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Xetrov72000004 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,47 NA NA -0,68
Xetrov72000005 syne1 100145637 Str.55598 170284818,187607769 BC161402,NM_001127037 NA NA NA XB-GENEPAGE-5956641 XB-GENE-5956642 Xl.14119 Syne1 64009 0 0 0 0 0 0 0 0 1 0 0 0,91 0,34 -0,9 1,1 0,62 -0,84
Xetrov72000010 dst 100496778 Str.70579 301610715 XM_002934858 NA NA NA XB-GENEPAGE-1002425 XB-GENE-1002426 Xl.5070,Xl.32411,Xl.78349,Xl.84432 Dst 13518 0 0 0 0 0 0 0 1 1 0 1 0,61 0,92 3,48 1,3 1,04 1,51
Xetrov72000014 dnah14 100036695 Str.54933 301620896,301620900,118764270,301620898 XM_002939757,XM_002939758,BC128645,XM_002939752 NA NA NA XB-GENEPAGE-5960868 XB-GENE-5960869 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,1 NA NA -0,71
Xetrov72000015 lyst 779601 Str.35636 159155160,116487914,301612747 BC154671,BC125748,XM_002935831 NA NA NA XB-GENEPAGE-1012149 XB-GENE-1012150 Lyst 17101 0 0 0 0 0 0 0 -1 0 0 0 -0,52 -0,12 -1,47 -0,26 -0,11 -0,21
Xetrov72000049 akap12 100127584 Str.54334 157422831,301609921,77621418 BC153356,XM_002934453,CR761807 NA NA NA XB-GENEPAGE-6459604 XB-GENE-6459605 Xl.3468,Xl.13895 Akap12 83397 0 0 0 0 0 0 0 1 0 0 0 -0,81 0,12 3,88 -0,47 0,06 0,87
Xetrov72000052 sptbn1 100145120 Str.75803 166796574,187607651 BC158933,NM_001126631 NA NA NA XB-GENEPAGE-989147 XB-GENE-989148 Xl.71205,Xl.76362 NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,97 0,03 2,06 -0,21 -0,09 1,48
Xetrov72000063 eml6 100498213 Str.35013 301614994 XM_002936920 NA NA NA XB-GENEPAGE-6039540 XB-GENE-6039541 Xl.55929 Eml6 237711 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,91 NA NA -0,92
Xetrov72000077 greb1 100379724 Str.57608 301626087,77621809 XM_002942184,CT025293 NA NA NA XB-GENEPAGE-970018 XB-GENE-970019 Xl.57589,Xl.85801 Greb1 268527 0 0 0 0 0 0 0 0 1 0 0 1,4 NA 0,3 4,54 NA 0
Xetrov72000105 ninl 100124705 Str.47407 156717237,134025601 NM_001102691,BC135980 NA NA NA XB-GENEPAGE-990138 XB-GENE-990139 Xl.45325 Ninl 78177 0 0 0 0 0 0 0 1 0 0 0 -0,34 -0,2 1,53 -0,26 -0,22 0,34
Xetrov72000111 cdc42bpa 100497067 Str.39757 301618994 XM_002938843 NA NA NA XB-GENEPAGE-6037507 XB-GENE-6037508 Cdc42bpa 226751 0 0 0 0 0 0 0 1 0 0 0 -0,08 -0,33 1,55 0,55 -0,11 0,92
Xetrov72000114 fmn2 779576 Str.66667 115313452,159155294,301612743 BC123957,BC154848,XM_002935817 NA NA NA XB-GENEPAGE-5955924 XB-GENE-5955925 Xl.85494,Xl.9422 Fmn2 54418 0 0 0 0 0 0 0 1 0 0 0 -1,19 -0,36 3,63 -0,43 -0,33 2,22
Xetrov72000123 plch1 100497252 Str.75725 301607406 XM_002933258 NA NA NA XB-GENEPAGE-6042444 XB-GENE-6042445 Xl.72321,Xl.72969 Plch1 269437 0 0 0 0 0 0 0 0 1 0 0 1,2 -0,39 0,85 1,75 -0,48 -0,09
Xetrov72000126 synj2 100216051 Str.28399 213983232,195539814 NM_001142039,BC167930 NA NA NA XB-GENEPAGE-980086 XB-GENE-980087 Xl.73259 Synj2 20975 0 0 0 0 0 0 0 -1 1 0 0 0,2 -0,11 -1,2 1,57 -0,08 -0,38
Xetrov72000127 plekhg1 100488098 Str.57792 301609925 XM_002934454 NA NA NA XB-GENEPAGE-6050488 XB-GENE-6050489 Xl.3993 Plekhg1 213783 0 0 0 0 0 0 0 1 0 0 0 0,46 0,44 1,65 0,77 0,45 0,13
Xetrov72000134 cep170 779465 Str.52829 111309042,301612729 BC121431,XM_002935823 NA NA NA XB-GENEPAGE-6458298 XB-GENE-6458299 Cep170 545389 0 0 0 0 0 0 0 1 0 0 0 -0,51 -0,29 2,8 -0,48 -0,23 1,03
Xetrov72000137 arid1b 100493908 Str.69979 301603788 XM_002931507 AT rich interactive domain 1B (SWI1-like) SWI-SNF chromatin-remodeling complex protein XB-GENEPAGE-1010353 XB-GENE-1010354 Arid1b 239985 0 0 0 0 0 0 0 1 1 0 1 1,27 0,09 1,78 2,26 -0,07 1,33
Xetrov72000149 abcc5 100125060 Str.58950 156717813,77626872,134024293 NM_001102977,CR760843,BC136154 NA NA NA XB-GENEPAGE-986259 XB-GENE-986260 Xl.34683,Xl.14716,Xl.2581 Abcc5 27416 0 0 0 Abcc5 0 0 0 1 0 0 0 NA NA 1,41 NA NA 0,32
Xetrov72000155 akd1 100144994 Str.62032 165971364,301622559 BC158334,XM_002940552 NA NA NA XB-GENEPAGE-994659 XB-GENE-994660 NA Akd1 633979 0 0 0 0 0 0 0 -1 0 0 0 NA 0,04 -2,3 NA 0,16 -0,7
Xetrov72000158 wdr49 549615 Str.27326 77623146,158303281,113197635,170284603 CR848654,NM_001016861,BC121341,BC161191 NA NA NA XB-GENEPAGE-5735942 XB-GENE-5735943 Xl.16412,Xl.49513 NA 213248 0 0 0 0 0 0 0 -1 0 0 0 NA -0,14 -2,27 NA -0,32 -1,09
Xetrov72000178 msh6 100145639 Str.60717 170285323,301611817 BC161405,XM_002935375 NA NA NA XB-GENEPAGE-986637 XB-GENE-986638 Xl.5358 Msh6 17688 0 0 0 0 0 0 0 1 0 0 0 -0,25 0,19 1,25 -0,01 0,18 0,07
Xetrov72000181 c6orf170 100127633 Str.53118 77621722,163914922,157423150 CT025197,NM_001112983,BC153753 NA NA NA XB-GENEPAGE-5791256 XB-GENE-5791257 Xl.21094,Xl.54054 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,01 -2,03 NA -0,11 -0,77
Xetrov72000197 disp1 100496804 301622852 XM_002940697 dispatched homolog 1 hedgehog signaling XB-GENEPAGE-1018539 XB-GENE-1018540 Xl.72653 Disp1 68897 0 0 0 0 0 0 0 1 0 0 0 0,25 -0,42 1,66 -0,21 -0,26 0,25
Xetrov72000203 mms22l 100158637 Str.55245 189230044,183985783,112807724 NM_001128044,BC166370,CT030108 NA NA NA XB-GENEPAGE-5932292 XB-GENE-5932293 Xl.73920 Mms22l 212377 0 0 0 0 0 0 0 1 0 0 0 -0,69 -0,33 1,87 -0,41 -0,46 0,22
Xetrov72000206 jag1 100486874 Str.80238 301604267 XM_002931738 jagged 1 signal transduction/notch signaling pathway X-Serrate-1| jagged1|serrate|serrate-1 XB-GENEPAGE-485661 XB-GENE-485662 Xl.11956 Jag1 16449 0 0 0 0 0 0 1 1 1 0 0 0,71 1,72 1,4 1,92 0,59 0,26
Xetrov72000216 plcb4 100125098 Str.19975 77622876,134024269,301604260,157422803 CR848300,BC136229,XM_002931736,BC153325 NA NA NA XB-GENEPAGE-1010442 XB-GENE-1010443 Xl.68690,Xl.16486,Xl.80247 Plcb4 18798 0 0 0 0 0 0 0 -1 0 0 0 -0,04 -0,02 -1,07 -0,03 0,01 -0,2
Xetrov72000261 fndc3b 100497620 Str.59770 301603910 XM_002931571 NA NA NA XB-GENEPAGE-948477 XB-GENE-948478 Xl.81129 Fndc3b 72007 0 0 0 0 0 1 0 1 1 0 0 3,11 -0,13 1,46 4,36 -0,09 0,83
Xetrov72000265 myt1l NA Str.44820 NA NA myelin transcription factor 1-like transcription factor containing C2HC type zinc finger XB-GENEPAGE-988136 XB-GENE-988137 Xl.8734,Xl.18415 Myt1l 17933 0 0 0 0 0 0 0 0 1 0 0 1,14 -0,27 -0,47 2,03 -0,83 -1,16
Xetrov72000273 rrbp1 448168 Str.1240 350606314,49250497 NM_001005671,BC074706 NA NA NA XB-GENEPAGE-5800191 XB-GENE-5800192 Xl.19941,Xl.16124 Rrbp1 81910 0 0 0 0 0 0 0 -1 0 0 0 -0,31 -0,03 -1,03 -0,09 -0,16 -0,35
Xetrov72000300 mecom NA Str.12493 NA NA MDS1 and EVI1 complex locus zinc finger, C2H2 type evi-1|xEvi-1|evi1|ecotropic viral integration site 1 XB-GENEPAGE-980194 XB-GENE-980195 Xl.79732,Xl.85113,Xl.12275,Xl.67288,Xl.84777 Mecom 14013 0 0 0 0 0 0 0 1 1 0 0 NA NA 3,26 3,65 NA NA
Xetrov72000322 mertk 100485743 Str.85979 301622239 XM_002940398 c-mer proto-oncogene tyrosine kinase serine/threonine kinase XB-GENEPAGE-493220 XB-GENE-493221 Xl.72209 Mertk 17289 0 0 0 0 0 0 0 0 1 0 0 NA NA 1,11 4,06 NA 0,54
Xetrov72000350 mthfd1l 100145211 Str.24318 166796312,187608272 BC159178,NM_001126699 NA NA NA XB-GENEPAGE-1011644 XB-GENE-1011645 Xl.12780,Xl.50681,Xl.59162 Mthfd1l 270685 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,01 1,08 -0,09 -0,28 0,38
Xetrov72000354 ccdc39 779795 Str.54540 118403476,111308089 NM_001078874,BC121424 NA NA NA XB-GENEPAGE-989046 XB-GENE-989047 Xl.81842 Ccdc39 51938 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,04 -2,68 -0,01 -0,12 -0,9
Xetrov72000357 chrd 549011 Str.26871 197245671,77620870,217416467 BC168603,CR761722,NM_001142657 chordin extracellular BMP antagonist, dorsalizing factor chd|X-chordin|chordin XB-GENEPAGE-480637 XB-GENE-480638 Xl.3549,Xl.77623 Chrd 12667 0 0 0 0 0 0 0 1 0 0 0 -0,11 -1,59 4,53 0,75 -1,16 NA
Xetrov72000383 snap91 100170497 Str.46272 189441673,194332519,77622594 BC167463,NM_001130277,CT030350 synaptosomal-associated protein, 91kDa homolog Clathrin assembly protein AP180 and related proteins, contain ENTH domain XB-GENEPAGE-1013212 XB-GENE-1013213 Xl.567,Xl.72980 Snap91 20616 0 0 0 0 0 0 0 1 0 0 1 0,08 0,07 2,34 0,84 -0,01 1,58
Xetrov72000387 kiaa0226 100497647 301615865 XM_002937346 NA NA NA XB-GENEPAGE-990004 XB-GENE-990005 Xl.74805 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,45 -0,37 -1,21 -0,39 -0,35 -0,28
Xetrov72000388 gprc6a 100380103 Str.53726 77622809,301617836 CR848229,XM_002938301 NA NA NA XB-GENEPAGE-5727020 XB-GENE-5727021 NA Gprc6a 210198 0 0 0 0 0 0 0 -1 0 0 0 1,06 NA -1,05 -0,01 NA 0,18
Xetrov72000389 trpc1 100497011 Str.25296 301615371 XM_002937099 NA NA NA XB-GENEPAGE-1004977 XB-GENE-1004978 Xl.470 Trpc1 22063 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,42 NA NA NA
