-GENEPAGE-993711 XB-GENE-993712 NA Prrxl1 107751 - - - - - 39,47 11,39 67,55 5,53 2,47 1,74%

Xl.18911 - - - - - dah91h04.x1 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4957303 3', mRNA sequence [BI447777] - - - Xl.18911 - - - - - - - 59,37 17,55 101,18 5,51 2,46 0,66%
Xetrov72032697 mx1 NA NA NA NA NA NA XB-GENEPAGE-996854 XB-GENE-996855 Xl.56887 NA 17857 - - - - - 49,19 14,44 83,95 5,50 2,46 1,39%
Xetrov72031751 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 163,14 49,57 276,71 5,49 2,46 0,01%
Xetrov72017942 NA NA NA NA NA NA NA NA NA Xl.68929 NA NA - - - - - 51,82 15,33 88,30 5,47 2,45 1,11%
Xetrov72037944 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 56,27 16,72 95,83 5,46 2,45 0,79%

Xl.84571 - - - - - AGENCOURT_78458752 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8641983 3', mRNA sequence [EB734890] - - - Xl.84571 - - - - - - - 205,65 63,20 348,10 5,44 2,44 0,00%
Xetrov72016366 unknown NA NA NA NA NA NA NA NA NA Xl.48571 NA NA - - - - - 140,82 43,12 238,52 5,43 2,44 0,03%
Xetrov72037412 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 79,49 24,06 134,93 5,43 2,44 0,23%

Xl.16550 - - - - - NA NA - - - Xl.16550 - - - - - - - 154,06 47,37 260,75 5,41 2,44 0,02%
Xetrov72019379 tlr3 100486223 Str.74375 301609775 XM_002934402 toll-like receptor 3 Leucine-rich repeat protein XB-GENEPAGE-491048 XB-GENE-491049 Xl.76148 Tlr3 142980 - - - - - 58,10 17,54 98,65 5,37 2,43 0,72%
Xetrov72003748 tuft1 100490166 Str.56359 301624435 XM_002941467 tuftelin 1 ER-Golgi vesicle-tethering protein p115 XB-GENEPAGE-853878 XB-GENE-853879 Xl.34648 Tuft1 22156 - - - - - 42,66 12,70 72,61 5,37 2,43 2,09%
Xetrov72010570 rnf220.2 100135230 Str.23179 166157978,213627311,163915500,213624434 NM_001113927,BC171093,BC157348,BC171094 NA NA NA XB-GENEPAGE-5967021 XB-GENE-5967022 NA Rnf220 66743 - - - - - 46,95 14,07 79,82 5,36 2,42 1,87%
Xetrov72016685 NA NA NA NA NA NA NA NA NA Xl.70766,Xl.9692 NA NA - - - - - 39,58 11,82 67,33 5,33 2,41 2,50%
Xetrov72029304 rapgef3 100491495 301612385 XM_002935656 NA NA NA XB-GENEPAGE-5955479 XB-GENE-5955480 Xl.52899 Rapgef3 223864 - - - - - 156,96 49,14 264,78 5,30 2,41 0,01%
Xetrov72025873 sox9 549607 Str.15584 77682414,77623178 NM_001016853,CR855424 SRY (sex determining region Y)-box 9 HMG-box transcription factor cmd1|sox-9|sra1|cmpd1 XB-GENEPAGE-1034768 XB-GENE-1034769 Xl.28992,Xl.1690,Xl.82068 Sox9 20682 - - - - - 816,99 258,94 1375,04 5,29 2,40 0,00%

Xl.7861 - - - - - AGENCOURT_55788411 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8075921 5', mRNA sequence [DT061809] - - - Xl.7861 - - - - - - - 92,87 28,94 156,80 5,27 2,40 0,24%
Xetrov72014262 wnt11b 549489 Str.27098 77683014,77621208 NM_001016735,CR760014 wingless-type MMTV integration site family, member 11B secreted growth factor/developmental regulator wnt-11|wnt11|Xwnt-11|xwnt11 XB-GENEPAGE-5858980 XB-GENE-5858981 Xl.24008 NA NA - - - - - 2356,34 750,95 3961,72 5,27 2,40 0,00%
Xetrov72001174 gpr63 100485628 301610763 XM_002934868 NA NA NA XB-GENEPAGE-1002459 XB-GENE-1002460 Xl.32482 Gpr63 81006 - - - - - 166,90 52,63 281,17 5,26 2,40 0,01%
Xetrov72001236 bix1.1 394438 Str.112 26224751,77622087,45360974 AY157639,CR762136,NM_203516 Brachyury-inducible homeobox 1, gene 1 paired box transcription factor with homeodomain tBix XB-GENEPAGE-482520 XB-GENE-482521 Xl.298,Xl.397,Xl.398,Xl.399 NA NA - - - - - 123,06 38,98 207,14 5,21 2,38 0,06%
Xetrov72018957 mn1 100101660 Str.79182 154147693,134025746 NM_001100202,BC135419 meningioma (disrupted in balanced translocation) 1 Chitinase meningioma|mgcr|mgcr1|mgcr1-pen XB-GENEPAGE-855610 XB-GENE-855611 Xl.57334,Xl.69093,Xl.82818 Mn1 433938 - - - - Mn1 796,63 256,16 1337,11 5,20 2,38 0,00%
Xetrov72006890 amotl2 100379727 Str.51986 301611172,77623494 XM_002935086,CT030594 NA NA NA XB-GENEPAGE-972334 XB-GENE-972335 Xl.53293 Amotl2 56332 Xl.53293 - - - - 1580,35 511,34 2649,36 5,17 2,37 0,00%
Xetrov72024742 agrn 100492176 Str.81999 301613878 XM_002936384 agrin basement membrane-specific heparan sulfate proteoglycan core protein XB-GENEPAGE-953966 XB-GENE-953967 Xl.7012 Agrn 11603 - - - Agrn - 95,47 31,14 159,80 5,00 2,32 0,27%

Xl.11038 - - - - - BX846136 Soares NXEG Xenopus laevis cDNA clone IMAGp998E218084 ; IMAGE:3300476 5', mRNA sequence [BX846136] - - - Xl.11038 - - - - - - - 57,15 18,39 95,92 5,00 2,32 2,06%
Xetrov72023875 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 37,33 11,80 62,87 4,99 2,32 3,69%
Xetrov72036416 unknown NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 75,18 24,50 125,86 4,97 2,31 0,61%
Xetrov72014259 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1697,67 567,79 2827,54 4,97 2,31 0,00%

Xl.52516 - - - - - AGENCOURT_13046674 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4032017 5', mRNA sequence [CB559640] - - - Xl.52516 - - - - - - - 62,04 20,22 103,86 4,94 2,31 1,17%
Xl.83552 - - - - - AGENCOURT_10456364 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6630627 5', mRNA sequence [BU905723] - - - Xl.83552 - - - - - - - 174,09 58,08 290,09 4,93 2,30 0,04%

Xetrov72005523 gper 100135723 Str.74573 170773991,165970617,166795948 EU528873,BC158534,NM_001114253 G protein-coupled estrogen receptor 1 glycoprotein hormone receptor XB-GENEPAGE-1006474 XB-GENE-1006475 NA Gpr30 76854 - - - - - 62,72 20,63 104,82 4,89 2,29 1,16%
Xetrov72035428 hla-dqa2 733992 Str.71933 77621234,301618621 CR760040,XM_002938676 NA NA NA XB-GENEPAGE-5889258 XB-GENE-5889259 Xl.84438 NA NA - - - - - 214,31 72,13 356,49 4,89 2,29 0,01%
Xetrov72018432 ttf2 100488872 Str.34376 301630531 XM_002944325 NA NA NA XB-GENEPAGE-5761928 XB-GENE-5761929 Xl.16195 Ttf2 74044 - - - - - 82,04 27,21 136,88 4,89 2,29 0,57%
Xetrov72037693 flnc 100329116 Str.53130 301604495,301604487,301604491,301604493,163644345,301604489 XM_002931842,XM_002931838,XM_002931840,XM_002931841,BC155419,XM_002931839 filamin C, gamma actin-binding cytoskeleton protein XB-GENEPAGE-493578 XB-GENE-493579 Xl.52831,Xl.68845,Xl.85137 Flnc 68794 - - - - - 658,76 223,56 1093,95 4,88 2,29 0,00%
Xetrov72021908 hmx1 100498485 301621866 XM_002940218 H6 family homeobox 1 nkx5-3 XB-GENEPAGE-6259138 XB-GENE-6259139 NA Hmx1 15371 - - - - - 54,84 18,01 91,67 4,88 2,29 1,55%
Xetrov72021822 nanos2 NA NA NA nanos homolog 2 RNA binding XB-GENEPAGE-868414 XB-GENE-868415 NA Nanos2 378430 - - - - - 40,39 13,12 67,65 4,86 2,28 3,27%

Xl.40072 - - - - - BP709052 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL496j21ex 5', mRNA sequence [BP709052] - - - Xl.40072 - - - - - - - 35,31 11,40 59,22 4,86 2,28 4,65%
Xl.77446 - - - - - AGENCOURT_10764434 Wellcome [CA971977] - - - Xl.77446 - - - - - - - 323,64 110,00 537,27 4,85 2,28 0,00%

Xetrov72009495 mgat3 100492491 Str.86104 301608440 XM_002933748 NA NA NA XB-GENEPAGE-964869 XB-GENE-964870 Xl.47452 Mgat3 17309 - - - - Mgat3 40,33 13,14 67,52 4,84 2,28 4,16%
Xl.48257 - - - - - NA NA - - - Xl.48257 - - - - - - - 55,52 18,38 92,66 4,83 2,27 1,90%

Xetrov72000805 samd7 100496820 Str.71739 301603888 XM_002931567 NA NA NA XB-GENEPAGE-948461 XB-GENE-948462 NA Samd7 75953 - - - - - 83,44 28,00 138,89 4,82 2,27 0,61%
Xetrov72024865 slit1 100036682 Str.12515 148235730,118763567,134026205 NM_001097233,BC128626,BC135997 slit homolog 1 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats megf4|slil1|slit-1 XB-GENEPAGE-1007727 XB-GENE-1007728 Xl.13872 Slit1 20562 - - - - Slit1 48,99 16,24 81,75 4,80 2,26 3,08%
Xetrov72000137 arid1b 100493908 Str.69979 301603788 XM_002931507 AT rich interactive domain 1B (SWI1-like) SWI-SNF chromatin-remodeling complex protein XB-GENEPAGE-1010353 XB-GENE-1010354 Arid1b 239985 - - - - - 747,78 257,96 1237,60 4,78 2,26 0,00%
Xetrov72016283 elavl3 594912 Str.46013 51261570,134026263,77620853,77682340 BC080177,BC136134,CR761704,NM_001030326 ELAV (embryonic lethal, abnormal vision)-like 3 (Hu antigen C) RNA binding elrC XB-GENEPAGE-490863 XB-GENE-490864 Xl.1035,Xl.35785 Elavl3 15571 - - Xl.1035 - - 412,93 142,18 683,69 4,78 2,26 0,00%
Xetrov72024788 nrap NA Str.37563 NA NA NA NA NA XB-GENEPAGE-993207 XB-GENE-993208 Xl.74719 Nrap 18175 - - - - Nrap 39,83 13,15 66,52 4,77 2,25 4,07%
Xetrov72027609 hes5.2 733755 Str.24311 134254268,77621406,113205883 BC135288,CR761792,NM_001044509 hairy and enhancer of split 5, gene 2 helix-loop-helix transcription factor/transcriptional repressor bHLHb38|esr7|esr-7 XB-GENEPAGE-876634 XB-GENE-876635 Xl.586,Xl.68431 Hes5 15208 - - Xl.586 - - 775,10 268,06 1282,15 4,77 2,25 0,00%