Xetrov72000418 sobp 100125342 Str.38377 157073926,95115514,159155685 NM_001103208,DQ503412,BC154687 NA NA NA XB-GENEPAGE-5884398 XB-GENE-5884399 Sobp 109205 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,37 NA NA 4,53
Xetrov72000419 arhgef26 100495357 Str.85392 301607414 XM_002933248 NA NA NA XB-GENEPAGE-1011100 XB-GENE-1011101 Xl.72271 Arhgef26 622434 0 0 0 0 0 1 0 0 1 0 0 2,23 1,08 0,43 2,64 1,6 0,06
Xetrov72000434 usp13 100498395 Str.27730 301603928 XM_002931576 usp13 ubiquitin-specific protease isot3| isot-3| isopeptidase T-3 XB-GENEPAGE-998127 XB-GENE-998128 Xl.16188,Xl.80499 Usp13 72607 0 0 0 0 0 0 0 1 0 0 0 0,07 -0,25 1,4 -0,25 -0,32 1,29
Xetrov72000435 c20orf26 779967 Str.34297 112418533,118405021 BC121953,NM_001079044 NA NA NA XB-GENEPAGE-5796297 XB-GENE-5796298 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,13 -2,1 NA -0,28 -0,78
Xetrov72000458 tlr5 100496647 301622850 XM_002940696 toll-like receptor 5 Toll/interleukin receptor and related proteins containing LRR and TIR repeats til3|sleb1 XB-GENEPAGE-480678 XB-GENE-480679 Xl.10836 Tlr5 53791 0 0 0 0 0 0 0 1 0 0 0 -0,51 -0,16 1,8 0,07 -0,28 NA
Xetrov72000460 ttc16 100490363 Str.79495 301611329 XM_002935155 NA NA NA XB-GENEPAGE-6462919 XB-GENE-6462920 NA Ttc16 338348 0 0 0 0 0 0 0 -1 0 0 0 0,03 -0,01 -1,77 -0,38 -0,18 -0,81
Xetrov72000467 armc9 100036614 Str.52780 77621744,147904540,117558845 CT025220,NM_001097173,BC125807 NA NA NA XB-GENEPAGE-990020 XB-GENE-990021 Xl.12242 Armc9 78795 0 0 0 0 0 0 0 -1 0 0 0 -0,28 -0,15 -1,23 -0,21 -0,18 -0,48
Xetrov72000487 pnisr 447970 Str.11498 50416636,134085363,77623526,134025336 BC077655,NM_001083345,CT030626,BC135122 NA NA NA XB-GENEPAGE-977236 XB-GENE-977237 Xl.41880,Xl.70463 Sfrs18 66625 0 0 0 0 0 0 0 1 0 0 0 0,24 -0,12 1,32 0,36 0,06 -0,02
Xetrov72000488 tmem63a 779796 Str.38621 118403480,111308092 NM_001078875,BC121429 NA NA NA XB-GENEPAGE-5745780 XB-GENE-5745781 Xl.49843,Xl.55333 Tmem63a 208795 0 0 0 0 0 0 0 -1 0 0 0 -0,45 -0,19 -1,08 -0,47 -0,34 -0,28
Xetrov72000498 prdm1 493207 Str.27139 51258889,301615488 BC080145,XM_002937157 PR domain containing 1, with ZNF domain transcription factor blimp1|xblimp1 XB-GENEPAGE-853253 XB-GENE-853254 Xl.8351,Xl.40621,Xl.78397 Prdm1 12142 0 0 0 0 0 0 -1 1 0 0 0 -0,75 -1,11 1,76 -0,97 -0,25 0,41
Xetrov72000501 ankrd5 779804 Str.52920 111305965,118403515 BC121443,NM_001078883 NA NA NA XB-GENEPAGE-980459 XB-GENE-980460 Xl.47124 Ankrd5 319196 0 0 0 0 0 0 0 -1 0 0 0 0,2 -0,03 -2,39 0,6 -0,22 -0,78
Xetrov72000506 ift80 549947 Str.15257 77681949,116284107,77626339 NM_001017193,BC123978,CR760581 intraflagellar transport 80 homolog WD40 repeat-containing protein CHE-2 XB-GENEPAGE-1014835 XB-GENE-1014836 Xl.77214,Xl.55518 Ift80 68259 0 0 0 0 0 0 0 -1 0 0 0 0,17 -0,36 -1,48 0,06 -0,19 -0,83
Xetrov72000513 c20orf12 NA NA NA NA NA NA NA NA NA Xl.50146 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,26 0,23 -2,29 0,36 0,22 -0,83
Xetrov72000527 slc7a14 100493085 Str.61220 301603900 XM_002931549 NA NA NA XB-GENEPAGE-1010370 XB-GENE-1010371 Xl.54536 Slc7a14 241919 0 0 0 0 Slc7a14 0 0 1 0 0 0 NA NA 4,93 NA NA NA
Xetrov72000534 zbbx 100496198 Str.80234 301603880 XM_002931565 NA NA NA XB-GENEPAGE-6035115 XB-GENE-6035116 NA Zbbx 213234 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,8
Xetrov72000540 sim1 100486719 301605108 XM_002932141 single-minded homolog 1 transcriptional regulator Xsim XB-GENEPAGE-485815 XB-GENE-485816 NA Sim1 20464 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,48 NA NA NA
Xetrov72000542 plod2 100489636 Str.39970 301618076 XM_002938407 NA NA NA XB-GENEPAGE-1006448 XB-GENE-1006449 Xl.77098,Xl.69197,Xl.82778 Plod2 26432 0 0 0 0 0 0 0 1 1 0 0 2,31 NA 1,95 3,65 NA -0,27
Xetrov72000547 plk1s1 100380180 Str.57203 301620221,77623800,301620223 XM_002939434,CR855634,XM_002939435 NA NA NA XB-GENEPAGE-5892316 XB-GENE-5892317 Xl.10588 Plk1s1 228730 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,22 -1,45 -0,13 -0,25 -0,62
Xetrov72000549 c6orf204 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,65 1,03 -0,19 -0,53 0,49
Xetrov72000570 trim67 100490969 Str.74005 301603824 XM_002931491 tripartite motif containing 67 zinc finger, B-box XB-GENEPAGE-959902 XB-GENE-959903 Trim67 330863 0 0 0 0 0 0 0 -1 0 0 0 0,11 0,42 -1,99 -0,22 0,94 -0,46
Xetrov72000591 dll1 100101697 Str.9075 134254208,154147744 BC135592,NM_001100219 delta-like 1 signal transduction/notch signaling pathway delta-1|delta1|X-delta-1|Xdelta1|Xdelta-1|XDelta1|x-delta|Delta-1 XB-GENEPAGE-479209 XB-GENE-479210 Xl.54916,Xl.65298 Dll1 13388 0 0 Xl.54916 0 Dll1 1 1 1 1 1 0 2,75 3,7 3,25 2,89 4,56 1,11
Xetrov72000598 kiaa1841 100379770 Str.41042 76559509,112807562,301620375 CT027880,CU075518,XM_002939504 NA NA NA XB-GENEPAGE-993251 XB-GENE-993252 Xl.71229 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,49 -0,81 -1,78 -0,76 -0,55 -0,79
Xetrov72000620 NA NA NA NA NA NA NA NA NA Xl.9671 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA -0,15 1,12 NA -0,36 1,15
Xetrov72000653 tiparp 100127576 Str.10375 157422821,163914784 BC153346,NM_001112942 TCDD-inducible poly(ADP-ribose) polymerase nucleic acid binding XB-GENEPAGE-1000137 XB-GENE-1000138 Xl.53086,Xl.9596 Tiparp 99929 0 Xl.9596 0 0 0 1 1 0 1 1 0 1,51 1,48 -0,23 2,03 1,65 0,35
Xetrov72000665 fam161a 100144951 Str.38705 187608146,165970424,165971089,76873732 NM_001126523,BC158240,BC158257,CT030084 NA NA NA XB-GENEPAGE-5821021 XB-GENE-5821022 Xl.8193 Fam161a 73873 0 0 0 0 0 0 0 -1 0 0 0 -0,3 -0,53 -1,69 -0,41 -0,51 -0,76
Xetrov72000677 flrt3 100144692 Str.51730 169642611,183986666 BC160452,NM_001123450 fibronectin leucine rich transmembrane protein 3 receptor signaling xflrt3 XB-GENEPAGE-490900 XB-GENE-490901 Xl.76876,Xl.12361,Xl.29532 Flrt3 71436 0 0 0 0 0 0 0 1 1 0 1 0,64 0,97 4,03 1,12 0,43 1,02
Xetrov72000684 grhl1 100038093 Str.5820 77623071,301619090,301619088 CT030567,XM_002938890,XM_002938889 grainyhead-like 1 transcription factor XGrhl1|grainyhead 1|mgr|nh32| lbp32| tfcp2l2 XB-GENEPAGE-486575 XB-GENE-486576 Xl.53477,Xl.79585 Grhl1 195733 0 0 0 0 0 0 0 -1 0 0 0 -0,29 -0,28 -1,19 -0,23 -0,19 0,02
Xetrov72000685 NA NA NA NA NA NA NA NA NA Xl.72854 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,27 NA NA 4,67
Xetrov72000687 acss1 100485894 301616095 XM_002937453 NA NA NA XB-GENEPAGE-990111 XB-GENE-990112 NA Acss1 68738 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,67 NA NA -0,51
Xetrov72000691 man1a1 100491314 Str.85092 301605047,301605045 XM_002932114,XM_002932113 NA NA NA XB-GENEPAGE-998952 XB-GENE-998953 Xl.34275,Xl.3282 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,05 -1,07 -0,12 -0,08 -0,22
Xetrov72000693 skil 100492636 Str.85986 301603894 XM_002931546 SKI-like oncogene Myosin class II heavy chain XB-GENEPAGE-486094 XB-GENE-486095 Skil 20482 0 0 0 0 0 0 0 0 0 1 0 0,08 0,64 -0,12 -0,36 1,25 -0,07
Xetrov72000697 capn10 100379827 Str.57903 138519942,301611313 BC135933,XM_002935137 NA NA NA XB-GENEPAGE-5770562 XB-GENE-5770563 Xl.9489 Capn10 23830 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,56 NA NA NA
Xetrov72000702 c6orf165 779532 Str.14561 301617859,110645655 XM_002938297,BC118912 NA NA NA XB-GENEPAGE-5911668 XB-GENE-5911669 Xl.40420 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,16 NA NA -0,82
Xetrov72000709 prdm13 100490238 301605112 XM_002932160 NA NA NA XB-GENEPAGE-960154 XB-GENE-960155 Prdm13 230025 0 0 0 0 0 1 1 1 1 0 0 9,8 9,76 9,05 12,18 NA NA
Xetrov72000713 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,14 -0,3 -2,01 -0,27 -0,3 -1,09
Xetrov72000723 armc2 100496180 301622545 XM_002940547 NA NA NA XB-GENEPAGE-958643 XB-GENE-958644 NA Armc2 213402 0 0 0 Armc2 0 0 0 -1 0 0 0 -0,46 0 -2,51 -0,34 -0,04 -0,71
Xetrov72000728 c6orf103 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,07 -2,22 0 -0,27 -0,73
Xetrov72000736 eya4 100487615 301612709 XM_002935810 eyes absent homolog 4 haloacid dehalogenase-like hydrolase XEya4 XB-GENEPAGE-485486 XB-GENE-485487 NA Eya4 14051 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,84 NA NA NA
Xetrov72000753 wasf1 100124768 Str.65284 156717353,77620977,60550935 NM_001102747,CR761557,BC091579 WAS protein family, member 1 Wiskott Aldrich syndrome proteins scar1|wave1 XB-GENEPAGE-978144 XB-GENE-978145 Xl.24126 Wasf1 83767 0 0 0 0 0 0 0 -1 0 0 0 -0,89 -0,07 -1,02 -0,46 -0,15 -0,24
Xetrov72000756 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,36 1,04 -0,29 -0,35 0,24
Xetrov72000774 pgbd5 100488440 Str.31672 301603774 XM_002931479 NA NA NA XB-GENEPAGE-6258814 XB-GENE-6258815 Xl.71148,Xl.73610 Pgbd5 209966 0 0 0 0 Pgbd5 0 0 1 0 0 1 -0,27 -0,4 1,97 -0,1 -0,14 2,06
Xetrov72000782 c2orf63 100145484 Str.11422 170284777,187608682 BC161123,NM_001126935 NA NA NA XB-GENEPAGE-967374 XB-GENE-967375 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,11 -1,97 NA -0,11 -0,9
Xetrov72000787 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,1 0,34 -1,56 -0,09 0,42 -0,64
Xetrov72000790 slc2a12 100487147 Str.35291 301612707 XM_002935807 solute carrier family 2 (facilitated glucose transporter), member 12 Predicted transporter (major facilitator superfamily) XB-GENEPAGE-1012135 XB-GENE-1012136 Xl.46932 Slc2a12 353169 0 0 0 0 0 0 0 -1 0 0 0 -0,3 NA -1,06 -1,06 NA -0,28
Xetrov72000803 slc24a3 780317 Str.54440 114108149,118403995 BC122967,NM_001079388 NA NA NA XB-GENEPAGE-958237 XB-GENE-958238 Slc24a3 94249 0 0 0 0 0 0 0 -1 0 0 0 -0,03 NA -1,31 -0,23 NA -0,47
Xetrov72000805 samd7 100496820 Str.71739 301603888 XM_002931567 NA NA NA XB-GENEPAGE-948461 XB-GENE-948462 NA Samd7 75953 0 0 0 0 0 0 0 0 1 0 0 1,92 NA NA 2,27 NA NA
Xetrov72000818 sptlc3 100487030 Str.16583 301604271 XM_002931739 NA NA NA XB-GENEPAGE-5791606 XB-GENE-5791607 Xl.54067,Xl.59569 Sptlc3 228677 0 0 0 0 0 0 0 -1 0 0 0 NA -0,16 -1,56 NA -0,27 -0,46
Xetrov72000824 kiaa1486 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 4,14 NA NA 3,19 NA NA
Xetrov72000825 ttll2 100497970 Str.46149 301626111 XM_002942196 NA NA NA XB-GENEPAGE-6031664 XB-GENE-6031665 NA NA 625850 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -0,48
Xetrov72000855 leprel1 100496461 301609051 XM_002934042 NA NA NA XB-GENEPAGE-1001231 XB-GENE-1001232 Xl.54828 Leprel1 210530 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -0,32
Xetrov72000856 thbd 100485229 Str.69393 301614982 XM_002936923 NA NA NA XB-GENEPAGE-967379 XB-GENE-967380 Thbd 21824 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,79 NA NA
Xetrov72000859 phf10 595031 Str.10792 60550966,71895932,77626494 BC091612,NM_001030472,CR760422 NA NA NA XB-GENEPAGE-940957 XB-GENE-940958 Xl.16782,Xl.49802 Phf10 72057 0 0 0 0 0 0 0 1 0 0 0 0,48 -0,09 1,01 0,13 -0,13 0,3
Xetrov72000862 epha7 100486526 Str.28020 301610771 XM_002934874 EPH receptor A7 receptor tyrosine kinase Pagliaccio|Pag XB-GENEPAGE-488634 XB-GENE-488635 Xl.11205 Epha7 13841 0 0 0 0 0 0 0 1 0 0 0 0,3 NA 2,55 0,43 NA 1,1
Xetrov72000863 fyn 100488004 Str.31850 301615024,301615028,189441784,301615026 XM_002936930,XM_002936932,BC167587,XM_002936931 NA NA NA XB-GENEPAGE-6053488 XB-GENE-6053489 Xl.21919,Xl.501 Fyn 14360 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,39 4,01 -0,04 -0,39 1,58
Xetrov72000865 cep68 779751 Str.5268 118403729,111307827,77623081 NM_001078830,BC121342,CT030577 NA NA NA XB-GENEPAGE-6458139 XB-GENE-6458140 Xl.7882 Cep68 216543 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,03 -1,1 -0,38 -0,27 -0,49
Xetrov72000870 gpr75 100498524 Str.58014 301615002 XM_002936922 NA NA NA XB-GENEPAGE-967394 XB-GENE-967395 Xl.47048,Xl.47429 Gpr75 237716 0 0 0 0 0 0 0 1 0 0 0 -0,74 -0,75 3,37 -0,93 -0,54 NA
Xetrov72000879 enah 100144977 Str.65905 187608762,165971109,189442180 NM_001126543,BC158313,BC167329 enabled homolog signal transduction Ena|Xena XB-GENEPAGE-993746 XB-GENE-993747 Xl.47447,Xl.46421,Xl.7294,Xl.76833 Enah 13800 0 0 0 0 0 0 0 1 0 0 0 -0,38 0,01 1,52 0,16 -0,09 0,56
Xetrov72000881 pkr3 100141483 Str.83261 301608713,168984504 XM_002933880,AM850092 NA NA NA XB-GENEPAGE-12565118 XB-GENE-12565119 NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,03 -0,01 -2,04 -0,08 -0,09 -1,11
Xetrov72000885 znf238 549702 Str.13706 77621360,118403549,113197701 CR761742,NM_001016948,BC121215 zinc finger protein 238 zinc finger, C2H2 type XB-GENEPAGE-1003541 XB-GENE-1003542 Xl.23642,Xl.47150 Zfp238 30928 Xl.23642 0 0 0 0 1 1 0 1 1 0 3,53 3,68 0,01 4,34 3,65 0,16
Xetrov72000886 hnrpll 100151733 Str.66390 188528956,183986222 NM_001127432,BC166362 heterogeneous nuclear ribonucleoprotein L-like mRNA processing XB-GENEPAGE-492378 XB-GENE-492379 Xl.58059 Hnrpll 72692 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,12 2,21 -0,3 -0,29 0,75
Xetrov72000887 hsf2 100125207 Str.48455 77622532,112419104,301615614,112807949,301615612,301615616 CT030288,BC122075,XM_002937216,CU075718,XM_002937215,XM_002937217 heat shock transcription factor 2 transcription factor XB-GENEPAGE-954976 XB-GENE-954977 Xl.50380 Hsf2 15500 0 0 0 0 0 0 0 1 0 0 0 0,34 -0,78 1,35 0,03 -0,41 0,35
Xetrov72000930 flvcr1 100492275 301610407 XM_002934686 NA NA NA XB-GENEPAGE-6050556 XB-GENE-6050557 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,06 -1,73 0,5 -0,09 -0,28
Xetrov72000937 klf11 733909 Str.6240 77622626,111305498,118601163,166796121,77624075 CT030382,BC121242,NM_001079569,BC158923,CR942337 Kruppel-like factor 11 zinc finger, C2H2 type XB-GENEPAGE-956857 XB-GENE-956858 Xl.16840,Xl.23661 Klf11 194655 0 0 0 0 0 0 0 0 -1 0 0 -1,25 -0,04 0,03 -1,27 0,06 0,13
Xetrov72000939 mybph 734124 Str.5437 56556316,113931611 BC087760,NM_001045793 myosin binding protein H cytokine receptor XB-GENEPAGE-1018429 XB-GENE-1018430 Xl.6142,Xl.77865 Mybph 53311 0 0 0 0 Mybph 0 0 -1 0 0 0 0,37 -0,04 -1,48 0,05 0,18 -0,55
Xetrov72000950 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 0,83 -0,03 1,3 1,22 0,76 0,23
Xetrov72000955 slc2a2 496943 Str.10072 56970615,58332755,77623072 BC088553,NM_001011453,CT030568 solute carrier family 2 (facilitated glucose transporter), member 2 glucose permease glut2 XB-GENEPAGE-486461 XB-GENE-486462 Xl.29338 Slc2a2 20526 0 0 0 0 0 0 1 0 1 0 0 0,33 1,25 -0,67 1,1 0,75 -0,16
Xetrov72000956 pde7b 100037872 Str.31795 134023708,148226379 BC135159,NM_001097313 phosphodiesterase 7B cyclic nucleotide phosphodiesterase XB-GENEPAGE-867508 XB-GENE-867509 Xl.18144,Xl.72745 Pde7b 29863 0 0 0 0 0 0 0 -1 0 0 0 NA 0,03 -1,84 NA 0 -0,24
Xetrov72000980 hdac2 447995 Str.16637 49257715,53749669,77623583 BC074509,NM_001005432,CR926395 histone deacetylase 2 regulation of gene expression mgc81850 XB-GENEPAGE-485806 XB-GENE-485807 Xl.25023,Xl.75761 Hdac2 15182 0 0 0 0 0 0 0 1 0 0 0 0,22 0 1,11 -0,08 0,12 0,36
Xetrov72000989 cep57l1 733970 Str.66612 77624250,110645373,113931397,163915422 CR942538,BC118770,NM_001045680,BC157233 NA NA NA XB-GENEPAGE-5897355 XB-GENE-5897356 Xl.7519,Xl.79815 Cep57l1 103268 0 0 0 0 0 0 0 -1 0 0 0 0,46 -0,25 -1,51 -0,16 -0,18 -1
Xetrov72001014 hrg 447977 Str.24491 49523034,58477708,301616878 BC075450,BC089754,XM_002937828 histidine-rich glycoprotein Putative zinc transporter hrgp| fetuinish XB-GENEPAGE-486130 XB-GENE-486131 Xl.5948,Xl.78320 Hrg 94175 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,38 NA NA 0,82
Xetrov72001027 hsf2.2 100038273 Str.600 147906458,134025353 NM_001097390,BC135218 heat shock factor 2, gene 2 Heat shock transcription factor LOC100038273 XB-GENEPAGE-5919608 XB-GENE-5919609 Xl.41819,Xl.79558 Hsf2 15500 0 0 0 0 0 0 0 1 0 0 0 0,28 0,12 1,72 0,14 0,23 0,41
Xetrov72001030 meis1 100488182 Str.15540 301604300,301604302 XM_002931746,XM_002931747 Meis homeobox 1 homeodomain transcription factor XMeis1 XB-GENEPAGE-479438 XB-GENE-479439 Xl.607 Meis1 17268 0 0 0 0 0 0 0 0 1 0 0 0,54 -0,04 0,1 1,6 -0,36 -0,1
Xetrov72001037 c6orf97 100145067 Str.36723 301613857,165971563 XM_002936375,BC158481 NA NA NA XB-GENEPAGE-988261 XB-GENE-988262 Xl.72612 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,03 NA NA -0,72
Xetrov72001040 c6orf118 779868 Str.23940 111306248,118404199,112807399 BC121639,NM_001078946,CU075355 NA NA NA XB-GENEPAGE-974227 XB-GENE-974228 NA 1700010I14Rik 66931 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -0,89
Xetrov72001044 irf6 594908 Str.27545 77682261,166796956,77622298,189441961 NM_001030322,BC158987,CR762356,BC167284 interferon regulatory factor 6 transcription factor xIRF-6 XB-GENEPAGE-876409 XB-GENE-876410 Xl.77070 Irf6 54139 0 0 0 0 Irf6 0 0 -1 0 0 0 0,12 -0,29 -1,08 -0,39 -0,17 -0,36
Xetrov72001045 tcte1 100487694 301626025 XM_002942154 NA NA NA XB-GENEPAGE-996397 XB-GENE-996398 Xl.47013 Tcte1 21645 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,54 NA NA -0,69
Xetrov72001050 irf6.2 594951 Str.77451 71896234,77622322,60618368 NM_001030389,CR848098,BC090601 interferon regulatory factor 6, gene 2 MGC69261 XB-GENEPAGE-5910330 XB-GENE-5910331 Xl.1273,Xl.52734,Xl.71806 Irf6 54139 0 0 0 0 Irf6 0 0 -1 0 0 0 0,09 -0,31 -1,1 -0,4 -0,22 -0,37
Xetrov72001065 hcrtr2 100495420 301610729 XM_002934850 NA NA NA XB-GENEPAGE-952340 XB-GENE-952341 NA Hcrtr2 387285 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,18 NA NA 2,59