Xl.64321 - - - - - NA NA - - - Xl.64321 - - - - - - - 409,30 141,51 677,09 4,76 2,25 0,00%
Xl.84104 - - - - - AGENCOURT_55153784 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7983134 3', mRNA sequence [DR726800] - - - Xl.84104 - - - - - - - 36,92 12,23 61,61 4,73 2,24 4,11%

Xetrov72028273 nudt13 100492118 301613001 XM_002935966 NA NA NA XB-GENEPAGE-987787 XB-GENE-987788 Xl.48325 Nudt13 67725 - - - - - 50,87 17,10 84,65 4,73 2,24 2,57%
Xetrov72041796 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 58,27 19,74 96,81 4,72 2,24 2,00%
Xetrov72014550 NA NA NA NA NA NA NA NA NA Xl.74693 NA NA - - - - - 166,76 57,74 275,78 4,71 2,24 0,04%
Xetrov72028104 cdknx 100126686 Str.55538 110289799,301610266 CU025109,XM_002934626 cyclin-dependent kinase inhibitor xic1 cell cycle regulator Xic-1|Xic1|p27XIC1 XB-GENEPAGE-1032977 XB-GENE-1032978 Xl.79010 NA NA - - - - - 4773,83 1687,86 7859,81 4,65 2,22 0,00%
Xetrov72010283 foxd2 100495241 Str.72469 301603610 XM_002931412 forkhead box D2 forkhead domain transcription factor XB-GENEPAGE-479817 XB-GENE-479818 Xl.12079,Xl.58100,Xl.73121 Foxd2 17301 - - - - - 201,41 70,63 332,18 4,65 2,22 0,02%

Xl.2628 ebp - - - - emopamil binding protein (sterol isomerase) Xenopus laevis emopamil binding protein (sterol isomerase) (ebp), mRNA [NM_001087000] - - - Xl.2628 - - - - - - - 81,07 28,08 134,06 4,64 2,22 1,03%
Xl.18615 - - - - - NA NA - - - Xl.18615 - - - Xl.18615 - - - 77,76 27,11 128,41 4,60 2,20 0,97%

Xetrov72015461 srpx2 100495278 Str.75377 301622309 XM_002940439 NA NA NA XB-GENEPAGE-994516 XB-GENE-994517 Xl.47623 Srpx2 68792 - - - - - 69,09 24,20 113,97 4,56 2,19 1,61%
Xetrov72021089 adora2a 100127551 Str.56502 156230535,163915252 BC152049,NM_001112927 NA NA NA XB-GENEPAGE-970782 XB-GENE-970783 Xl.49115,Xl.47559 Adora2a 11540 - - - - - 100,16 35,50 164,82 4,54 2,18 0,56%
Xetrov72007606 vwa2 NA NA NA NA NA NA XB-GENEPAGE-6460420 XB-GENE-6460421 Xl.1564 Vwa2 240675 - - - - - 96,48 34,36 158,59 4,51 2,17 0,98%
Xetrov72027323 hes3.1 734014 Str.15005 113931457,163916478,77622103 NM_001045713,BC157345,CR762152 hairy and enhancer of split 3, gene 1 helix-loop-helix transcription factor/transcriptional repressor esr6e|esr-6e XB-GENEPAGE-876528 XB-GENE-876529 Xl.585,Xl.74313 Hes3 15207 - - - - Hes3 1286,07 466,76 2105,38 4,50 2,17 0,00%
Xetrov72003449 unknown NA NA NA NA NA NA NA NA NA Xl.53727,Xl.78615 NA NA - - - - - 565,50 205,35 925,66 4,49 2,17 0,00%

Xl.66928 - - - - - AGENCOURT_14238468 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6958064 5', mRNA sequence [CD301725] - - - Xl.66928 - - - - - - - 115,02 41,32 188,73 4,48 2,16 0,32%
Xetrov72004929 adcy9 100126441 Str.3341 124504606,301605730 BC128643,XM_002932430 adenylate cyclase 9 catalysis of the formation of cyclic AMP from ATP xlAC XB-GENEPAGE-999256 XB-GENE-999257 Xl.1123 Adcy9 11515 - - - - Adcy9 183,30 66,27 300,32 4,48 2,16 0,06%

Xl.72978 - - - - - BJ075844 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL103n14 3', mRNA sequence [BJ075844] - - - Xl.72978 - - - - - - - 56,69 20,14 93,23 4,46 2,16 2,38%
Xl.15140 - - - - - AGENCOURT_10486448 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6634681 5', mRNA sequence [BU909097] - - - Xl.15140 - - - - - - - 97,27 35,02 159,52 4,46 2,16 0,56%

Xetrov72035638 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 133,18 48,21 218,15 4,45 2,15 0,20%
Xetrov72008103 notch2 100486344 301619451 XM_002939080 NA NA NA XB-GENEPAGE-6046916 XB-GENE-6046917 Notch2 18129 - - - - - 437,67 160,24 715,10 4,44 2,15 0,00%
Xetrov72020138 fzd10 448162 Str.154 54020846,77624040,49250340 NM_001005669,CR926420,BC074699 frizzled family receptor 10 transmembrane receptor in the wnt signaling pathway frizzled10|Xfr9|frizzled-10|Xfz10|Fz-10|fz10 XB-GENEPAGE-480378 XB-GENE-480379 Xl.57146,Xl.559,Xl.1040,Xl.79152 Fzd10 93897 - - - - - 2615,09 961,23 4268,95 4,44 2,15 0,00%
Xetrov72012507 kif26a 100491850 Str.40191 301620852 XM_002939734 NA NA NA XB-GENEPAGE-6051359 XB-GENE-6051360 Xl.77367,Xl.22048 Kif26a 668303 - - - - - 179,77 65,55 294,00 4,43 2,15 0,08%
Xetrov72034653 chn2 100496459 301607673 XM_002933382 NA NA NA XB-GENEPAGE-950873 XB-GENE-950874 Xl.47603 Chn2 69993 - - - - - 75,38 27,17 123,59 4,42 2,14 1,65%
Xetrov72018307 a2ml1 100127688 Str.70039 163915014,159155961 NM_001113027,BC154698 NA NA NA XB-GENEPAGE-5943820 XB-GENE-5943821 Xl.80096 NA NA - - - - - 94,16 34,23 154,09 4,40 2,14 0,76%

Xl.80489 - - - - - dae13b01.x1 NICHD XGC Lu1 Xenopus laevis cDNA clone IMAGE:4673976 3', mRNA sequence [BI314489] - - - Xl.80489 - - - - - - - 108,58 39,59 177,57 4,40 2,14 0,80%
Xl.76798 - - - - - NA NA - - - Xl.76798 - - - - - - - 1916,10 711,14 3121,05 4,38 2,13 0,00%

Xetrov72017227 pltp 549505 Str.15666 134025720,77623956,349732130,349732132 BC136236,CR855805,NM_001016751,NM_001244909 phospholipid transfer protein BPI/LBP/CETP family protein XB-GENEPAGE-981860 XB-GENE-981861 Xl.17800 Pltp 18830 - - - - - 75,93 27,61 124,25 4,38 2,13 1,66%
Xetrov72025570 cuzd1 100485179 Str.32222 301616806 XM_002937794 NA NA NA XB-GENEPAGE-990666 XB-GENE-990667 Xl.58706 Cuzd1 16433 - - - - - 319,96 118,40 521,53 4,38 2,13 0,00%
Xetrov72004671 iqca1 100145101 Str.61946 165971213,301604821 BC158537,XM_002932002 IQ motif containing with AAA domain 1 ATPase iqca XB-GENEPAGE-5749594 XB-GENE-5749595 Xl.72217,Xl.64350 NA NA - - - - - 107,90 39,86 175,94 4,33 2,11 0,50%
Xetrov72022366 cldn5 448343 Str.22152 55741985,49522403 NM_001006706,BC075424 claudin 5 (transmembrane protein deleted in velocardiofacial syndrome) integral membrane protein, tight junction component claudin-5 XB-GENEPAGE-976043 XB-GENE-976044 Xl.14214,Xl.18323,Xl.40936 Cldn5 12741 - - - - Cldn5 765,62 287,16 1244,09 4,32 2,11 0,00%
Xetrov72024946 NA NA NA NA NA NA NA NA NA Xl.51883,Xl.72401 NA NA - - - - - 4268,67 1607,84 6929,50 4,31 2,11 0,00%
Xetrov72015522 syngap1 100038210 Str.44803 119850873,198282040,197246310 BC127326,NM_001134816,BC168473 synaptic Ras GTPase activating protein 1 GTPase-activating protein XB-GENEPAGE-487269 XB-GENE-487270 NA 240057 - - - - - 65,38 24,10 106,66 4,29 2,10 2,55%
Xetrov72003044 pzp 779547 Str.68854 166795922,163915705,114107594 NM_001114224,BC157538,BC122896 pregnancy-zone protein proteinase inhibitor XB-GENEPAGE-921401 XB-GENE-921402 Xl.4241,Xl.24285,Xl.81787,Xl.82294 Pzp 11287 - - - - - 88,77 32,98 144,56 4,28 2,10 1,19%
Xetrov72020621 mmp11 100493314 Str.62593 301604611 XM_002931892 matrix metallopeptidase 11 (stromelysin 3) extracellular matrix metalloprotease st3|gene 14|stromelysin-3|stromelysin 3|matrix metalloproteinase-11 XB-GENEPAGE-479264 XB-GENE-479265 Xl.112 Mmp11 17385 - - - - - 235,15 88,95 381,36 4,25 2,09 0,04%
Xetrov72021540 foxd1 493510 Str.9073 51703782,56118523 BC081361,NM_001008147 forkhead box D1 forkhead domain transcription factor Xbf2|BF-2|xbf-2|Xenopus brain factor 2|mgc89744 XB-GENEPAGE-488076 XB-GENE-488077 Xl.66 Foxd1 15229 - - - - - 417,44 158,70 676,19 4,24 2,08 0,00%

Xl.53805 - - - - - DC025634 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone rxlk74c17 3', mRNA sequence [DC025634] - - - Xl.53805 - - - - - - - 478,19 182,87 773,51 4,21 2,07 0,00%
Xetrov72001166 chst2 549916 Str.15404 77683065,77626853 NM_001017162,CR760822 NA NA NA XB-GENEPAGE-991539 XB-GENE-991540 Xl.51610 Chst2 54371 - - - - - 772,46 297,39 1247,54 4,18 2,06 0,00%
Xetrov72028370 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 769,42 296,42 1242,43 4,18 2,06 0,00%
Xetrov72022752 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 403,11 155,18 651,03 4,17 2,06 0,00%
Xetrov72023912 s1pr3 100487153 Str.86069 301615214 XM_002937029 NA NA NA XB-GENEPAGE-989348 XB-GENE-989349 S1pr3 13610 - - - - - 72,65 27,69 117,60 4,13 2,05 2,47%

Xl.70958 - - - - - AGENCOURT_73850201 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8536684 5', mRNA sequence [EB470443] - - - Xl.70958 - - - - - - - 111,40 42,98 179,83 4,11 2,04 1,00%
Xl.82392 - - - - - NA NA - - - Xl.82392 - - - - - - - 283,48 110,40 456,55 4,11 2,04 0,02%