Xetrov72001069 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,42 NA NA -0,78
Xetrov72001070 ttc7a 100497629 Str.42977 301605602 XM_002932386 NA NA NA XB-GENEPAGE-949569 XB-GENE-949570 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,93 NA NA -0,55
Xetrov72001076 pkdcc.2 100145744 Str.65906 187608756,171846691 NM_001127116,BC161597 NA NA NA XB-GENEPAGE-941500 XB-GENE-941501 Xl.73297,Xl.73458 Pkdcc 106522 0 0 0 0 0 1 0 1 1 0 0 4,01 NA 5,29 5,51 NA NA
Xetrov72001082 ism1 100487287 Str.29938 301604276,301604274 XM_002931741,XM_002931740 NA NA NA XB-GENEPAGE-963584 XB-GENE-963585 Xl.77022,Xl.4323 Ism1 319909 0 0 0 0 0 0 0 1 0 0 0 0,14 -0,29 1,03 0,4 -0,26 0,01
Xetrov72001094 tmem44 100145595 Str.50108 110289684,187607076,170285311 CU024994,NM_001127007,BC161347 NA NA NA XB-GENEPAGE-1005797 XB-GENE-1005798 Tmem44 224090 0 0 0 Tmem44 Tmem44 0 0 -1 0 0 0 NA -0,21 -1,08 NA -0,35 -0,15
Xetrov72001095 mycn 448649 Str.44374 49903554,55742219,77627297 BC076996,NM_001006873,CR761260 v-myc myelocytomatosis viral related oncogene, neuroblastoma derived basic helix-loop-helix transcription factor, partners with max proteins xN-myc1|XNmyc|N-myc|XN-myc XB-GENEPAGE-478858 XB-GENE-478859 Xl.21947,Xl.70037 Mycn 18109 0 0 0 0 0 0 0 1 0 0 0 -0,17 -1,16 2,81 0,09 -0,69 -0,93
Xetrov72001106 insm1 779614 Str.53127 134085388,111308985,134024376 NM_001083358,BC121257,BC135650 insulinoma-associated 1 zinc finger transcription factor IA1 XB-GENEPAGE-993148 XB-GENE-993149 Xl.14733 Insm1 53626 0 0 Xl.14733 0 0 0 1 1 1 1 1 1,45 2,51 3,99 2,6 3,18 3,39
Xetrov72001125 t 493501 Str.55517 54110592,51703994,56118387 CR761440,BC081350,NM_001008138 T, brachyury homolog T-box transcription factor ntl|brachyury|Xbrachyury|bra|X-bra|Xbra XB-GENEPAGE-478788 XB-GENE-478789 Xl.514,Xl.7970 T 20997 0 0 0 0 0 0 0 -1 0 0 0 -0,72 NA -2,21 -0,77 NA -1,71
Xetrov72001127 sgk1 594981 Str.46177 71896134,60552044 NM_001030422,BC091042 serum/glucocorticoid regulated kinase 1 serine/threonine kinase Sgk XB-GENEPAGE-1003517 XB-GENE-1003518 Xl.7842,Xl.47551 Sgk1 20393 0 0 0 0 0 0 -1 -1 0 0 0 -0,44 -1,44 -1,39 -0,92 -0,24 -0,1
Xetrov72001128 foxa2 395063 Str.8107 77623290,213627437,45361698,32442469,56972151,213624183 CR848398,BC171324,NM_204092,AY260736,BC088590,BC170757 forkhead box A2 forkhead domain transcription factor hnf3-beta|hnf3b|hnf3beta XB-GENEPAGE-480475 XB-GENE-480476 Xl.55206,Xl.40286 Foxa2 15376 0 0 0 0 0 0 0 0 1 0 0 0,03 NA -0,11 1,49 0,91 0,97
Xetrov72001134 pou3f2 100145403 Str.78561 170285094 BC160970 POU class 3 homeobox 2 homeodomain transcription factor XLPOU3b|XlPOU3|pou3f2-A XB-GENEPAGE-483173 XB-GENE-483174 Xl.57289,Xl.7054,Xl.83608 Pou3f2 18992 0 0 0 0 0 0 0 1 0 0 1 0,03 0,71 2,99 0,3 0,66 1,6
Xetrov72001155 actl6a 394962 Str.6426 77622364,45361520,39850283 CR848144,NM_204006,BC064183 actin-like 6A protease Baf53a|arp4|actl6| ino80k|arpn-beta XB-GENEPAGE-491947 XB-GENE-491948 Xl.2490,Xl.76296 Actl6a 56456 0 0 0 Actl6a 0 0 0 1 0 0 0 0,38 0 1,26 0,06 0 0,48
Xetrov72001166 chst2 549916 Str.15404 77683065,77626853 NM_001017162,CR760822 NA NA NA XB-GENEPAGE-991539 XB-GENE-991540 Xl.51610 Chst2 54371 0 0 0 0 0 0 0 0 1 0 0 0,56 0,87 0,78 2,06 0,57 0,43
Xetrov72001168 slc35d3 100497997 301613635 XM_002936267 NA NA NA XB-GENEPAGE-6067132 XB-GENE-6067133 NA Slc35d3 76157 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,85 NA NA NA
Xetrov72001169 prss35 100490438 301618175 XM_002938459 NA NA NA XB-GENEPAGE-991609 XB-GENE-991610 Xl.70424,Xl.22181 Prss35 244954 0 0 0 0 0 0 0 -1 0 0 0 0,47 -0,19 -1,62 NA -0,35 0,21
Xetrov72001172 mb21d2 100496005 Str.52917 301609043 XM_002934039 NA NA NA XB-GENEPAGE-965211 XB-GENE-965212 Xl.10590 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,04 -0,77 1,27 0,09 -0,47 NA
Xetrov72001174 gpr63 100485628 301610763 XM_002934868 NA NA NA XB-GENEPAGE-1002459 XB-GENE-1002460 Xl.32482 Gpr63 81006 0 0 0 0 0 1 0 0 1 0 0 2,14 1,03 1,48 2,4 0,99 NA
Xetrov72001201 tmem87b 548811 Str.572 213627429,195539586,77682067,77622259,213625772,133737036,170284966 BC171310,BC167958,NM_001016057,CR762316,BC171308,BC133717,BC161142 NA NA NA XB-GENEPAGE-963259 XB-GENE-963260 Tmem87b 72477 0 0 0 0 0 0 0 -1 0 0 0 -0,23 -0,49 -1,07 -0,41 -0,39 -0,29
Xetrov72001209 nceh1 493371 Str.59949 51703356,82653340,56118932 BC080887,CT485686,NM_001008008 NA NA NA XB-GENEPAGE-959942 XB-GENE-959943 Xl.57055 Nceh1 320024 0 0 0 0 0 0 0 1 0 0 0 0,39 0,54 1,43 -0,15 0,59 0,46
Xetrov72001215 c6orf168 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 1 1 1 1 1,84 3,31 3,41 1,88 3,5 2,36
Xetrov72001220 tpbg 100379816 Str.32433 77623941,301618181 CR855786,XM_002938456 NA NA NA XB-GENEPAGE-1016282 XB-GENE-1016283 Xl.29182,Xl.70930,Xl.77691 Tpbg 21983 0 0 0 0 0 0 0 1 0 0 0 -0,13 -0,36 2,39 -0,46 -0,32 0,32
Xetrov72001236 bix1.1 394438 Str.112 26224751,77622087,45360974 AY157639,CR762136,NM_203516 Brachyury-inducible homeobox 1, gene 1 paired box transcription factor with homeodomain tBix XB-GENEPAGE-482520 XB-GENE-482521 Xl.298,Xl.397,Xl.398,Xl.399 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,83 NA NA 2,38 NA NA
Xetrov72001240 b3gnt7 407949 Str.1901 47575801,45595598 NM_001001245,BC067324 NA NA NA XB-GENEPAGE-1012839 XB-GENE-1012840 Xl.2079,Xl.8104 B3gnt7 227327 0 0 0 0 0 0 0 -1 0 0 0 0 0,05 -1,03 -0,3 0,11 -0,24
Xetrov72001246 b3gnt2 100170561 Str.64894 194332642,189442513 NM_001130338,BC167615 NA NA NA XB-GENEPAGE-957598 XB-GENE-957599 Xl.13161 B3gnt2 53625 0 0 0 0 B3gnt2 0 0 -1 0 0 0 -0,29 0,06 -1,34 -0,7 0,14 -0,24
Xetrov72001249 rragd 780358 Str.53720 110645736,77624144,118405017 BC118790,CR942416,NM_001079428 Ras-related GTP binding D small GTPase ragd XB-GENEPAGE-490462 XB-GENE-490463 Xl.1900 Rragd 52187 0 0 0 0 Rragd 0 0 -1 0 0 0 0,06 -0,3 -1,47 -0,3 -0,24 -0,06
Xetrov72001266 slc16a10 100488837 301615018 XM_002936936 solute carrier family 16, member 10 (aromatic amino acid transporter) transmembrane solute exchange XB-GENEPAGE-1012622 XB-GENE-1012623 Xl.72707 Slc16a10 72472 0 0 0 0 0 0 0 1 0 0 0 0,33 -0,01 1,01 -0,19 -0,07 -0,09
Xetrov72001272 iqcg 100379856 Str.5415 110289767,301615889 CU025077,XM_002937345 NA NA NA XB-GENEPAGE-5885264 XB-GENE-5885265 Xl.81853,Xl.52517 Iqcg 69707 0 0 0 0 0 0 0 -1 0 0 0 -0,04 -0,14 -1,92 -0,16 -0,1 -0,72
Xetrov72001278 hlx 100488508 Str.31842 301613115 XM_002936014 H2.0-like homeobox homeodomain transcription factor hlx1 XB-GENEPAGE-483225 XB-GENE-483226 Xl.10489 Hlx 15284 0 0 0 0 0 0 0 0 0 1 0 0,77 0,94 NA 0,51 1,99 NA
Xetrov72001287 rrm2.2 493274 Str.47697 77621645,77622326,51258919,56118689 CR762018,CR848103,BC080161,NM_001007889 ribonucleotide reductase M2, gene 2 catalysis of formation of deoxyribonucleotides from ribonucleotides mgc53274|mgc89925 XB-GENEPAGE-486924 XB-GENE-486925 Xl.8266 Rrm2 20135 0 0 0 0 0 0 0 1 0 0 0 0,32 -0,5 2,09 -0,27 -0,28 0,7
Xetrov72001288 abhd12 100216158 Str.26493 110289798,213982866,195540078 CU025108,NM_001142129,BC168136 NA NA NA XB-GENEPAGE-990129 XB-GENE-990130 Xl.55859 Abhd12 76192 0 0 0 0 0 0 0 -1 0 0 0 -0,48 -0,34 -1,18 -0,44 -0,16 -0,3
Xetrov72001299 sox11 493415 Str.15716 77621342,51703666,56118715 CT010559,BC080939,NM_001008052 SRY (sex determining region Y)-box 11 HMG-box transcription factor XLS13b|xls13a|XLS13|xSOX-11|xsox11 XB-GENEPAGE-483417 XB-GENE-483418 Xl.84896,Xl.891,Xl.78258,Xl.82815 Sox11 20666 0 0 0 0 0 0 1 1 0 0 1 0,2 1,23 3,81 0,13 0,84 1,41
Xetrov72001306 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,27 1,9 -0,23 -0,36 0,44
Xetrov72001308 atp6v1c2 100485790 301621656 XM_002940121 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 Vacuolar H+-ATPase V1 sector, subunit C XB-GENEPAGE-962057 XB-GENE-962058 Xl.8929 Atp6v1c2 68775 0 0 0 0 0 0 0 -1 1 0 0 0,55 0,21 -2,34 1,36 0,24 -0,32
Xetrov72001314 rrm2.1 394645 Str.16966 45360748,38174077 NM_203717,BC061353 ribonucleotide reductase M2, gene 1 catalysis of formation of deoxyribonucleotides from ribonucleotides rr2m XB-GENEPAGE-947051 XB-GENE-947052 Xl.24807,Xl.79586 Rrm2 20135 0 0 0 0 0 0 0 1 0 0 0 0,29 -0,01 1,02 0,09 0,37 0,33
Xetrov72001321 b3gnt5 394849 Str.42023 39645873,115530821,45361324,51259064 BC063912,CR848570,NM_203909,BC080164 NA NA NA XB-GENEPAGE-955707 XB-GENE-955708 Xl.7332,Xl.70391 B3gnt5 108105 0 0 0 0 0 0 0 -1 0 0 0 -0,27 -0,73 -1,18 -0,48 -0,55 -0,45
Xetrov72001322 ttl 100135000 Str.30704 165973373,213625620,163915436,213624354 NM_001113677,BC170986,BC157256,BC170984 tubulin tyrosine ligase posttranslational modification of alpha-tubulin XB-GENEPAGE-493214 XB-GENE-493215 NA Ttl 69737 0 0 0 0 0 0 0 1 0 0 0 -0,35 0,03 3,1 -0,22 0,1 1,33
Xetrov72001345 ccdc150 100490193 Str.52115 301611323,77621589 XM_002935154,CR761937 NA NA NA XB-GENEPAGE-6460891 XB-GENE-6460892 NA Ccdc150 78016 0 0 0 0 0 0 0 -1 0 0 0 NA -0,38 -1,14 NA -0,35 -1,08
Xetrov72001360 fam84a 780010 Str.53873 112418639,118404881 BC122071,NM_001079087 NA NA NA XB-GENEPAGE-968952 XB-GENE-968953 Xl.20652 Fam84a 105005 0 0 0 0 0 0 0 1 0 0 0 0,65 0,04 2,23 -0,35 0,22 NA
Xetrov72001363 lefty 100170470 Str.57186 189442002,194332826,110289695 BC167366,NM_001130253,CU025005 left-right determination factor XATV| leftb| leftyb|Xlefty| lefty-1|antivin|atv XB-GENEPAGE-6258962 XB-GENE-6258963 Xl.1044,Xl.708 NA NA 0 0 0 0 0 0 0 0 -1 0 0 -1,02 -1,9 NA -1,92 -0,95 NA
Xetrov72001370 wdr27 100495291 Str.70442 301603812 XM_002931515 NA NA NA XB-GENEPAGE-980101 XB-GENE-980102 Xl.69518 Wdr27 71682 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,02 -1,2 0,08 -0,03 -0,64
Xetrov72001384 wdr92 100125149 Str.20053 156717947,138519814 NM_001103046,BC135537 NA NA NA XB-GENEPAGE-980476 XB-GENE-980477 Xl.16400 Wdr92 103784 0 0 0 Wdr92 0 0 0 -1 0 0 -1 -0,02 0,15 -1,8 -0,3 0,05 -1,01
Xetrov72001392 vash2 100492435 Str.42329 301610409 XM_002934687 NA NA NA XB-GENEPAGE-985619 XB-GENE-985620 Xl.72782,Xl.13373 Vash2 226841 0 0 0 0 Vash2 0 0 0 1 0 0 1 0,88 0,14 1,81 0,84 0,25
Xetrov72001394 fam43a 100135352 Str.16210 166158241,213627323,213624446,163915788 NM_001114027,BC171119,BC171115,BC157653 NA NA NA XB-GENEPAGE-5860867 XB-GENE-5860868 Xl.47366,Xl.16375,Xl.67439 Fam43a 224093 0 0 0 0 0 0 0 0 1 0 0 0,44 0,54 -0,61 1,8 -0,06 -0,36
Xetrov72001405 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,63 NA NA NA
Xetrov72001408 paqr9 100495753 Str.40241 301615373 XM_002937091 NA NA NA XB-GENEPAGE-6051059 XB-GENE-6051060 Paqr9 75552 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,66 NA NA 0,91
Xetrov72001418 nkx2-4 100301992 163644021 AM930413 NK2 homeobox 4 homeodomain transcription factor nkx2.4 XB-GENEPAGE-487480 XB-GENE-487481 Xl.55507,Xl.687 Nkx2-4 228731 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,88 NA NA
Xetrov72001421 c2orf73 100135362 Str.38539 163916221,301614998 BC157668,XM_002936921 NA NA NA XB-GENEPAGE-5797227 XB-GENE-5797228 Xl.46857 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -0,99
Xetrov72001431 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -0,26
Xetrov72001433 gnb4 549706 Str.27221 134025400,51967529,62858662 BC135354,CR761620,NM_001016952 NA NA NA XB-GENEPAGE-970637 XB-GENE-970638 Xl.26385,Xl.81765,Xl.8819 Gnb4 14696 0 0 0 0 0 0 0 1 0 0 0 -0,42 -0,02 1,1 -0,09 -0,01 0,55
Xetrov72001443 rsph3 407929 Str.3255 45708846,47498039 BC067913,NM_213698 radial spoke 3 homolog ciliary spoke rshl2 XB-GENEPAGE-989658 XB-GENE-989659 Xl.1504 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,05 0,14 -1,18 0,12 0,25 -0,44
Xetrov72001446 bdh1 100495647 Str.28369 301616890 XM_002937832 NA NA NA XB-GENEPAGE-990739 XB-GENE-990740 Xl.50471 Bdh1 71911 0 0 0 0 Bdh1 0 0 -1 0 0 0 0,25 0,08 -1,24 -0,01 -0,27 -0,45
Xetrov72001450 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,22 NA NA -0,08
Xetrov72001459 gpr87 100493843 Str.33162 301623694 XM_002941105 NA NA NA XB-GENEPAGE-995251 XB-GENE-995252 NA Gpr87 84111 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -0,73
Xetrov72001460 traf3ip2 549319 Str.3945 77682422,77626727 NM_001016565,CR760681 NA NA NA XB-GENEPAGE-6035450 XB-GENE-6035451 NA Traf3ip2 103213 0 0 0 0 Traf3ip2 0 0 -1 0 0 0 -0,06 -0,19 -1,04 -0,31 -0,35 -0,07
Xetrov72001503 siah2 100124319 Str.28800 156120125,134024199 NM_001101811,BC136087 seven in absentia homolog 2 ubiquitin-protein ligase Xsiah-2|xsiah2 XB-GENEPAGE-1004949 XB-GENE-1004950 Xl.654 Siah2 20439 0 0 0 0 0 0 0 -1 0 0 0 0,11 -0,57 -1,54 -0,08 -0,53 -0,4
Xetrov72001526 sox2 407873 Str.6201 307574667,77626026,49257128 NM_213704,CR760314,BC067975 SRY (sex determining region Y)-box 2 HMG-box transcription factor Sox-2|XLSOX-2|XSox2|Xsox-2|anop3|mcops3 XB-GENEPAGE-484552 XB-GENE-484553 Xl.188,Xl.57225,Xl.85638,Xl.85648 Sox2 20674 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,32 4,18 -0,34 -0,17 1
Xetrov72001545 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,56 NA NA NA
Xetrov72001554 ostm1 780037 Str.45018 118404807,82653335,114107998 NM_001079114,CT485681,BC122941 NA NA NA XB-GENEPAGE-989540 XB-GENE-989541 Xl.77618 Ostm1 14628 0 0 0 0 0 0 0 -1 0 0 0 -0,13 -0,02 -1,01 -0,2 -0,11 -0,33
Xetrov72001559 spata17 100490367 Str.62251 301613136 XM_002936025 NA NA NA XB-GENEPAGE-987840 XB-GENE-987841 Xl.44940 Spata17 74717 0 0 0 Spata17 0 0 0 -1 0 0 0 -0,02 -0,15 -2 -0,58 -0,29 -0,65
Xetrov72001562 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -0,96
Xetrov72001578 kcnk2 100495685 301610427 XM_002934706 NA NA NA XB-GENEPAGE-952206 XB-GENE-952207 NA Kcnk2 16526 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,16 NA NA -0,7
Xetrov72001588 elovl5 496694 Str.8538 77622581,56556274,58332191 CT030337,BC087826,NM_001011248 NA NA NA XB-GENEPAGE-952345 XB-GENE-952346 Xl.55436,Xl.52869 Elovl5 68801 0 0 0 0 0 0 0 1 0 0 0 0,1 -0,02 1,33 -0,33 -0,19 0,55
Xetrov72001601 vgll2 394785 Str.5186 45361180,38649172 NM_203847,BC063357 NA NA NA XB-GENEPAGE-1006372 XB-GENE-1006373 Xl.14730 Vgll2 215031 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 7,76 NA NA
Xetrov72001610 six2 100101784 Str.29118 154147546,134025760 NM_001100275,BC135532 SIX homeobox 2 homeodomain transcription factor XB-GENEPAGE-481503 XB-GENE-481504 Xl.21560 Six2 20472 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,92 1,18 NA NA
Xetrov72001625 marcks 448317 Str.46276 89886056,49523254,77622316 NM_001006692,BC075394,CR848092 NA NA NA XB-GENEPAGE-6258236 XB-GENE-6258237 Xl.3077,Xl.69756,Xl.79013,Xl.80916,Xl.81880,Xl.81955,Xl.82934,Xl.83045,Xl.83094 Marcks 17118 0 0 0 0 0 0 0 1 0 0 1 0,67 0,19 2,43 0,01 -0,09 1,06
Xetrov72001644 cited2 407853 Str.48338 45501261,77627274,47575707,77621272 BC067308,CR761235,NM_001001196,CR760080 Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 transcriptional regulator mgc75612 XB-GENEPAGE-495034 XB-GENE-495035 Xl.25598 Cited2 17684 0 0 0 0 0 0 0 1 0 0 0 -0,07 -0,61 1,73 -0,49 -0,43 0,39
Xetrov72001647 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,09 NA NA -0,74
Xetrov72001651 c20orf103 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,18 NA NA NA
Xetrov72001671 c6orf120 448344 Str.7209 49523020,52345791 BC075425,NM_001004942 NA NA NA XB-GENEPAGE-963424 XB-GENE-963425 Xl.49511,Xl.3343 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,43 -1,28 -0,76 -0,42 -0,73
Xetrov72001674 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,73
Xetrov72001704 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,56 NA NA -0,93
Xetrov72001716 cdc42ep3 734044 Str.25574 113931485,113197739,77623966 NM_001045727,BC121574,CR855820 cdc42 effector protein (Rho GTPase binding) 3 XB-GENEPAGE-1015014 XB-GENE-1015015 Xl.49167 Cdc42ep3 260409 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,19 NA NA 1,25
Xetrov72001718 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,99 NA NA -1,49
Xetrov72001724 prkch 100151731 Str.19677 183980025,301620311 BC161491,XM_002939475 protein kinase C, eta serine/threonine kinase pkc-eta XB-GENEPAGE-486684 XB-GENE-486685 Xl.47667 Prkch 18755 0 0 0 0 0 0 0 1 0 0 1 -0,48 -0,18 1,24 -0,22 -0,22 1,65
Xetrov72001748 schip1 100126222 Str.29241 157423118,158518459 BC153708,NM_001110054 schwannomin interacting protein 1 coiled coil protein involved in linking membrane proteins to cytoskeleton Sec22L1 XB-GENEPAGE-1011067 XB-GENE-1011068 Xl.52134,Xl.80467 Schip1 30953 0 0 0 0 0 0 0 1 0 0 0 0,52 -0,19 1,46 0,03 -0,21 0,73
Xetrov72001777 clrn1 100497170 301615347,301615345 XM_002937101,XM_002937100 NA NA NA XB-GENEPAGE-6044812 XB-GENE-6044813 NA Clrn1 229320 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,49 NA NA NA
Xetrov72001789 unknown NA NA NA NA NA NA NA NA NA Xl.48338 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA -1,03
Xetrov72001816 tm4sf18 100492662 301615843 XM_002937328 NA NA NA XB-GENEPAGE-5818049 XB-GENE-5818050 Xl.3108 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,23 0,05 -1,64 0,05 0,19 -0,71
Xetrov72001818 c8orf42 549024 Str.15789 77620821,77682401 CR761669,NM_001016270 NA NA NA XB-GENEPAGE-952639 XB-GENE-952640 Xl.2936 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,34 -0,19 1,31 -0,04 -0,21 0,9
Xetrov72001822 rgs17 100488096 301608692 XM_002933864 NA NA NA XB-GENEPAGE-984103 XB-GENE-984104 ,Xl.8661 Rgs17 56533 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,99 NA NA 1,11