Xetrov72000265 myt1l NA Str.44820 NA NA myelin transcription factor 1-like transcription factor containing C2HC type zinc finger XB-GENEPAGE-988136 XB-GENE-988137 Xl.8734,Xl.18415 Myt1l 17933 - - - - - 58,64 22,40 94,88 4,10 2,03 4,68%
Xetrov72000653 tiparp 100127576 Str.10375 157422821,163914784 BC153346,NM_001112942 TCDD-inducible poly(ADP-ribose) polymerase nucleic acid binding XB-GENEPAGE-1000137 XB-GENE-1000138 Xl.53086,Xl.9596 Tiparp 99929 - Xl.9596 - - - 1696,48 665,34 2727,62 4,09 2,03 0,00%
Xetrov72039470 ascl1 100490701 Str.44710 301631104 XM_002944602 achaete-scute complex homolog 1 HAND2 type transcription factor ash1|Xash1|Mash1 XB-GENEPAGE-1032966 XB-GENE-1032967 Xl.450,Xl.47609 Ascl1 17172 Xl.450 - - - - 89,99 34,73 145,25 4,09 2,03 1,76%
Xetrov72016650 ncoa6 100496995 Str.85407 301606606 XM_002932875 nuclear receptor coactivator 6 transcriptional coactivator nrc|aib3|antp|asc2|prip|trbp|hoxa7|hox1.1|rap250 XB-GENEPAGE-982449 XB-GENE-982450 Xl.58786,Xl.10152,Xl.18590,Xl.71200 Ncoa6 56406 - - - - - 1020,88 402,68 1639,08 4,06 2,02 0,00%
Xetrov72013867 foxg1 100144706 Str.58803 166796863,183986688 BC159144,NM_001123461 forkhead box G1 forkhead domain transcription factor foxg1b|XBF-1|bf1|XBf1 XB-GENEPAGE-480075 XB-GENE-480076 Xl.416,Xl.56535 Foxg1 15228 - - - - - 464,46 183,33 745,59 4,05 2,02 0,00%
Xetrov72039211 celf2 100125022 Str.58514 134024251,156717753 BC136076,NM_001102947 NA NA NA XB-GENEPAGE-963639 XB-GENE-963640 Xl.85486,Xl.84895,Xl.1068 Celf2 14007 - - - - - 145,41 57,38 233,44 4,02 2,01 0,33%
Xetrov72037650 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 92,70 36,42 148,98 4,01 2,00 1,66%
Xetrov72037404 myh3 448762 Str.71499 55742223,49523258 NM_001006914,BC075407 NA NA NA XB-GENEPAGE-989275 XB-GENE-989276 Xl.828,Xl.81193,Xl.84483 Myh3 17883 - - - - - 115,38 45,49 185,26 4,01 2,00 0,72%
Xetrov72021834 gas1 780149 Str.19944 115312947,112807695,118404471 BC124029,CT485773,NM_001079224 NA NA NA XB-GENEPAGE-966198 XB-GENE-966199 Xl.16153,Xl.54091,Xl.70675 Gas1 14451 - - - - - 1764,69 705,66 2823,72 4,00 2,00 0,00%
Xetrov72036277 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 183,31 72,82 293,79 3,99 2,00 0,17%

Xl.72227 - - - - - BJ642920 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL215d16 3', mRNA sequence [BJ642920] - - - Xl.72227 - - - - - - - 64,96 25,46 104,46 3,99 1,99 4,07%
Xetrov72020518 aldh1a1 613078 Str.49493 66364847,73853805 BC096010,NM_001032315 aldehyde dehydrogenase 1 family, member A1 Aldehyde dehydrogenase aldc|aldh1|pumb1|aldh11|raldh1|aldh-e1 XB-GENEPAGE-987057 XB-GENE-987058 Xl.345,Xl.34916 Aldh1a1 11668 - - - - - 170,04 67,77 272,30 3,97 1,99 0,22%
Xetrov72029531 gas6 548719 Str.18141 77623320,111307776,77622772,77681656 CR848428,BC121223,CR848189,NM_001015965 NA NA NA XB-GENEPAGE-5821260 XB-GENE-5821261 Xl.4807,Xl.34033 Gas6 14456 - - Xl.4807 - Gas6 562,48 228,12 896,84 3,92 1,97 0,00%

Xl.80754 - - - - - NA NA - - - Xl.80754 - - - - - - - 72,84 29,03 116,65 3,92 1,97 3,72%
Xl.15660 - - - - - AGENCOURT_11044134 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6866457 5', mRNA sequence [CA794116] - - - Xl.15660 - - - - - - - 396,51 160,88 632,13 3,91 1,97 0,01%

Xetrov72040614 ebf1 NA NA NA early B-cell factor 1 transcription factor XB-GENEPAGE-6051343 XB-GENE-6051344 NA Ebf1 13591 - - - - - 71,36 28,52 114,20 3,90 1,96 3,81%
Xetrov72002394 id2 394480 Str.20518 45360524,55295347,37590088 NM_203554,CR855815,BC059758 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein transcriptional regulator xid2 XB-GENEPAGE-481296 XB-GENE-481297 Xl.492,Xl.7919 Id2 15902 - - - - - 4634,65 1895,61 7373,70 3,89 1,96 0,00%
Xetrov72020164 mmp14 594950 Str.25328 71896244,60649680 NM_001030388,BC090600 matrix metallopeptidase 14 (membrane-inserted) extracellular matrix metalloprotease MMP-14|mgc69200 XB-GENEPAGE-485642 XB-GENE-485643 Xl.23718 Mmp14 17387 - - - - - 279,66 113,95 445,37 3,88 1,96 0,07%
Xetrov72010708 pmm2 100216238 Str.52255 110289792,213983032,197245669 CU025102,NM_001142205,BC168599 NA NA NA XB-GENEPAGE-998968 XB-GENE-998969 Xl.47673,Xl.76422 Pmm2 54128 - - - - - 727,67 297,75 1157,59 3,88 1,96 0,00%
Xetrov72010880 NA NA NA NA NA NA NA NA NA Xl.55263 NA NA - - - - - 826,11 340,00 1312,22 3,85 1,95 0,00%
Xetrov72026352 pou2f3 100490595 301611067 XM_002935021 POU class 2 homeobox 3 homeodomain transcription factor XB-GENEPAGE-853631 XB-GENE-853632 Xl.21645 Pou2f3 18988 - - - - Pou2f3 467,16 192,34 741,98 3,84 1,94 0,01%
Xetrov72004990 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 122,40 50,08 194,71 3,83 1,94 1,02%

Xl.72345 - - - - - DC071372 Yamamoto [DC071372] - - - Xl.72345 - - - - - - - 221,65 91,18 352,13 3,83 1,94 0,12%
Xetrov72037448 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 91,08 37,20 144,96 3,82 1,93 2,37%
Xetrov72018958 NA NA NA NA NA NA NA NA NA Xl.9652 NA NA - - - - - 231,67 96,30 367,05 3,78 1,92 0,14%
Xetrov72037447 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 141,32 58,64 224,00 3,77 1,92 0,73%
Xetrov72000206 jag1 100486874 Str.80238 301604267 XM_002931738 jagged 1 signal transduction/notch signaling pathway X-Serrate-1|jagged1|serrate|serrate-1 XB-GENEPAGE-485661 XB-GENE-485662 Xl.11956 Jag1 16449 - - - - - 1176,46 492,50 1860,42 3,77 1,92 0,00%
Xetrov72013452 pak3 100495025 Str.17449 301618871 XM_002938791 p21 protein (Cdc42/Rac)-activated kinase 3 p21-activated serine/threonine protein kinase XPak3|bpak|mrx30|mrx47|ophn3|cdkn1a|pak3beta XB-GENEPAGE-961763 XB-GENE-961764 Xl.21033 Pak3 18481 - - - - - 303,74 126,86 480,62 3,77 1,91 0,04%
Xetrov72019162 ulk1 100127200 Str.53452 163915068,159155180,112807639 NM_001112917,BC154695,CU075595 unc-51-like kinase 1 serine/threonine kinase involved in autophagy XB-GENEPAGE-492028 XB-GENE-492029 Xl.9682 Ulk1 22241 - - - - - 246,87 103,11 390,64 3,76 1,91 0,10%
Xetrov72012413 ryr1 100495378 Str.69743 301619844 XM_002939248 NA NA NA XB-GENEPAGE-1013508 XB-GENE-1013509 Xl.51700 Ryr1 20190 - - - - - 107,99 44,80 171,18 3,76 1,91 2,09%
Xetrov72008766 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 426,95 179,51 674,39 3,74 1,90 0,01%

Xl.78124 - - - - - AGENCOURT_10497362 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6643250 5', mRNA sequence [BU916356] - - - Xl.78124 - - - - - - - 127,61 53,46 201,75 3,72 1,90 1,12%
Xl.71832 - - - - - BJ071662 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL095b11 5', mRNA sequence [BJ071662] - - - Xl.71832 - - - - - - - 81,64 34,12 129,15 3,71 1,89 4,01%

Xetrov72001215 c6orf168 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 585,82 249,13 922,51 3,69 1,88 0,00%
Xetrov72042559 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 170,97 72,69 269,24 3,67 1,87 0,51%
Xetrov72035047 rbm24 394612 Str.6492 77623017,38174184,45360684 CT030513,BC061322,NM_203685 RNA binding motif protein 24 nucleic acid binding seb4|seb4-a|rbm24-a|xseb4|seb-4 XB-GENEPAGE-493646 XB-GENE-493647 Xl.12316,Xl.467,Xl.80216 Rbm24 666794 - Xl.467 - - - 456,74 195,59 717,90 3,66 1,87 0,01%
Xetrov72009178 swap70 100135363 Str.4841 301614627,163916356 XM_002936744,BC157669 NA NA NA XB-GENEPAGE-988795 XB-GENE-988796 Xl.54571,Xl.13764 Swap70 20947 - - - Swap70 - 224,74 96,05 353,43 3,65 1,87 0,23%

Xl.57329 - - - - - Xenopus laevis rexp52 mRNA, complete sequence [DQ096895] - - - Xl.57329 - - - - - - - 2232,78 961,64 3503,93 3,64 1,86 0,00%
Xl.79141 - - - - - BX843691 Soares NXEG Xenopus laevis cDNA clone IMAGp998J1310648 ; IMAGE:4783980 5', mRNA sequence [BX843691] - - - Xl.79141 - - - - - - - 209,41 90,17 328,66 3,62 1,85 0,27%

Xetrov72011073 hesx1 549466 Str.27088 77621300,166796972,77682021 CR760108,BC159020,NM_001016712 HESX homeobox 1 homeodomain transcription factor Xanf-1|Xanf|Xanf1|rpx XB-GENEPAGE-483192 XB-GENE-483193 Xl.131,Xl.1003 Hesx1 15209 - - - - - 329,42 142,71 516,13 3,60 1,85 0,09%
Xetrov72021219 cdk18 448581 Str.24882 55742273,49903482 NM_001006836,BC076915 cyclin-dependent kinase 18 serine/threonine kinase pctaire3|pctk3|pctaire XB-GENEPAGE-489093 XB-GENE-489094 Cdk18 18557 - - - - - 93,90 40,30 147,49 3,60 1,85 3,23%
Xetrov72020983 nr2f1 100101681 Str.58339 138519912,154147671 BC135589,NM_001100207 nuclear receptor subfamily 2, group F, member 1 hormone receptor COUP transcription factor 1 XB-GENEPAGE-480017 XB-GENE-480018 Xl.528,Xl.48372 Nr2f1 13865 - - - - - 150,33 65,44 235,22 3,56 1,83 1,47%