Xetrov72001851 tm4sf1 100151707 Str.44463 301615839,187469579,301615841 XM_002937326,BC167139,XM_002937327 transmembrane 4 L six family member 1 mgc82190 XB-GENEPAGE-853116 XB-GENE-853117 Xl.48834,Xl.18717,Xl.85298 Tm4sf1 17112 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,18 NA NA 0,11
Xetrov72001857 hs6st1 550071 Str.48194 134026037,62859932,55294793 BC135520,NM_001017317,CR761444 NA NA NA XB-GENEPAGE-953844 XB-GENE-953845 Xl.21588,Xl.85487 Hs6st1 50785 0 0 0 0 0 0 0 -1 0 0 0 0,31 -0,32 -1,09 0,21 -0,49 -0,28
Xetrov72001872 bix1.2 100491743 301623758 XM_002941135 Brachyury-inducible homeobox 1, gene 2 Transcription factor PRD and related proteins, contain PAX and HOX domains XB-GENEPAGE-5997663 XB-GENE-5997665 NA NA 0 0 0 0 0 0 0 0 1 0 0 2,05 NA NA 2,49 NA NA
Xetrov72001918 rap2b 619592 Str.6887 78042596,77620950,171847133 NM_001035115,CR761529,BC161519 RAP2B, member of RAS oncogene family small GTPase XB-GENEPAGE-493695 XB-GENE-493696 Xl.1322 Rap2b 74012 0 0 0 0 0 0 1 0 0 0 0 0,82 1,1 0,24 0,47 0,67 0,48
Xetrov72001947 hspc159 NA NA NA NA NA NA NA NA NA Xl.16466,Xl.58114,Xl.79757 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,21 -1,31 -0,56 -0,23 -0,19
Xetrov72001957 fam177b 100145772 Str.68263 171846487,187607552 BC161745,NM_001127139 NA NA NA XB-GENEPAGE-5896668 XB-GENE-5896669 Xl.76740 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,32 NA NA -0,41
Xetrov72001963 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,45 -2,07 NA -0,32 -1,14
Xetrov72001964 mcfd2 496472 Str.78101 54038568,58332301 BC084192,NM_001011062 NA NA NA XB-GENEPAGE-981595 XB-GENE-981596 Xl.57759,Xl.4782,Xl.78394 Mcfd2 193813 0 0 0 0 0 0 0 -1 0 0 0 -0,07 0,03 -1,06 0,03 -0,03 -0,29
Xetrov72001966 sptssb 549969 Str.9274 77682870,77626484,167614623 NM_001017215,CR760412,BC158956 NA NA NA XB-GENEPAGE-950652 XB-GENE-950653 Xl.25655,Xl.52742 1110032A04Rik 66183 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,42 -1,3 -0,58 -0,33 -0,68
Xetrov72001968 NA NA NA NA NA NA NA NA NA Xl.84922 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,41 NA NA 0,69
Xetrov72001988 tctex1d2 100496772 301609065 XM_002934044 NA NA NA XB-GENEPAGE-984475 XB-GENE-984476 Tctex1d2 66061 0 0 0 0 0 0 0 -1 0 0 0 1,59 0,15 -1,42 1,05 0,18 -0,72
Xetrov72001990 dstn 100038216 Str.53630 60552649,197246249,301616078 BC091019,BC168821,XM_002937444 destrin (actin depolymerizing factor) actin binding destrin|actdp XB-GENEPAGE-489288 XB-GENE-489289 Xl.18180,Xl.22171 Dstn 56431 0 0 0 0 0 0 0 -1 0 0 0 0,51 -0,06 -2,07 -0,09 -0,39 -0,43
Xetrov72002001 NA NA NA NA NA NA NA NA NA Xl.18757 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,28 -0,29 1,83 -0,16 -0,25 0,55
Xetrov72002021 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,1 NA NA -0,85
Xetrov72002027 tmem178.1 100488502 Str.5765 301608701 XM_002933866 NA NA NA XB-GENEPAGE-942686 XB-GENE-942687 Xl.49104,Xl.69045 Tmem178 68027 0 0 0 0 Tmem178 0 0 1 0 0 0 NA NA 1,35 NA NA 0,63
Xetrov72002028 pacrg 100127543 Str.53281 110289760,156230530,163915232 CU025070,BC152037,NM_001112922 NA NA NA XB-GENEPAGE-6258805 XB-GENE-6258806 NA Pacrg 69310 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,07 NA NA -0,38
Xetrov72002046 sst 100037904 Str.14307 134024421,148232597 BC135242,NM_001097338 somatostatin peptide hormone som|somatostatin|smst XB-GENEPAGE-491020 XB-GENE-491021 Xl.29373,Xl.13593 Sst 20604 0 0 0 0 Sst 0 0 1 0 0 0 0,51 1,01 3,69 0,27 1,39 1,26
Xetrov72002050 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,05 NA NA -0,79
Xetrov72002065 sft2d1 448736 Str.11136 110289833,77621857,50417604,284795289 CU025143,CT025343,BC077695,NM_001005146 NA NA NA XB-GENEPAGE-946277 XB-GENE-946278 Xl.56598,Xl.40480 Sft2d1,Gm12166 106489 0 0 0 0 0 0 0 -1 0 0 0 0,7 0,01 -1,01 -0,25 -0,07 -0,43
Xetrov72002079 NA NA NA NA NA NA NA NA NA Xl.75549 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,08 NA NA -0,42
Xetrov72002085 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,11 -0,15 1,14 -0,02 -0,12 0,34
Xetrov72002101 mal 448776 Str.15621 77625895,49900150,55742175 CR760177,BC077032,NM_001006928 NA NA NA XB-GENEPAGE-5745205 XB-GENE-5745206 Xl.13591 Mal 17153 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,66 NA NA 0,84
Xetrov72002111 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,64 NA 4,01 0,95 NA 0,93
Xetrov72002119 NA NA NA NA NA NA NA NA NA Xl.13468 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,7 NA NA -0,75
Xetrov72002120 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,98 NA NA -0,6
Xetrov72002141 pfn2 548852 Str.1397 213627421,189442272,77622101,77683069,213625766 BC171295,BC167571,CR762150,NM_001016098,BC171297 profilin 2 actin cytoskeleton organization/biogenesis profilin II|XProfilin2|Profilin2 XB-GENEPAGE-945003 XB-GENE-945004 Xl.77241 Pfn2 18645 0 0 0 0 0 0 0 1 0 0 0 -0,08 -0,08 2,66 -0,31 -0,14 1,21
Xetrov72002158 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 0,75 NA 3,91 1,72 NA 2,21
Xetrov72002176 otx1 394824 Str.147 38648950,45361276 BC063197,NM_203885 orthodenticle homeobox 1 homeodomain transcription factor xotx1 XB-GENEPAGE-939803 XB-GENE-939804 Xl.781 Otx1 18423 0 0 0 0 0 0 0 1 0 0 0 -0,91 -0,15 2,89 -0,68 -0,09 -0,83
Xetrov72002203 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,18 NA NA -1,11
Xetrov72002209 efcab2 100489608 Str.24941 301603790 XM_002931483 EF-hand calcium binding domain 2 Calmodulin and related proteins (EF-Hand superfamily) XB-GENEPAGE-6048246 XB-GENE-6048247 Efcab2 68226 0 0 0 0 0 0 0 -1 0 0 0 NA 0,52 -2,09 NA 0,47 -0,96
Xetrov72002219 esrrg 100101684 Str.16234 134024289,154147723 BC136151,NM_001100210 estrogen-related receptor gamma hormone receptor nr3b3 XB-GENEPAGE-486171 XB-GENE-486172 Esrrg 26381 0 0 0 0 0 0 0 -1 0 0 0 1,47 NA -1,5 1,12 NA -0,09
Xetrov72002242 tp63 100497737 Str.78596 170284422,301609053 BC160954,XM_002934050 tumor protein p63 transcription factor Xp63|p63| tp73l|ket| trp63 XB-GENEPAGE-479867 XB-GENE-479868 Xl.762,Xl.34499 Trp63 22061 0 0 0 0 0 0 0 0 1 0 0 0,12 NA -0,64 1,78 NA -0,19
Xetrov72002243 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,09 1,56 1,97 0,7 1,26 0,97
Xetrov72002269 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,67
Xetrov72002272 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,44
Xetrov72002273 c6orf174 100496490 Str.40084 301622223,195539836 XM_002940390,BC168082 NA NA NA XB-GENEPAGE-994479 XB-GENE-994480 NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,02 NA NA 4,93
Xetrov72002284 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -0,71
Xetrov72002286 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,13 NA NA -0,57
Xetrov72002292 rab23 549718 Str.51155 77623381,68534682,70778925 CR848491,BC098510,NM_001016964 RAB23, member RAS oncogene family small GTPase XB-GENEPAGE-492625 XB-GENE-492626 Xl.47457 Rab23 19335 0 0 0 0 0 0 0 -1 0 0 0 -0,41 -0,19 -1,09 -0,51 -0,23 -0,4
Xetrov72002303 ptma 549277 Str.56253 82653398,169806803,60618419,77623627,170287790,197246935,66955866,112418559,170287769,77625891 CT485744,BC160568,BC090592,CR926204,BC161253,BC169172,NM_001016523,BC122014,BC161258,CR760173 prothymosin, alpha ubiquitin ligase tmsa| thymosin alpha1 XB-GENEPAGE-978346 XB-GENE-978347 Xl.24523,Xl.8877 Ptma 19231 0 0 0 0 0 0 0 1 0 0 0 0,49 0,28 1,33 0,13 0,28 0,3
Xetrov72002328 NA NA NA NA NA NA NA NA NA Xl.68305,Xl.69606 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,22 NA NA -0,99
Xetrov72002348 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -0,9
Xetrov72002349 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,56
Xetrov72002363 shprh NA Str.82583 NA NA NA NA NA XB-GENEPAGE-959907 XB-GENE-959908 Shprh 268281 0 0 0 0 0 0 0 1 0 0 0 -0,44 -0,36 1,41 -0,21 -0,23 0,16
Xetrov72002378 pak7 100145129 Str.59322 166796609,187607823 BC158972,NM_001126638 NA NA NA XB-GENEPAGE-960007 XB-GENE-960008 Xl.11954 Pak7 241656 0 0 0 0 0 0 0 1 0 0 0 -0,53 -0,7 2,34 -0,64 -0,34 NA
Xetrov72002394 id2 394480 Str.20518 45360524,55295347,37590088 NM_203554,CR855815,BC059758 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein transcriptional regulator xid2 XB-GENEPAGE-481296 XB-GENE-481297 Xl.492,Xl.7919 Id2 15902 0 0 0 0 0 1 1 0 1 1 0 1,91 2,41 -0,42 1,96 1,87 -0,07
Xetrov72002397 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,25 -0,25 -1,17 0,22 -0,3 -0,42
Xetrov72002404 c2orf50 100379859 Str.51079 301626079,110645654 XM_002942180,BC118904 NA NA NA XB-GENEPAGE-5887993 XB-GENE-5887994 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,05 NA NA -0,82
Xetrov72002406 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,88 -0,03 1,31 1,44 -0,25 NA
Xetrov72002407 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 -1 1 0 0 2,44 4,84 -1,06 2,58 0,38 -0,16
Xetrov72002410 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,14 0,51 2,09 0,23 0,45 0,75
Xetrov72002439 il1rap 100216065 Str.35243 195539588,213983226 BC167960,NM_001142051 interleukin 1 receptor accessory protein cytokine binding il1r3| il-racp XB-GENEPAGE-492427 XB-GENE-492428 NA Il1rap 16180 0 0 0 0 0 0 0 -1 0 0 0 -0,58 0,17 -1,22 -0,06 0,05 -0,19
Xetrov72002441 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,15 0,5 2,2 -0,14 0,39 0,95
Xetrov72002470 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 1,71 NA -1,7 1,32 NA -0,07
Xetrov72002475 epas1 448117 Str.9052 49250452,54020802 BC074648,NM_001005647 endothelial PAS domain protein 1 transcriptional regulator hif2alpha|mop2|ecyt4|hif2a|pasd2|bhlhe73|hif2|hlf XB-GENEPAGE-981611 XB-GENE-981612 Xl.47404,Xl.12327,Xl.79314 Epas1 13819 0 0 0 0 0 0 0 -1 0 0 0 -0,58 0,06 -1,49 -0,32 -0,12 -0,48
Xetrov72002508 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,08 -1,38 -0,21 -0,18 -0,72
Xetrov72002521 spred2 496441 Str.10708 112807732,58332361,213627401,52352552,165905266 CT027924,NM_001011032,BC171265,AY714337,BC157302 sprouty-related, EVH1 domain containing 2 regulation of signal transduction Xspred2|Xtspred2 XB-GENEPAGE-485590 XB-GENE-485591 Xl.54507 Spred2 114716 0 0 0 0 0 0 0 1 0 0 0 0,05 -0,09 1,15 0,13 -0,17 0,44
Xetrov72002535 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,63 2,17 NA 1,62
Xetrov72002572 dlk2 100493472 301627959 XM_002943088 NA NA NA XB-GENEPAGE-6049767 XB-GENE-6049768 NA Dlk2 106565 0 0 0 0 0 0 0 0 1 1 0 NA NA -0,31 2,67 3,47 0,02
Xetrov72002583 agpat4 496716 Str.10460 56789835,58332233 BC087973,NM_001011265 NA NA NA XB-GENEPAGE-5810938 XB-GENE-5810939 Xl.5695 Agpat4 68262 0 0 0 0 0 0 0 1 0 0 0 0,36 -0,03 1,41 -0,2 -0,2 0,62
Xetrov72002618 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,28 NA NA -0,48
Xetrov72002622 NA NA NA NA NA NA NA NA NA Xl.74166 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,51 0 1,1 0 -0,26 0,22
Xetrov72002627 hpcal1 733484 Str.63 77626028,113205571,116284285 CR760317,NM_001044428,BC123918 NA NA NA XB-GENEPAGE-947039 XB-GENE-947040 Xl.48342 Hpcal1 53602 0 0 0 0 Hpcal1 0 0 1 0 0 1 -0,53 -0,31 1,22 -0,32 -0,36 1,3
Xetrov72002641 morn2 100488991 301608719 XM_002933869 NA NA NA XB-GENEPAGE-5871526 XB-GENE-5871527 Xl.35387 Morn2 378462 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,81
Xetrov72002648 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,23 NA NA -0,93
Xetrov72002663 bmp5 100494976 Str.40338 301610723 XM_002934847 bone morphogenetic protein 5 TGF-beta related peptide growth factor XB-GENEPAGE-479370 XB-GENE-479371 Xl.26009 Bmp5 12160 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,3 NA 0,9 -0,12
Xetrov72002686 snap25 549255 Str.15491 134026021,77681767,49899834,77626830 BC135565,NM_001016501,BC077066,CR760797 NA NA NA XB-GENEPAGE-948768 XB-GENE-948769 Xl.71917,Xl.8686 Snap25 20614 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,57 NA NA 4,46
Xetrov72002703 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,79 NA NA -0,32
Xetrov72002704 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2 NA NA -1,06
Xetrov72002735 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 2,05 NA NA 2,59 NA NA
Xetrov72002753 nphp1 100494715 Str.30110 301622116 XM_002940340 nephronophthisis 1 (juvenile) zinc finger transcription factor nephrocystin1|nephrocystin 1|nephrocystin XB-GENEPAGE-486282 XB-GENE-486283 Xl.9955 Nphp1 53885 0 0 0 0 0 0 0 -1 0 0 0 0,22 0,05 -1,04 0,19 0,34 -0,72
Xetrov72002769 ankrd60 100379950 Str.54116 301605037,301605041,301605039,112807402 XM_002932109,XM_002932111,XM_002932110,CU075358 NA NA NA XB-GENEPAGE-939979 XB-GENE-939980 NA Ankrd60 70065 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,79 NA NA -1,13
Xetrov72002821 rap1gap 100495237 301627011 XM_002942628 NA NA NA XB-GENEPAGE-996877 XB-GENE-996878 Xl.62139 Rap1gap 110351 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,6 NA NA
Xetrov72002838 gatad2b 100486823 Str.54758 301629838 XM_002943995 GATA zinc finger domain containing 2B transcription factor XB-GENEPAGE-5995516 XB-GENE-5995517 Gatad2b 229542 0 0 0 0 0 0 0 1 0 0 0 -1,36 -0,27 1,97 -0,07 -0,09 0,44
Xetrov72002845 NA NA NA NA NA NA NA NA NA Xl.9964 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,71 -0,09 2,4 -0,07 -0,03 0,95
Xetrov72002860 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,11 0,1 -1,52 -0,02 0,18 -0,55
Xetrov72002866 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,08 -2,65 NA -0,12 -0,9
Xetrov72002905 helz 100145753 Str.58823 171846397,187607140 BC161631,NM_001127124 helicase with zinc finger RNA helicase XB-GENEPAGE-5912846 XB-GENE-5912847 Xl.4675 Helz 78455 0 0 0 0 0 -1 0 0 0 0 0 -1,63 -0,09 0,03 -0,56 -0,06 0,17
Xetrov72002919 nup210 100493693 Str.79031 301629133 XM_002943657 NA NA NA XB-GENEPAGE-5761508 XB-GENE-5761509 Xl.24889 Nup210 54563 0 0 0 0 0 0 0 1 0 0 0 -1,34 -0,02 1,44 -0,52 -0,08 0,41
Xetrov72002920 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,71 NA NA
Xetrov72002958 mapk15 100145558 Str.15925 187608443,170284850 NM_001126989,BC161251 NA NA NA XB-GENEPAGE-1010337 XB-GENE-1010338 Xl.12719 Mapk15 332110 0 0 0 0 0 0 0 -1 0 0 0 -0,66 -0,04 -2,69 -0,38 -0,11 -0,86
Xetrov72002989 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,09 NA NA -0,43
Xetrov72003017 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,24 0,07 -1,33 -0,46 -0,03 -0,25
Xetrov72003040 NA NA NA NA NA NA NA NA NA Xl.57113 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,65 NA NA -1,08
Xetrov72003044 pzp 779547 Str.68854 166795922,163915705,114107594 NM_001114224,BC157538,BC122896 pregnancy-zone protein proteinase inhibitor XB-GENEPAGE-921401 XB-GENE-921402 Xl.4241,Xl.24285,Xl.81787,Xl.82294 Pzp 11287 0 0 0 0 0 0 0 0 1 0 1 2,11 NA -1,12 2,1 NA 2,12
Xetrov72003055 casp2 100486813 301623936 XM_002941220 caspase 2, apoptosis-related cysteine peptidase (neural precursor cell expressed, developmentally down-regulated 2) apoptotic cysteine protease caspase-2|xCaspase-2|caspase 2 XB-GENEPAGE-482389 XB-GENE-482390 Xl.976,Xl.56339,Xl.73870 Casp2 12366 0 0 0 0 0 0 0 1 0 0 0 0,33 -0,26 1,03 0,2 -0,1 0,12
Xetrov72003087 brd4 100216259 Str.54342 197245688,77620827,213983064 BC168637,CR761677,NM_001142218 bromodomain containing 4 histone acetyltransferase XB-GENEPAGE-5859146 XB-GENE-5859147 Xl.46535,Xl.14562 Brd4 57261 0 0 0 0 0 -1 0 0 0 0 0 -1,59 0,07 0,31 -0,29 0,29 0
Xetrov72003116 NA NA NA NA NA NA NA NA NA Xl.16582 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,14 -1,4 NA -0,11 -0,36
Xetrov72003133 dnajc18 100124938 Str.24796 134025556,156717615 BC135818,NM_001102878 NA NA NA XB-GENEPAGE-5795682 XB-GENE-5795683 Xl.56347 Dnajc18 76594 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,57 NA NA 0,48
Xetrov72003134 unknown NA NA NA NA NA NA NA NA NA Xl.77793,Xl.84 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 0 -1,17 -0,3 -0,28 -0,27
Xetrov72003225 NA NA NA NA NA NA NA NA NA Xl.73228 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,58 NA NA -0,93
Xetrov72003234 prss1 548509 Str.45762 77625852,62752848,59808135,111305482 CR760134,NM_001015792,BC089741,BC121234 NA NA NA XB-GENEPAGE-5776261 XB-GENE-5776262 Xl.1858,Xl.76563,Xl.77323,Xl.80672 Prss1 114228 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,77 NA NA
Xetrov72003285 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,4 -0,4 1,09 -0,36 -0,31 -0,1
Xetrov72003350 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,21 0,33 1,61 0,17 0,2 NA
Xetrov72003360 gli2 100498653 301628370 XM_002943283 GLI family zinc finger 2 zinc finger, C2H2 type XB-GENEPAGE-481809 XB-GENE-481810 Xl.481,Xl.1042 Gli2 14633 0 0 0 0 0 0 0 1 0 0 0 -1,43 -0,15 2,53 -0,09 -0,11 0,91
Xetrov72003364 xrra1 100493426 Str.57481 301629911 XM_002944030 NA NA NA XB-GENEPAGE-963365 XB-GENE-963366 Xl.53813,Xl.13993 Xrra1 446101 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -0,76
Xetrov72003387 NA NA NA NA NA NA NA NA NA Xl.71386,Xl.9079 NA NA 0 0 Xl.71386 0 0 0 0 -1 0 0 0 0,54 -0,01 -1,03 0,48 0,05 -0,3
Xetrov72003405 NA NA NA NA NA NA NA NA NA Xl.72956 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,41 NA NA -0,51
Xetrov72003416 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,92 -0,23 -1,55 -0,2 -0,17 -0,23