Xl.1321 - - - - - AE6M18 Xenla_13 Xenopus laevis cDNA clone 546_6M18 5' similar to gene endo08, mRNA sequence [CV523311] - - - Xl.1321 - - - - - - - 148,41 64,89 231,94 3,54 1,82 1,68%
Xetrov72017609 mafb 595086 Str.10135 71895746,65306487,63102301 NM_001030523,DQ018731,BC094951 v-maf musculoaponeurotic fibrosarcoma oncogene homolog B basic leucine zipper (bZIP) transcription factor kreisler|xmafb XB-GENEPAGE-6085858 XB-GENE-6085859 Xl.19807,Xl.12769 Mafb 16658 - Xl.12769 - - - 257,80 113,20 402,41 3,53 1,82 0,25%

Xl.63495 - - - - - AGENCOURT_55149650 NICHD_XGC_Emb9 Xenopus laevis cDNA clone IMAGE:7976096 3', mRNA sequence [DR717220] - - - Xl.63495 - - - - - - - 116,65 51,04 182,26 3,52 1,82 2,04%
Xetrov72001392 vash2 100492435 Str.42329 301610409 XM_002934687 NA NA NA XB-GENEPAGE-985619 XB-GENE-985620 Xl.72782,Xl.13373 Vash2 226841 - - - - Vash2 114,84 50,31 179,38 3,52 1,81 2,45%

Xl.83593 - - - - - NA NA - - - Xl.83593 - - - - - - - 348,55 154,80 542,29 3,49 1,80 0,15%
Xetrov72029151 unc45b 493194 Str.11279 297591950,51261724,296399283 NM_001185128,BC080138,HM053434 NA NA NA XB-GENEPAGE-971728 XB-GENE-971729 Xl.1302 Unc45b 217012 - - - - - 247,65 110,05 385,24 3,48 1,80 0,23%
Xetrov72034545 pcmtd1 100302399 Str.52143 82653337 CT485683 protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 1 Protein-L-isoaspartate(D-aspartate) O-methyltransferase XB-GENEPAGE-5750990 XB-GENE-5750991 Xl.70613 Pcmtd1 319263 - - - - - 153,52 68,01 239,02 3,48 1,80 1,10%
Xetrov72001394 fam43a 100135352 Str.16210 166158241,213627323,213624446,163915788 NM_001114027,BC171119,BC171115,BC157653 NA NA NA XB-GENEPAGE-5860867 XB-GENE-5860868 Xl.47366,Xl.16375,Xl.67439 Fam43a 224093 - - - - - 648,89 289,32 1008,46 3,48 1,80 0,01%
Xetrov72025327 kirrel2 100216155 Str.17737 213982860,195539753 NM_001142126,BC168130 kin of IRRE like 2 Immunoglobulin C-2 Type/fibronectin type III domains XB-GENEPAGE-854069 XB-GENE-854070 Xl.76492,Xl.60720,Xl.76486,Xl.81573 Kirrel2 243911 - - - - Kirrel2 4646,44 2075,96 7216,93 3,48 1,80 0,00%
Xetrov72013532 btbd6 779763 Str.52683 307344667,111305618 NM_001078842,BC121368 NA NA NA XB-GENEPAGE-6258081 XB-GENE-6258082 Xl.34957 Btbd6 399566 - - Xl.34957 - - 634,06 283,11 985,01 3,47 1,80 0,01%
Xetrov72019178 pcdh7 100124985 Str.54680 197246322,307133691,134025595 BC168528,NM_001134820,BC135972 protocadherin 7 Cadherin repeats nfpc XB-GENEPAGE-1007356 XB-GENE-1007357 Xl.315 Pcdh7 54216 - - - - - 1820,66 817,49 2823,84 3,45 1,79 0,00%
Xetrov72002242 tp63 100497737 Str.78596 170284422,301609053 BC160954,XM_002934050 tumor protein p63 transcription factor Xp63|p63|tp73l|ket|trp63 XB-GENEPAGE-479867 XB-GENE-479868 Xl.762,Xl.34499 Trp63 22061 - - - - - 131,72 58,83 204,61 3,44 1,78 1,97%
Xetrov72035139 arl4a 448350 Str.10753 49522409,55741933 BC075432,NM_001006710 NA NA NA XB-GENEPAGE-5783082 XB-GENE-5783083 Xl.32623,Xl.67112 Arl4a 11861 - - - - Arl4a 5998,03 2705,39 9290,66 3,43 1,78 0,00%
Xetrov72012582 pappa 100495014 301611464 XM_002935204 pregnancy-associated plasma protein A, pappalysin 1 metalloendopeptidase XB-GENEPAGE-482884 XB-GENE-482885 ,Xl.14419 Pappa 18491 - - - - - 164,95 73,99 255,91 3,43 1,78 1,02%
Xetrov72010295 NA NA NA NA NA NA NA NA NA Xl.16403 NA NA - - - - - 96,26 42,97 149,55 3,42 1,78 3,99%

Xl.334 xicl - - - - Xicl gene Xenopus laevis Xicl gene (xicl), mRNA [NM_001088319] - - - Xl.334 - - - - - - - 454,87 205,16 704,58 3,42 1,78 0,04%
Xetrov72012360 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2134,87 970,88 3298,87 3,40 1,76 0,00%

Xl.76284 - - - - - AGENCOURT_39734573 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7765037 3', mRNA sequence [CX130632] - - - Xl.76284 - - - - - - - 861,77 391,96 1331,59 3,39 1,76 0,00%
Xetrov72010141 lhx8 548653 Str.27686 56410252,62859450,110645723 CR926447,NM_001015899,BC118739 LIM homeobox 8 homeodomain transcription factor x-Lhx7|lhx7 XB-GENEPAGE-494996 XB-GENE-494997 Xl.34179,Xl.34357 Lhx8, 16875 - - - - - 345,24 157,43 533,04 3,37 1,75 0,17%
Xetrov72000123 plch1 100497252 Str.75725 301607406 XM_002933258 NA NA NA XB-GENEPAGE-6042444 XB-GENE-6042445 Xl.72321,Xl.72969 Plch1 269437 - - - - - 378,95 173,36 584,53 3,36 1,75 0,07%

Xl.73291 - - - - - NA NA - - - Xl.73291 - - - - - - - 592,86 271,99 913,74 3,35 1,74 0,03%
Xetrov72037357 kcnj15 100486399 301627158 XM_002942696 NA NA NA XB-GENEPAGE-5794035 XB-GENE-5794036 Xl.29882 Kcnj15 16516 - - - - - 176,35 81,05 271,65 3,32 1,73 1,09%
Xetrov72032607 fabp3 548540 Str.37471 59807593,160774263,77622837,62751506 BC090106,BC155022,CR848259,NM_001015823 fatty acid binding protein 3, muscle and heart (mammary-derived growth inhibitor) Fatty acid-binding protein FABP mdgi|fabp11|o-fabp XB-GENEPAGE-974422 XB-GENE-974423 Xl.29873,Xl.57864 Fabp3 14077 - - - - - 282,45 130,20 434,69 3,32 1,73 0,35%
Xetrov72033938 runx1t1 100491944 Str.58498 301609837 XM_002934415 runt-related transcription factor 1; translocated to, 1 (cyclin D-related) transcriptional regulator MTG8 XB-GENEPAGE-481237 XB-GENE-481238 Xl.24705,Xl.74085 Runx1t1 12395 - - - - - 1243,26 575,19 1911,33 3,32 1,73 0,00%
Xetrov72005982 rnd3 448301 Str.17125 52345747,49523002 NM_001004920,BC075375 Rho family GTPase 3 small GTPase, Rho type XB-GENEPAGE-495411 XB-GENE-495412 Xl.4080,Xl.71567 Rnd3 74194 - - - - - 1019,56 475,46 1563,66 3,28 1,72 0,00%
Xetrov72003776 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 291,11 136,36 445,87 3,25 1,70 0,34%
Xetrov72038031 NA NA NA NA NA NA NA NA NA Xl.54284 NA NA - - - - - 646,11 304,89 987,34 3,23 1,69 0,02%
Xetrov72007445 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 262,06 124,31 399,81 3,20 1,68 0,54%

Xl.62774 - - - - - AGENCOURT_10481466 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6634915 5', mRNA sequence [BU909296] - - - Xl.62774 - - - - - - - 143,69 68,67 218,70 3,15 1,66 4,99%
Xl.80469 - - - - - DC126199 Yamamoto [DC126199] - - - Xl.80469 - - - - - - - 162,46 78,07 246,85 3,13 1,65 2,34%

Xetrov72010923 igf2 100134992 Str.67203 165973357,213625533,161612033,213624225 NM_001113672,BC170812,BC155999,BC170810 insulin-like growth factor 2 (somatomedin A) growth factor IGF-II|insigf|pp9974|igf-2 XB-GENEPAGE-482585 XB-GENE-482586 Xl.47110,Xl.12101,Xl.3363 Igf2 16002 - - - - - 151,34 72,73 229,95 3,13 1,65 3,41%
Xetrov72013724 itpka 100486229 Str.41177 301611758 XM_002935350 NA NA NA XB-GENEPAGE-986592 XB-GENE-986593 ,Xl.59118 Itpka 228550 - - - - - 599,89 289,85 909,92 3,13 1,65 0,05%

Xl.9473 - - - - - AGENCOURT_74344354 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8531709 5', mRNA sequence [EB470013] - - - Xl.9473 - - - - - - - 158,37 76,49 240,25 3,11 1,64 3,27%
Xetrov72008146 plekhg4 779571 Str.25201 197245643,115291933,198282030,112807451 BC168567,BC121901,NM_001134808,CU075407 NA NA NA XB-GENEPAGE-5998209 XB-GENE-5998210 Xl.48346,Xl.53725,Xl.76307 Plekhg4 102075 - - - - - 1948,87 947,26 2950,48 3,11 1,64 0,00%
Xetrov72027478 esr10 100337645 Str.64619 134023956,288562701 BC135807,NM_001172280 NA NA NA XB-GENEPAGE-6492484 XB-GENE-6492485 Xl.9271,Xl.59604 NA NA - - - - - 3798,97 1847,96 5749,98 3,11 1,64 0,00%
Xetrov72007819 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 203,53 98,58 308,48 3,11 1,64 1,49%
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Xetrov72033807 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 310,93 150,99 470,86 3,10 1,63 0,33%
Xetrov72007096 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 138,71 67,11 210,31 3,10 1,63 4,34%
Xetrov72005893 NA NA NA NA NA NA NA NA NA Xl.55480,Xl.71935 NA NA - - - - - 148,76 72,38 225,14 3,08 1,62 3,81%

Xl.71723 - - - - - BJ085740 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL106o15 3', mRNA sequence [BJ085740] - - - Xl.71723 - - Xl.71723 - - - - 437,42 214,81 660,03 3,06 1,61 0,19%
Xl.57478 - - - - - NA NA - - - Xl.57478 - - - - - - - 170,86 83,61 258,10 3,06 1,61 3,92%

Xetrov72001030 meis1 100488182 Str.15540 301604300,301604302 XM_002931746,XM_002931747 Meis homeobox 1 homeodomain transcription factor XMeis1 XB-GENEPAGE-479438 XB-GENE-479439 Xl.607 Meis1 17268 - - - - - 281,39 138,79 423,98 3,04 1,60 1,00%
Xetrov72016632 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 285,42 141,87 428,97 3,01 1,59 1,11%
Xetrov72029261 rasa3 100144662 Str.51124 166797022,301616938 BC159183,XM_002937865 RAS p21 protein activator 3 GTPase activator XB-GENEPAGE-920755 XB-GENE-920756 Xl.48393,Xl.9487 Rasa3 19414 - - - - - 438,72 218,86 658,57 3,00 1,58 0,26%

Xl.48556 - - - - - BP717769 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL437h06ex 3', mRNA sequence [BP717769] - - - Xl.48556 - - - - - - - 288,24 143,69 432,79 3,00 1,58 0,98%
Xl.29730 - - - - - AGENCOURT_11240536 Wellcome [CA982551] - - - Xl.29730 - - - - - - - 295,82 147,53 444,11 3,00 1,58 0,91%

Xetrov72022850 unknown NA NA NA NA NA NA NA NA NA Xl.78414 NA NA - - - - - 329,75 164,99 494,50 2,99 1,58 0,60%
Xetrov72010150 unknown NA NA NA NA NA NA NA NA NA Xl.47079,Xl.52820 NA NA - - - - - 1265,03 635,72 1894,34 2,98 1,57 0,01%
Xetrov72000126 synj2 100216051 Str.28399 213983232,195539814 NM_001142039,BC167930 NA NA NA XB-GENEPAGE-980086 XB-GENE-980087 Xl.73259 Synj2 20975 - - - - - 480,85 241,35 720,34 2,98 1,57 0,19%
Xetrov72029500 tbx2 619588 Str.49462 78042592,73665907,134025349 NM_001035119,DQ124206,BC135209 T-box 2 T-box transcription factor Xltbx2|xtbx2 XB-GENEPAGE-1018114 XB-GENE-1018115 Xl.931,Xl.29890,Xl.50323 Tbx2 21385 - - - - - 215,16 107,91 322,40 2,97 1,57 2,77%
Xetrov72018703 myh6 100216059 Str.31688 195539955,301619361 BC167941,XM_002939016 myosin, heavy chain 6, cardiac muscle, alpha Myosin class II heavy chain muzak|muz|MHC-alpha|MHCalpha XB-GENEPAGE-968717 XB-GENE-968718 Xl.50419,Xl.1097,Xl.3161,Xl.42685,Xl.76374,Xl.85123 Myh6 17888 - - - - - 379,37 190,98 567,77 2,96 1,57 0,44%
Xetrov72019210 kiaa1324 100488479 Str.10951 301620654 XM_002939640 NA NA NA XB-GENEPAGE-6257879 XB-GENE-6257880 NA NA NA - - - - - 1468,94 741,91 2195,98 2,96 1,56 0,01%
Xetrov72023311 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 313,00 158,58 467,41 2,94 1,55 0,92%
Xetrov72014636 six1 100101702 Str.64641 154147582,134023870 NM_001100223,BC135608 SIX homeobox 1 homeodomain transcription factor XSix1 XB-GENEPAGE-480716 XB-GENE-480717 Xl.683,Xl.55974 Six1 20471 - - - - - 315,35 160,05 470,65 2,93 1,55 1,23%
Xetrov72005145 glis2 100492770 301605734 XM_002932461 NA NA NA XB-GENEPAGE-12564474 XB-GENE-12564475 Xl.30097,Xl.21649,Xl.54277 Glis2 83396 - - - - - 210,09 106,57 313,61 2,92 1,55 2,25%
Xetrov72014234 pou3f4 100036711 Str.41167 119850890,148235591 BC127328,NM_001097259 POU class 3 homeobox 4 homeodomain transcription factor brn4|XlPOU2|XlPOU 2|XlPOU-2|POU 2|pou2 XB-GENEPAGE-479666 XB-GENE-479667 Xl.1023,Xl.81580 Pou3f4 18994 - - - - - 491,32 250,52 732,11 2,91 1,54 0,23%
Xetrov72013605 znf238.2 100489646 Str.24663 301622898 XM_002940716 zinc finger protein 238, gene 2 zinc finger, C2H2 type XB-GENEPAGE-1219065 XB-GENE-1219066 Xl.23523,Xl.21295,Xl.69198 NA NA - - Xl.23523 - - 4681,02 2418,63 6943,42 2,87 1,52 0,00%
Xetrov72016027 ston2 100379909 Str.28985 301618004,141796052 XM_002938371,BC136153 NA NA NA XB-GENEPAGE-968413 XB-GENE-968414 Ston2 108800 - - - - - 364,82 188,21 541,42 2,87 1,52 0,68%
Xetrov72024011 cntfr 100135712 Str.61568 165971101,166795936 BC158286,NM_001114251 ciliary neurotrophic factor receptor hematopoeitin/interferon-class cytokine receptor CNTFR-alpha|CNTFR alpha XB-GENEPAGE-923385 XB-GENE-923386 Xl.17571 Cntfr 12804 - - - - - 525,57 271,46 779,68 2,87 1,52 0,22%

Xetrov72b000190 vamp5 100495353 Str.29078 301605945 XM_002932539 NA NA NA XB-GENEPAGE-949724 XB-GENE-949725 Vamp5 53620 - - - Vamp5 - 195,79 101,20 290,39 2,85 1,51 4,38%
Xetrov72033717 NA NA NA NA NA NA NA NA NA Xl.72738 NA NA - - - - - 315,33 163,64 467,02 2,84 1,51 0,82%

Xl.71573 - - - - - bl08c04.w1 Blackshear [AW633477] - - - Xl.71573 - - - - - - - 424,84 220,72 628,96 2,84 1,51 0,55%
Xetrov72021378 gdf3 493288 Str.16175 77623922,56118531,77625801,51512956 CR855767,NM_001007904,CR760322,BC080341 growth differentiation factor 3 tgf-beta related peptide growth factor derriere|derriÃ¨re|vgr2|vgr-2|gdf-3 XB-GENEPAGE-487308 XB-GENE-487309 Xl.457 Gdf3 14562 - - - - - 215,14 111,79 318,49 2,83 1,50 3,72%
Xetrov72017786 rbm38 448763 Str.65021 77622805,55742351,49523026 CR848225,NM_001006915,BC075431 RNA binding motif protein 38 nucleic acid binding rnpc1|XSeb4R XB-GENEPAGE-489544 XB-GENE-489545 Xl.54070,Xl.76943,Xl.77919,Xl.84751 Rbm38 56190 - - - - - 747,05 389,81 1104,29 2,83 1,50 0,12%
Xetrov72042615 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 260,67 135,85 385,50 2,82 1,50 1,93%
Xetrov72034844 cebpd 594973 Str.41102 71896166,62732597,60552035 NM_001030414,CR942782,BC091029 CCAAT/enhancer binding protein (C/EBP), delta basic-leucine zipper (bZIP) transcription factor C/EBP delta XB-GENEPAGE-853587 XB-GENE-853588 Xl.29876,Xl.25857,Xl.81500 NA 12609 - - - - - 1448,41 758,47 2138,35 2,82 1,49 0,01%
Xetrov72001128 foxa2 395063 Str.8107 77623290,213627437,45361698,32442469,56972151,213624183 CR848398,BC171324,NM_204092,AY260736,BC088590,BC170757 forkhead box A2 forkhead domain transcription factor hnf3-beta|hnf3b|hnf3beta XB-GENEPAGE-480475 XB-GENE-480476 Xl.55206,Xl.40286 Foxa2 15376 - - - - - 265,41 139,17 391,65 2,80 1,49 2,76%
Xetrov72027411 hes9.1 733782 Str.4845 183985748,113205947,110645468,77622086 BC166289,NM_001044524,BC118727,CR762135 hairy and enhancer of split 9, gene 1 helix-loop-helix transcription factor esr9 XB-GENEPAGE-5922591 XB-GENE-5922592 Xl.29033,Xl.79351,Xl.81944 NA NA - - - - - 3192,58 1689,36 4695,80 2,78 1,47 0,00%
Xetrov72034877 tgif1 395014 Str.5136 77622915,45361608,40352840 CR848339,NM_204051,BC064716 TGFB-induced factor homeobox 1 homeodomain transcription factor tgif|mgc53347 XB-GENEPAGE-853020 XB-GENE-853021 Xl.13812,Xl.58600,Xl.69557 Tgif1 21815 - - - - - 1863,25 986,00 2740,51 2,78 1,47 0,02%
Xetrov72020122 enc1 100271761 Str.52698 301610692,77622633 XM_002934824,CT030389 ectodermal-neural cortex 1 (with BTB-like domain) Proteins containing BTB/POZ and Kelch domains, involved in regulatory/signal transduction processes ectoderm neural cortex related-3|Encr-3|Xencr-3|enc-1 XB-GENEPAGE-966091 XB-GENE-966092 Xl.76887,Xl.31983,Xl.75705 Enc1 13803 - - - - - 805,38 426,44 1184,33 2,77 1,47 0,17%
Xetrov72015967 frmd6 548781 Str.27415 77683153,77622367 NM_001016027,CR848147 NA NA NA XB-GENEPAGE-977938 XB-GENE-977939 NA Frmd6 319710 - - - - - 282,83 149,57 416,10 2,77 1,47 1,76%
Xetrov72013920 NA NA NA NA NA NA NA NA NA Xl.19042,Xl.78836,Xl.80762,Xl.84798 NA NA - - - - - 251,20 133,57 368,84 2,75 1,46 2,76%
Xetrov72031337 mettl7a 779641 Str.44774 76559474,163915405,110645477,118404049 CT027845,BC157212,BC118737,NM_001078727 NA NA NA XB-GENEPAGE-5802613 XB-GENE-5802614 Xl.20056 NA NA - - - - - 549,34 294,87 803,81 2,72 1,44 0,46%
Xetrov72026566 slc16a12 394932 Str.11148 45361466,77623871,39794440 NM_203979,CR855712,BC064255 NA NA NA XB-GENEPAGE-1012783 XB-GENE-1012784 Xl.21144 Slc16a12 240638 - - - - Slc16a12 401,62 216,00 587,24 2,71 1,44 0,82%
Xetrov72033691 nfe2l3 100038200 Str.27150 301607698,77621036 XM_002933386,CR761617 nuclear factor (erythroid-derived 2)-like 3 basic-leucine zipper (bZIP) transcription factor XB-GENEPAGE-483337 XB-GENE-483338 Nfe2l3 18025 - - - - - 595,58 322,49 868,66 2,69 1,43 0,49%
Xetrov72004413 zeb2 100492834 Str.65448 301614577,301614583,301614581,301614579 XM_002936717,XM_002936720,XM_002936719,XM_002936718 zinc finger E-box binding homeobox 2 homeodomain transcription factor XSip1|smad interaction protein 1|zfhx1b|sip1 XB-GENEPAGE-479557 XB-GENE-479558 Xl.958,Xl.69464 Zeb2 24136 Xl.958 - - - - 6050,48 3281,43 8819,53 2,69 1,43 0,01%
Xetrov72041408 gata5 496852 Str.22679 56789761,58332619 BC088567,NM_001011384 GATA binding protein 5 zinc finger transcription factor GATA-5|xGATA5|xGATA-5|xGATA5b|xGATA-5b|xGATA5a|xGATA-5a XB-GENEPAGE-484905 XB-GENE-484906 Xl.578,Xl.579 Gata5 14464 - - - - - 339,33 183,96 494,70 2,68 1,42 2,92%
Xetrov72006138 hes6.1 100126814 Str.57191 301607603,66794545 XM_002933347,BC096634 hairy and enhancer of split 6, gene 1 helix-loop-helix transcription factor/transcriptional repressor XHes6|Xhes-6 XB-GENEPAGE-1018103 XB-GENE-1018104 Xl.74933,Xl.9030 Hes6 55927 Xl.9030 - - - - 955,18 520,36 1390,00 2,67 1,42 0,18%
Xetrov72016936 nfe2l1 100151700 Str.68033 301617248,183980015,189571713,301617250 XM_002938015,BC161723,BC167640,XM_002938016 nuclear factor (erythroid-derived 2)-like 1 basic-leucine zipper (bZIP) transcription factor XB-GENEPAGE-481362 XB-GENE-481363 Xl.56499 Nfe2l1 18023 - - - Nfe2l1 - 1632,99 896,41 2369,57 2,64 1,40 0,05%
Xetrov72026837 mxi1 493491 Str.6117 56118595,77624086,51703763 NM_001008128,CR942348,BC081336 max interactor 1 transcription factor mxi|xmxi1 XB-GENEPAGE-493085 XB-GENE-493086 Xl.50498 Mxi1 17859 - - - - - 1707,19 938,09 2476,28 2,64 1,40 0,05%
Xetrov72021893 NA NA NA NA NA NA NA NA NA Xl.69224,Xl.75546 NA NA - - - - - 308,26 169,80 446,72 2,62 1,39 2,93%
Xetrov72010166 foxd3 496851 Str.11302 58332617,77625881,56788858 NM_001011383,CR760163,BC088566 forkhead box D3 forkhead domain transcription factor XFD-6|xfoxd3 XB-GENEPAGE-487288 XB-GENE-487289 Xl.525,Xl.523 Foxd3 15221 - - - - - 917,23 506,35 1328,12 2,62 1,39 0,13%

Xl.77031 - - - - - NA NA - - - Xl.77031 - - - - - - - 599,52 330,88 868,17 2,62 1,39 0,59%
Xetrov72009126 NA NA NA NA NA NA NA NA NA Xl.75319 NA NA - - - - - 523,34 289,60 757,07 2,61 1,38 0,72%
Xetrov72030073 traf4 448646 Str.56261 49899983,52346053,195540184,77623919 BC076992,NM_001005074,BC168067,CR855764 TNF receptor-associated factor 4 zinc finger, TRAF type traf-4|cart1|mln62|rnf83 XB-GENEPAGE-990353 XB-GENE-990354 Xl.2466,Xl.9983 Traf4 22032 - - - - - 2738,03 1523,97 3952,08 2,59 1,37 0,03%
Xetrov72025846 scnn1a 395013 Str.4827 77622426,56788819,308238174,40352842 CT025499,BC088500,NM_001197195,BC064718 NA NA NA XB-GENEPAGE-996082 XB-GENE-996083 Xl.2464 Scnn1a 20276 - - - - - 896,48 502,00 1290,96 2,57 1,36 0,46%
Xetrov72001308 atp6v1c2 100485790 301621656 XM_002940121 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 Vacuolar H+-ATPase V1 sector, subunit C XB-GENEPAGE-962057 XB-GENE-962058 Xl.8929 Atp6v1c2 68775 - - - - - 308,40 172,64 444,16 2,56 1,36 3,63%
Xetrov72031494 id3 549025 Str.8882 213627056,213624107,77620817,77682146 BC170656,BC170654,CR761665,NM_001016271 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein transcriptional regulator xid3|heir-1|xidia XB-GENEPAGE-495260 XB-GENE-495261 Xl.8060,Xl.70245,Xl.57162,Xl.57171,Xl.76216,Xl.79950,Xl.82205,Xl.84845 Id3 15903 - - - - - 12858,27 7218,90 18497,64 2,56 1,36 0,03%
Xetrov72033616 snrk 100170575 Str.53028 189441823,77622659,194332668 BC167632,CT030415,NM_001130352 NA NA NA XB-GENEPAGE-1005803 XB-GENE-1005804 ,Xl.52150 Snrk 20623 Xl.52150 - - - - 387,67 217,87 557,48 2,55 1,35 1,83%
Xetrov72008574 unknown NA NA NA NA NA NA NA NA NA Xl.61466,Xl.73298 NA NA - - - - - 383,20 215,53 550,87 2,55 1,35 2,27%
Xetrov72010288 rassf1 100497994 Str.21990 301612334 XM_002935634 Ras association (RalGDS/AF-6) domain family member 1 Ras GTPase effector XB-GENEPAGE-494690 XB-GENE-494691 Xl.22014,Xl.75494 Rassf1 56289 - - - - - 483,76 275,50 692,03 2,51 1,33 2,28%
Xetrov72009829 lsp1 496868 Str.5536 56788874,301619113 BC088598,XM_002938897 lymphocyte-specific protein 1 7 transmembrane receptor XB-GENEPAGE-490854 XB-GENE-490855 Xl.73825,Xl.19844,Xl.85350,Xl.85353 Lsp1 16985 - - - - - 803,92 464,13 1143,71 2,46 1,30 0,84%
Xetrov72000010 dst 100496778 Str.70579 301610715 XM_002934858 NA NA NA XB-GENEPAGE-1002425 XB-GENE-1002426 Xl.5070,Xl.32411,Xl.78349,Xl.84432 Dst 13518 - - - - - 701,19 405,19 997,19 2,46 1,30 0,98%
Xetrov72022541 reep5 496723 Str.6213 77621581,58332239,56789403 CR761929,NM_001011272,BC087981 NA NA NA XB-GENEPAGE-944533 XB-GENE-944534 Xl.8593,Xl.46807 Reep5 13476 - - - - - 792,19 458,33 1126,04 2,45 1,29 1,00%
Xetrov72019165 otud4 780053 Str.53069 118404761,114108237 NM_001079130,BC122971 NA NA NA XB-GENEPAGE-5900160 XB-GENE-5900161 Xl.50458,Xl.53383,Xl.79241,Xl.80805 Otud4 73945 - - - - - 2495,92 1445,69 3546,14 2,45 1,29 0,10%
Xetrov72039897 stc1 100497934 301606000 XM_002932554 NA NA NA XB-GENEPAGE-949748 XB-GENE-949749 Xl.49598,Xl.71297 Stc1 20855 - - - - - 1525,16 888,63 2161,69 2,43 1,28 0,51%
Xetrov72010573 hmox1 100488303 Str.65451 301610458 XM_002934720 NA NA NA XB-GENEPAGE-1002242 XB-GENE-1002243 Xl.70635,Xl.1849,Xl.81533 Hmox1 15368 - - - - - 1692,55 986,72 2398,38 2,43 1,28 0,15%
Xetrov72026741 unknown NA NA NA NA NA NA NA NA NA Xl.41528,Xl.58307 NA NA - - - - - 775,70 452,07 1099,33 2,43 1,28 0,94%
Xetrov72018574 fat1 100489070 Str.68780 301623206,301623208 XM_002940865,XM_002940866 FAT tumor suppressor homolog 1 cadherin/protocadherin superfamily, cell adhesion/signal transduction me5|cdhf7 XB-GENEPAGE-920278 XB-GENE-920279 Xl.9028,Xl.76709 Fat1 14107 - - - - - 2714,99 1587,00 3842,98 2,42 1,28 0,10%
Xetrov72012443 notch1 100037842 Str.59603 124481569,148236850,76559587 BC133053,NM_001097288,CT027958 notch 1 signal transduction, receptor for delta class ligands notch-1|xnotch|xotch|notch|xnotch1 XB-GENEPAGE-479317 XB-GENE-479318 Xl.1057,Xl.67325 Notch1 18128 - - - - - 5838,23 3420,00 8256,46 2,41 1,27 0,05%
Xetrov72023977 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 430,25 252,31 608,20 2,40 1,27 3,38%
Xetrov72040428 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 2053,95 1207,10 2900,81 2,40 1,26 0,18%
Xetrov72033926 galnt4 780162 Str.52772 134085326,134026083,115313485 NM_001079237,BC135911,BC124051 NA NA NA XB-GENEPAGE-5803662 XB-GENE-5803663 Xl.25699 Galnt4 14426 - - - - - 919,71 549,56 1289,86 2,34 1,23 1,00%

Xl.75284 - - - - - AGENCOURT_13333095 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6878975 3', mRNA sequence [CB561167] - - - Xl.75284 - - - - - - - 974,37 584,83 1363,90 2,33 1,22 0,97%
Xetrov72019982 sh3rf1 548727 Str.27562 197246923,77622955,213625630,77681625,189441595 BC169143,CR848380,BC171011,NM_001015973,BC167346 NA NA NA XB-GENEPAGE-950804 XB-GENE-950805 Xl.15621,Xl.79859 Sh3rf1 59009 - - - - Sh3rf1 482,08 289,46 674,69 2,33 1,22 4,42%
Xetrov72000950 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 1064,05 639,85 1488,24 2,32 1,22 1,69%
Xetrov72020643 rasgef1b 549667 Str.27386 169642588,77681440,77622909 BC160385,NM_001016913,CR848333 NA NA NA XB-GENEPAGE-1015759 XB-GENE-1015760 Xl.43701 Rasgef1b 320292 - - - - - 527,28 316,91 737,65 2,32 1,22 3,38%
Xetrov72034304 myc 395024 Str.1141 40675346,45361628,77627488 BC064880,NM_204059,CR761143 NA NA NA XB-GENEPAGE-6052813 XB-GENE-6052814 Xl.826,Xl.1155 Myc 17869 - - - - - 895,66 539,48 1251,83 2,32 1,21 2,13%
Xetrov72038460 tacc1 100380048 Str.55482 77622521,301606407 CT030277,XM_002932784 NA NA NA XB-GENEPAGE-982229 XB-GENE-982230 ,Xl.12790 Tacc1 320165 - - - - Tacc1 523,16 315,15 731,16 2,32 1,21 4,34%
Xetrov72019163 sh3d19 100486995 Str.25995 301607919 XM_002933498 NA NA NA XB-GENEPAGE-976722 XB-GENE-976723 Xl.48451,Xl.74396,Xl.79794 Sh3d19 27059 - - - - - 1192,57 720,66 1664,48 2,31 1,21 0,80%
Xetrov72011264 NA NA NA NA NA NA NA NA NA Xl.81611 NA NA - - - - - 893,88 540,77 1246,98 2,30 1,20 1,29%
Xetrov72011214 mdk 394671 Str.2411 38174025,45360800 BC061275,NM_203743 midkine (neurite growth-promoting factor 2) growth factor midkine|negf2|PTF-alpha-1|PTF-alpha-2 XB-GENEPAGE-488501 XB-GENE-488502 Xl.897,Xl.899,Xl.81947,Xl.82705 Mdk 17242 - - - - - 1850,63 1123,17 2578,08 2,29 1,20 0,56%
Xetrov72012971 dact1 493325 Str.3375 51513237,51967892,56118489 BC080457,CR761983,NM_001007949 dapper, antagonist of beta-catenin antagonist of beta-catenin and c-jun N-terminal kinase signaling dapper 1|Dapper|XDpr|frodo|dapper1|dpr|dpr1|hdpr1|thyex3 XB-GENEPAGE-478638 XB-GENE-478639 Xl.7602,Xl.19185 Dact1 59036 - - - - - 3787,31 2303,92 5270,71 2,29 1,19 0,28%
Xetrov72012641 plekhg3 100497371 Str.69486 301606522 XM_002932838 NA NA NA XB-GENEPAGE-6468931 XB-GENE-6468932 Xl.70629 Plekhg3 263406 - - - - - 6172,66 3768,90 8576,41 2,28 1,19 0,19%

Xl.59525 - - - - - NA NA - - - Xl.59525 - - - - - - - 1031,13 633,10 1429,15 2,26 1,17 2,48%
Xetrov72018883 pitpnm2 100216221 Str.38493 197245639,213983000 BC168561,NM_001142189 phosphatidylinositol transfer protein, membrane-associated 2 Phosphatidylinositol transfer protein XB-GENEPAGE-1011953 XB-GENE-1011954 Pitpnm2 19679 - - - - Pitpnm2 871,70 538,43 1204,97 2,24 1,16 1,67%
Xetrov72033670 fzd6 100490861 Str.79304 353523851,301603852 NM_001251880,XM_002931536 frizzled family receptor 6 transmembrane receptor in the wnt signaling pathway Xfrz6|frizzled6|frz6|frizzled 6|frizzled-6|fz6 XB-GENEPAGE-478812 XB-GENE-478813 Xl.49525,Xl.73117 Fzd6 14368 - - - - - 788,04 490,70 1085,39 2,21 1,14 2,75%
Xetrov72037788 lamb1 100495516 Str.65152 301607116 XM_002933094 NA NA NA XB-GENEPAGE-1011013 XB-GENE-1011014 Xl.80081,Xl.6592 Lamb1 16777 - - - - - 734,96 458,26 1011,65 2,20 1,14 3,59%

Xl.15331 nrarp - - - - NOTCH-regulated ankyrin repeat protein Xenopus laevis NOTCH-regulated ankyrin repeat protein (nrarp), mRNA [NM_001094984] - - - Xl.15331 - - - - - - - 4966,45 3106,72 6826,18 2,20 1,14 0,43%
Xetrov72008119 plxnb1 100498269 Str.77475 301618041 XM_002938392 plexin B1 functional semaphorin receptor XB-GENEPAGE-856605 XB-GENE-856606 Xl.72590 Plxnb1 235611 - - - - - 1385,23 868,01 1902,44 2,19 1,13 1,37%
Xetrov72023131 g0s2 100380189 Str.76684 159155293,195539704,301607982 BC154847,BC168137,XM_002933505 NA NA NA XB-GENEPAGE-983484 XB-GENE-983485 Xl.9175 G0s2 14373 - - - - G0s2 722,90 454,07 991,73 2,18 1,13 4,20%

Xl.21693 - - - - - AGENCOURT_14146304 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6947740 5', mRNA sequence [CD254132] - - - Xl.21693 - - - - - - - 738,06 464,93 1011,19 2,17 1,12 3,94%
Xetrov72000677 flrt3 100144692 Str.51730 169642611,183986666 BC160452,NM_001123450 fibronectin leucine rich transmembrane protein 3 receptor signaling xflrt3 XB-GENEPAGE-490900 XB-GENE-490901 Xl.76876,Xl.12361,Xl.29532 Flrt3 71436 - - - - - 1532,08 965,79 2098,36 2,17 1,12 1,85%
Xetrov72021929 mlec 100196926 Str.50642 77622567,301605022 CT030323,XM_002932080 malectin serine/threonine kinase malectin XB-GENEPAGE-5734784 XB-GENE-5734785 Xl.32533,Xl.2971 Mlec 109154 - - - - - 817,98 516,72 1119,23 2,16 1,11 3,52%
Xetrov72038195 prickle1 549693 Str.1773 62732386,195539945,71043661 CR761986,BC167911,NM_001016939 prickle homolog 1 nuclear receptor, may be a negative regulator of the Wnt/beta-catenin signaling pathway [Entrez] prickle|XPk XB-GENEPAGE-486940 XB-GENE-486941 Xl.7556,Xl.12111 Prickle1 106042 - - Xl.7556 - - 12663,53 8021,55 17305,51 2,16 1,11 0,55%
Xetrov72000005 syne1 100145637 Str.55598 170284818,187607769 BC161402,NM_001127037 NA NA NA XB-GENEPAGE-5956641 XB-GENE-5956642 Xl.14119 Syne1 64009 - - - - - 645,80 409,98 881,61 2,15 1,10 4,84%
Xetrov72037706 notch3 100494244 Str.75991 301624476 XM_002941485 NA NA NA XB-GENEPAGE-6450007 XB-GENE-6450008 ,Xl.44893 Notch3 18131 - - - - - 1165,75 742,50 1589,00 2,14 1,10 2,29%
Xetrov72019367 ror2 548551 Str.20011 58475895,62751880 BC090120,NM_001015834 receptor tyrosine kinase-like orphan receptor 2 kinase Xror2 XB-GENEPAGE-491497 XB-GENE-491498 Xl.79325,Xl.54821,Xl.82357 Ror2 26564 - - - - - 3719,83 2370,58 5069,08 2,14 1,10 0,67%
Xetrov72000955 slc2a2 496943 Str.10072 56970615,58332755,77623072 BC088553,NM_001011453,CT030568 solute carrier family 2 (facilitated glucose transporter), member 2 glucose permease glut2 XB-GENEPAGE-486461 XB-GENE-486462 Xl.29338 Slc2a2 20526 - - - - - 1323,06 843,03 1803,09 2,14 1,10 1,72%

Xl.4906 - - - - - BP690232 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL460o05ex 5', mRNA sequence [BP690232] - - - Xl.4906 - - - - - - - 2497,81 1593,28 3402,35 2,13 1,09 0,92%
Xetrov72004220 kalrn 548783 Str.20242 77683151,213624554,213624279,77622353 NM_001016029,BC171263,BC170882,CR848132 NA NA NA XB-GENEPAGE-1014005 XB-GENE-1014006 Xl.8437 Kalrn 545156 - - - - - 1293,55 827,59 1759,52 2,12 1,09 2,49%
Xetrov72030827 efnb2 100101723 Str.64627 134023934,154147729 BC135636,NM_001100239 ephrin-B2 ligand for Eph receptor tyrosine kinase ephrin B2|ephrinB2 XB-GENEPAGE-488605 XB-GENE-488606 Xl.84205,Xl.78963,Xl.57176,Xl.84125 Efnb2 13642 - - - - - 4327,76 2798,12 5857,40 2,09 1,07 1,07%
Xetrov72012384 zswim4 100497232 Str.54332 301623510,301623514,301623512,77621500 XM_002941011,XM_002941013,XM_002941012,CR761844 zinc finger, SWIM-type containing 4 Uncharacterized conserved protein XB-GENEPAGE-969526 XB-GENE-969527 Xl.53635 Zswim4 212168 - - - Zswim4 - 5258,39 3428,93 7087,85 2,07 1,05 0,73%
Xetrov72019717 pik3r1 100486835 Str.69339 301609350 XM_002934186 NA NA NA XB-GENEPAGE-6067220 XB-GENE-6067221 Xl.19583,Xl.17384 Pik3r1 18708 - - - - - 1918,97 1258,81 2579,13 2,05 1,03 2,20%
Xetrov72034232 vim 496727 Str.43578 206597415,134025380,56789059,197245779 NM_001134803,BC135297,BC087987,BC168783 vimentin intermediate filament vimentin XB-GENEPAGE-493023 XB-GENE-493024 Xl.127,Xl.128 Vim 22352 - - - - - 1977,94 1299,30 2656,58 2,04 1,03 2,50%
Xetrov72030640 tmem198 448513 Str.5257 349501048,49899714 NM_001005013,BC076677 NA NA NA XB-GENEPAGE-5751425 XB-GENE-5751426 Xl.48980 Tmem198 319998 - - - - - 1268,51 838,93 1698,09 2,02 1,02 4,20%
Xetrov72026732 hes4 394465 Str.6018 45360926,37590941,77625988 NM_203539,BC059761,CR760275 hairy and enhancer of split 4 helix-loop-helix transcription factor/transcriptional repressor Xhairy2b|hairy2b|hairy2|Xhairy2|XHairy2a|hes4a|hes4b|hairy2a XB-GENEPAGE-487829 XB-GENE-487830 Xl.1764,Xl.25977,Xl.83260 NA NA - - - - - 9073,02 6029,74 12116,30 2,01 1,01 1,98%
Xetrov72008293 kiaa0182 100379977 Str.5574 301613307,117558110 XM_002936097,BC125792 NA NA NA XB-GENEPAGE-5880739 XB-GENE-5880740 Xl.78028,Xl.1433,Xl.78276 NA NA - - - - - 1607,48 1068,93 2146,03 2,01 1,00 3,50%
Xetrov72013144 acsl4 100494759 301618864 XM_002938790 NA NA NA XB-GENEPAGE-5966956 XB-GENE-5966957 Xl.55688,Xl.72277,Xl.78786,Xl.79068 Acsl4 50790 - - - - - 1521,65 1013,98 2029,31 2,00 1,00 4,01%
Xetrov72026460 ventx2.2 100494704 301615439 XM_002937132 VENT homeobox 2, gene 2 homeodomain transcription factor xvent2|xvent-2|vent-2|vent2 XB-GENEPAGE-920514 XB-GENE-920515 Xl.37 NA NA - - - - - 6221,71 8399,09 4044,34 0,48 -1,05 0,37%
Xetrov72026459 ventx2.1 394456 Str.4932 28200476,45360942,77622850,77620897 AY187016,NM_203531,CR848273,CR761473 VENT homeobox 2, gene 1 homeodomain transcription factor xom XB-GENEPAGE-919663 XB-GENE-919664 Xl.699,Xl.366,Xl.82907,Xl.85855 NA NA - - - - - 6393,05 8641,99 4144,11 0,48 -1,06 0,33%
Xetrov72009945 klf17 734094 Str.51121 113931563,77624383 NM_001045768,CR942695 Kruppel-like factor 17 zinc finger, C2H2 type neptune|znf393|zfp393 XB-GENEPAGE-939940 XB-GENE-939941 Xl.2206 Klf17 75753 - - - - - 23109,70 31250,31 14969,09 0,48 -1,06 0,77%
Xetrov72020971 arrdc3 549597 Str.3902 134025340,77623211,77681635 BC135147,CR855460,NM_001016843 NA NA NA XB-GENEPAGE-5732340 XB-GENE-5732341 Xl.25985,Xl.34657,Xl.79188 Arrdc3 105171 - - - - - 1177,08 1598,38 755,79 0,47 -1,08 1,02%
Xetrov72013833 zic3 448197 Str.10234 54020893,49522071 NM_001005691,BC075118 Zic family member 3 zinc finger, C2H2 type Zinc finger protein of the cerebellum 3|xzic3 XB-GENEPAGE-480430 XB-GENE-480431 Xl.7969,Xl.79856 Zic3 22773 - - - - - 2614,22 3559,06 1669,38 0,47 -1,09 0,33%
Xetrov72006227 NA NA NA NA NA NA NA NA NA Xl.57272 NA NA - - - - - 1812,79 2476,30 1149,28 0,46 -1,11 0,57%
Xetrov72031288 cdx2 394817 Str.122 45361262,77623596,38648966,16118861 NM_203878,CR926168,BC063344,AF417197 caudal type homeobox 2 homeodomain transcription factor cdx3-like XB-GENEPAGE-483305 XB-GENE-483306 Xl.1803,Xl.78557,Xl.802 Cdx2 12591 - - - - - 1286,12 1757,45 814,78 0,46 -1,11 0,56%
Xetrov72027928 march8 448095 Str.8463 52345565,77625819,49250373 NM_001004831,CR760341,BC074623 NA NA NA XB-GENEPAGE-944303 XB-GENE-944304 Xl.50492 March8 71779 - - - - - 1406,00 1924,29 887,71 0,46 -1,12 0,60%
Xetrov72027182 socs3 448204 Str.24506 54020901,49522563 NM_001005696,BC075262 suppressor of cytokine signaling 3 intracellular signaling xsocs3|cis3|ssi3|atod4|cish3|ssi-3|socs-3 XB-GENEPAGE-488198 XB-GENE-488199 Xl.2213,Xl.26512 Socs3 12702 - - - - - 4256,87 5836,40 2677,34 0,46 -1,12 0,05%
Xetrov72034739 junb 733713 Str.11770 77625876,113205821 CR760158,NM_001044490 jun B proto-oncogene transcriptional activator XB-GENEPAGE-945863 XB-GENE-945864 Xl.16457,Xl.52744 Junb 16477 - - - - - 651,35 896,05 406,65 0,45 -1,14 1,52%
Xetrov72024818 c15orf39 100496636 Str.85307 301619066 XM_002938882 NA NA NA XB-GENEPAGE-6468985 XB-GENE-6468986 Xl.32370,Xl.79582 NA NA - - - - - 3418,76 4802,60 2034,91 0,42 -1,24 0,03%
Xetrov72009377 rpe65 100145692 Str.53533 171846792,110289783,187607393 BC161457,CU025093,NM_001127066 NA NA NA XB-GENEPAGE-968699 XB-GENE-968700 Xl.48890,Xl.16557 Rpe65 19892 - - - - - 365,63 514,63 216,63 0,42 -1,24 3,40%
Xetrov72000937 klf11 733909 Str.6240 77622626,111305498,118601163,166796121,77624075 CT030382,BC121242,NM_001079569,BC158923,CR942337 Kruppel-like factor 11 zinc finger, C2H2 type XB-GENEPAGE-956857 XB-GENE-956858 Xl.16840,Xl.23661 Klf11 194655 - - - - - 695,70 984,92 406,49 0,41 -1,27 0,39%
Xetrov72022548 tdgf1 779849 Str.6258 118404163,77621276,163916002,111306178 NM_001078927,CR760084,BC157155,BC121594 teratocarcinoma-derived growth factor 1 EGF-like growth factor cripto|xcr1|cr1|Cripto-1|frl1|frl-1 XB-GENEPAGE-482447 XB-GENE-482448 Xl.1289,Xl.51300 Tdgf1 21667 - - - - - 1023,63 1457,88 589,37 0,40 -1,31 0,10%
Xetrov72021238 foxi4.2 394878 Str.16160 165970518,45361374,39795837,77621373 BC158378,NM_203934,BC064241,CR761756 forkhead box I4, gene 2 forkhead domain transcription factor XFD2' XB-GENEPAGE-487657 XB-GENE-487658 Xl.5369,Xl.34912 NA NA - - - - - 3874,62 5523,05 2226,19 0,40 -1,31 0,01%
Xetrov72021167 foxi4.1 549541 Str.27482 77623837,77681395 CR855676,NM_001016787 forkhead box I4, gene 1 forkhead domain transcription factor foxI1c|xfd-10 XB-GENEPAGE-5996106 XB-GENE-5996107 Xl.43219 NA NA - - - - - 521,33 749,42 293,24 0,39 -1,35 0,55%
Xetrov72026749 ventx1.1 100101668 Str.43047 166795942,112807947,165970527 NM_001114235,CU075716,BC158394 VENT homeobox 1, gene 1 homeodomain transcription factor posterior-ventral 1|PV.1 XB-GENEPAGE-920500 XB-GENE-920501 Xl.1420,Xl.85555,Xl.79762 NA NA - - - - - 567,10 817,54 316,65 0,39 -1,37 0,44%
Xetrov72030691 p2ry2 394636 Str.1716 45360730,38174095,115530863 NM_203708,BC061378,CR942418 NA NA NA XB-GENEPAGE-1005096 XB-GENE-1005097 NA P2ry2 18442 - - - - P2ry2 775,53 1121,06 429,99 0,38 -1,38 0,11%
Xetrov72016756 sall4 407860 Str.21608 47825350,45501094,77621980 NM_001001458,BC067314,CT025472 sal-like 4 zinc finger transcription factor drrs|znf797 XB-GENEPAGE-485251 XB-GENE-485252 Xl.77515,Xl.34542,Xl.68474,Xl.82346,Xl.85552,Xl.914 Sall4 99377 - - - - - 4046,02 5903,33 2188,72 0,37 -1,43 0,00%

Xl.10084 - - - - - NA NA - - - Xl.10084 - - - - - - - 260,07 380,62 139,53 0,37 -1,44 1,53%
Xetrov72014198 fos 548954 Str.20514 116063499,77623544,77681540 BC123032,CR926345,NM_001016200 FBJ murine osteosarcoma viral oncogene homolog basic-leucine zipper (bZIP) transcription factor c-fos|xfos XB-GENEPAGE-866810 XB-GENE-866811 Xl.10283,Xl.65736 Fos 14281 - - - - - 1406,64 2058,57 754,72 0,37 -1,45 0,00%
Xetrov72014590 gsc 549458 Str.10803 213624233,213627156,77625856,77682033,160774167 BC170819,BC170823,CR760138,NM_001016704,BC155019 goosecoid homeobox homeodomain transcription factor goosecoid|Xgsc XB-GENEPAGE-486770 XB-GENE-486771 Xl.797,Xl.801 Gsc 14836 - - - - - 315,26 462,41 168,10 0,36 -1,45 0,49%
Xetrov72042259 hes7.1 733997 Str.1458 113931431,77626984 NM_001045701,CR760960 hairy and enhancer of split 7, gene 1 helix-loop-helix transcription factor/transcriptional repressor XHR1|HES-related 1 XB-GENEPAGE-876464 XB-GENE-876465 Xl.12126,Xl.79113 Hes7 84653 - - - - - 823,12 1214,04 432,19 0,36 -1,49 0,02%
Xetrov72039949 neurog1 100144651 Str.22203 183986610,166796567 NM_001123423,BC158924 neurogenin 1 basic helix-loop-helix transcription factor neurogenin-1|ngn|neurogenin|neurogenin1|neurod3|ngn1|neurogenin 1 XB-GENEPAGE-491451 XB-GENE-491452 Xl.69828,Xl.69991 Neurog1 18014 - - - - - 183,82 272,59 95,05 0,35 -1,51 1,77%
Xetrov72026836 ventx1.2 394455 Str.47850 45360948,77622295,28200478,197246642 NM_203530,CR762353,AY187017,BC168413 VENT homeobox 1, gene 2 homeodomain transcription factor Xvent-1|vent-1|vent1 XB-GENEPAGE-920867 XB-GENE-920868 Xl.51158,Xl.77859 NA NA - - - - - 828,94 1241,54 416,34 0,34 -1,57 0,01%

Xl.69548 - - - - - NA NA - - - Xl.69548 - - - - - - - 366,34 549,11 183,57 0,34 -1,58 0,16%
Xetrov72011734 gata2 100487142 Str.43172 301607038,301607040,301607036 XM_002933065,XM_002933066,XM_002933064 GATA binding protein 2 zinc finger transcription factor GATA-2|xGATA-2|xgata2 XB-GENEPAGE-478164 XB-GENE-478165 Xl.792,Xl.34841,Xl.58336,Xl.77111 Gata2 14461 - - - - - 278,75 419,11 138,39 0,33 -1,59 0,34%
Xetrov72031234 hoxc12 100487557 301614389 XM_002936647 homeobox C12 homeodomain transcription factor xhoxc12 XB-GENEPAGE-853676 XB-GENE-853677 Xl.12090 Hoxc12 15421 - - - - - 96,65 146,99 46,30 0,32 -1,65 4,65%
Xetrov72042151 NA NA NA NA NA NA NA NA NA NA NA NA - - - - - 338,36 514,54 162,17 0,32 -1,66 0,11%
Xetrov72012032 pax6 448447 Str.20625 49522631,55742271 BC075551,NM_001006762 paired box 6 paired box transcription factor with homeodomain, involved in eye development pax-6|XLPAX6|xpax6|an2|mgda|wagr XB-GENEPAGE-484087 XB-GENE-484088 Xl.85439,Xl.647 Pax6 18508 - - - - - 171,46 262,89 80,03 0,31 -1,70 0,54%
Xetrov72025842 cyp26a1 548901 Str.64692 77683146,77621620,213626359,189442164 NM_001016147,CR761993,BC171087,BC167271 cytochrome P450, family 26, subfamily A, polypeptide 1 retinoic acid hydroxylase cyp26|xCYP26|XCYP26A1 XB-GENEPAGE-855582 XB-GENE-855583 Xl.50113,Xl.456 Cyp26a1 13082 - - - - - 1697,12 2614,94 779,30 0,30 -1,75 0,00%
Xetrov72010022 foxa4 394535 Str.6030 38174737,45360530,51968099 BC061392,NM_203607,CR762190 forkhead box A4 forkhead domain transcription factor FoxA4a|xfkh1|pintallavis|XFD-1 XB-GENEPAGE-486454 XB-GENE-486455 Xl.441,Xl.1082 NA NA - - - - - 729,84 1131,53 328,15 0,29 -1,78 0,00%
Xetrov72030725 lpar6 100144921 Str.37794 301611242,165970871 XM_002935103,BC158163 NA NA NA XB-GENEPAGE-6258437 XB-GENE-6258438 Xl.19933,Xl.52845,Xl.80689 Lpar6 67168 - - - - - 863,11 1349,09 377,14 0,28 -1,84 0,00%
Xetrov72001363 lefty 100170470 Str.57186 189442002,194332826,110289695 BC167366,NM_001130253,CU025005 left-right determination factor XATV|leftb|leftyb|Xlefty|lefty-1|antivin|atv XB-GENEPAGE-6258962 XB-GENE-6258963 Xl.1044,Xl.708 NA NA - - - - - 403,60 639,08 168,11 0,26 -1,92 0,00%
Xetrov72014511 otx2 548931 Str.10021 134025766,77682001,77621516 BC135884,NM_001016177,CR761863 orthodenticle homeobox 2 homeodomain transcription factor otx-2|Xotx2|Xotx-2 XB-GENEPAGE-485219 XB-GENE-485220 Xl.47281,Xl.3004,Xl.78995,Xl.82898 Otx2 18424 - - - - - 2139,10 3394,34 883,86 0,26 -1,94 0,00%
Xetrov72005686 foxb1 100125219 Str.52842 112807690,166796518,167560886 CT030111,BC159040,NM_001114498 forkhead box B1 forkhead domain transcription factor fkh-5|xfkh-5|fkh5 XB-GENEPAGE-1018254 XB-GENE-1018255 Xl.403,Xl.68484 Foxb1 64290 - - - - - 172,77 284,33 61,20 0,22 -2,20 0,01%
Xetrov72031029 cxorf21 100490948 Str.33374 301616533 XM_002937665 NA NA NA XB-GENEPAGE-967917 XB-GENE-967918 NA NA NA - - - - - 63,52 105,02 22,03 0,22 -2,20 0,75%
Xetrov72017783 nog 493191 Str.85046 284813511,50982265 NM_001171898,AY672091 noggin extracellular BMP antagonist noggin-1|nog1|noggin|noggin 1|nog-A XB-GENEPAGE-487723 XB-GENE-487724 Xl.834 Nog 18121 - - - - - 150,57 249,43 51,71 0,21 -2,25 0,02%
Xetrov72014609 crx 548775 Str.2944 170284808,213625610,54648561,213624360,77622387,77683199 BC161339,BC170967,BC085002,BC170992,CR848167,NM_001016021 cone-rod homeobox homeodomain transcription factor Xotx5b|Xotx5|otx5|otx5b XB-GENEPAGE-478451 XB-GENE-478452 Xl.511,Xl.42160 Crx 12951 - - - - - 352,06 594,93 109,18 0,18 -2,44 0,00%