Xetrov72003418 znf618 734035 Str.39832 62732370,187956676,195540182,77623227,115291927 CR942564,BC166367,BC168063,CR855477,BC121861 NA NA NA XB-GENEPAGE-6065984 XB-GENE-6065985 Xl.18393 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,32 1,5 -0,13 -0,37 0,49
Xetrov72003438 NA NA NA NA NA NA NA NA NA Xl.15295 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA -0,93
Xetrov72003444 tubb2c NA NA NA NA NA NA NA NA NA Xl.7933,Xl.60166,Xl.60613,Xl.79070,Xl.82722,Xl.82760 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,38 0,42 -1,95 0,04 0,43 -0,77
Xetrov72003449 unknown NA NA NA NA NA NA NA NA NA Xl.53727,Xl.78615 NA NA 0 0 0 0 0 0 0 -1 1 0 0 1,29 -0,16 -1,96 2,17 -0,3 -0,85
Xetrov72003451 oct91 100498076 Str.64721 301625652 XM_002941971 POU class V protein oct-91 transcription factor containing POU and HOX domains oct79|oct92|Oct-91|xoct-91|XLPOU91|xoct91 XB-GENEPAGE-923210 XB-GENE-923211 Xl.34930,Xl.77790,Xl.78164,Xl.870,Xl.871 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,61 -1,85 -0,13 0,86 -0,27
Xetrov72003455 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,05 NA NA 0,08
Xetrov72003469 bspry 100496549 301622932 XM_002940733 NA NA NA XB-GENEPAGE-994899 XB-GENE-994900 Bspry 192120 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,49 -1,06 0,28 0,66 -0,51
Xetrov72003521 fam166a 100495602 301622936 XM_002940727 NA NA NA XB-GENEPAGE-974848 XB-GENE-974849 NA Fam166a 68222 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,73 NA NA -0,65
Xetrov72003524 clic3 447989 Str.15641 301625656,112807530,49522340,113197888 XM_002941972,CU075486,BC075333,BC121649 NA NA NA XB-GENEPAGE-959389 XB-GENE-959390 Xl.47502 Clic3 69454 0 0 0 0 0 0 0 -1 0 0 0 0,69 0,72 -1,3 0,74 0,65 -0,34
Xetrov72003543 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 1 0 0,17 0,71 -0,37 0,19 1,07 -0,28
Xetrov72003550 npdc1.1 100497919 Str.86413 301625650 XM_002941970 neural proliferation, differentiation and control, 1, gene 1 neural proliferation, differentiation and control cab|cab1|cab-1|npdc-1 XB-GENEPAGE-975196 XB-GENE-975197 Xl.48809 Npdc1 18146 0 0 0 0 0 0 0 -1 0 0 0 0,06 -0,06 -1,47 -0,32 0,43 -0,25
Xetrov72003574 cgn 100145755 Str.2714 171846399,187607170 BC161633,NM_001127126 NA NA NA XB-GENEPAGE-1009256 XB-GENE-1009257 Xl.3379 Cgn 70737 0 0 0 0 0 0 0 -1 0 0 0 -0,24 0,15 -1,09 -0,04 0,13 -0,38
Xetrov72003592 sema6c 100216452 Str.39739 197245579 BC168494 sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6C Semaphorins XB-GENEPAGE-989786 XB-GENE-989787 NA Sema6c 20360 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,99 NA NA 3,22
Xetrov72003618 ccdc19 394876 Str.8050 45361370,39795845 NM_203932,BC064248 coiled-coil domain containing 19 Uncharacterized conserved protein XB-GENEPAGE-955092 XB-GENE-955093 Xl.12380,Xl.68638 Ccdc19 71870 0 0 0 0 0 0 0 -1 0 0 0 0 0,05 -2,27 -0,13 -0,17 -0,83
Xetrov72003627 chrnb2 100101688 Str.21013 154147604,134025677 NM_001100214,BC136136 cholinergic receptor, nicotinic, beta 2 (neuronal) nicotinic acetylcholine receptor XB-GENEPAGE-854456 XB-GENE-854457 Xl.49107 Chrnb2 11444 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,63 NA NA NA
Xetrov72003639 onecut1.2 100488409 301611996 XM_002935458 one cut homeobox 1, gene 2 homeodomain transcription factor XB-GENEPAGE-1021673 XB-GENE-1021674 Onecut1 15379 0 0 0 0 0 0 0 1 1 0 1 NA NA 6,95 3,86 NA 3,5
Xetrov72003647 vsig8 100494083 Str.66979 301630045 XM_002944096 NA NA NA XB-GENEPAGE-6031653 XB-GENE-6031654 Vsig8 240916 0 0 0 0 0 0 0 -1 0 0 0 -0,11 NA -1,03 0,01 0,4 -0,19
Xetrov72003651 cers2 100036728 Str.47122 120537297,148231620 BC129021,NM_001097273 ceramide synthase 2 protein transporter lass2|sp260| tmsg1 XB-GENEPAGE-852702 XB-GENE-852703 Xl.29063,Xl.58149 Lass2 76893 0 0 0 0 0 0 0 -1 0 0 0 -0,71 -0,09 -1,26 -0,42 -0,23 -0,24
Xetrov72003700 nhlh1 100125788 Str.53224 112807514,301615704 CU075470,XM_002937261 nescient helix loop helix 1 transcription factor hen1|nscl|nscl1|bhlha35|hen-1 XB-GENEPAGE-989789 XB-GENE-989790 Xl.49521,Xl.437 Nhlh1 18071 0 0 Xl.437 0 0 0 0 1 0 0 1 NA NA 9,03 NA NA 7,34
Xetrov72003732 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,35 -0,03 -1,22 0,02 0,18 -0,52
Xetrov72003748 tuft1 100490166 Str.56359 301624435 XM_002941467 tuftelin 1 ER-Golgi vesicle-tethering protein p115 XB-GENEPAGE-853878 XB-GENE-853879 Xl.34648 Tuft1 22156 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,33 2,43 NA -0,26
Xetrov72003754 cdc42se1 595003 Str.46359 60551320,71896052 BC091074,NM_001030444 cdc42 small effector 1 pak-box/p21-rho-cdc42-binding scip1|spec1 XB-GENEPAGE-945192 XB-GENE-945193 Xl.49015,Xl.47671 Cdc42se1 57912 0 0 0 0 0 0 0 -1 0 0 0 NA -0,27 -1,44 NA -0,36 -0,67
Xetrov72003769 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,3 NA NA
Xetrov72003776 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 -0,13 0,4 -0,4 1,7 0,34 -0,24
Xetrov72003783 ctsk 779889 Str.72231 118404241,113197687 NM_001078967,BC121682 NA NA NA XB-GENEPAGE-5876966 XB-GENE-5876967 Xl.60124 Ctsk 13038 0 0 0 0 0 1 0 0 1 0 0 4,04 NA NA 4,65 NA NA
Xetrov72003837 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,12 0,25 2,1 0,01 0,19 0,77
Xetrov72003855 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,01 NA NA -0,06
Xetrov72003857 NA NA NA NA NA NA NA NA NA Xl.13291,Xl.79831 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,04 NA NA -0,13
Xetrov72003861 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 -1 0 0 0 0,3 -1,2 -1,12 0 -0,28 -0,14
Xetrov72003899 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,02 NA NA -0,06
Xetrov72003926 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,54 -1,23 NA 0,11 -0,36 NA
Xetrov72003967 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,34 -1,24 NA 0 -0,31 NA
Xetrov72003985 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,43 -1,3 NA -0,07 -0,42 NA
Xetrov72004005 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,48 0,11 -1,16 NA 0,19 -0,44
Xetrov72004032 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,39 -1,26 NA -0,04 -0,3 NA
Xetrov72004138 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,34 -1,25 NA -0,04 -0,35 NA
Xetrov72004150 lrp2 100489914 301614656 XM_002936756 low density lipoprotein receptor-related protein 2 Low-density lipoprotein receptors containing Ca2+-binding EGF-like domains megalin|dbs|gp330 XB-GENEPAGE-486051 XB-GENE-486052 Xl.74080 Lrp2 14725 0 0 0 0 0 0 0 1 0 0 0 -1,45 1,28 1,61 -0,44 0,86 -0,92
Xetrov72004153 dnah7 100495128 Str.85539 301616636 XM_002937720 NA NA NA XB-GENEPAGE-6034835 XB-GENE-6034836 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,91
Xetrov72004158 dnah3 100490919 Str.38605 301604759 XM_002931982 dynein, axonemal, heavy chain 3 molecular motor component dlp3|dnahc3b|hsadhc3 XB-GENEPAGE-854565 XB-GENE-854566 Xl.79413 NA 381917 0 0 0 0 0 0 0 -1 0 0 0 -0,24 0,13 -2,6 0,14 0,06 -0,8
Xetrov72004164 unc80 779473 Str.83026 301618842,111306122,157423398 XM_002938770,BC121485,BC153327 NA NA NA XB-GENEPAGE-5889668 XB-GENE-5889669 NA Unc80 329178 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,59 NA NA NA
Xetrov72004165 tnrc18 100491423 Str.52579 77622562,301603726 CT030318,XM_002931493 NA NA NA XB-GENEPAGE-6458543 XB-GENE-6458544 Xl.84348,Xl.15119,Xl.4596,Xl.58851,Xl.72652 Tnrc18 231861 0 0 0 0 Tnrc18 0 0 1 0 0 0 -0,34 -0,07 1,09 -0,06 -0,11 0,15
Xetrov72004167 unknown NA NA NA NA NA NA NA NA NA Xl.21569,Xl.24501,Xl.80740,Xl.81352 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,41 1,98 NA -0,14 0,73
Xetrov72004173 fn1 595087 Str.6682 71895736,63102076 NM_001030524,BC095906 fibronectin 1 extracellular glycoprotein fibronectin|gene C|mgc97508 XB-GENEPAGE-484446 XB-GENE-484447 Xl.2243,Xl.76288,Xl.80304 Fn1 14268 0 0 0 0 0 0 0 1 0 0 1 -0,72 0,09 4,73 -0,02 0,21 3,12
Xetrov72004179 rif1 100491835 Str.65585 301614461 XM_002936664 rap1 interacting factor homolog telomere-associated protein XB-GENEPAGE-920161 XB-GENE-920162 Xl.53015,Xl.78795 Rif1 51869 0 0 0 0 0 0 0 1 0 0 0 -0,86 -0,88 2,17 -0,53 -0,56 0,46
Xetrov72004193 baz2b 100151715 Str.78682 183985777,301607446,301607444 BC166361,XM_002933266,XM_002933265 bromodomain adjacent to zinc finger domain, 2B chromatin remodeling complex subunit XB-GENEPAGE-964621 XB-GENE-964622 Xl.19899 Baz2b 407823 0 0 0 0 0 0 0 1 0 0 1 0,17 -0,36 2,5 0,38 -0,15 1,25
Xetrov72004220 kalrn 548783 Str.20242 77683151,213624554,213624279,77622353 NM_001016029,BC171263,BC170882,CR848132 NA NA NA XB-GENEPAGE-1014005 XB-GENE-1014006 Xl.8437 Kalrn 545156 0 0 0 0 0 0 0 0 1 0 0 0,5 0,33 0,84 1,09 0,64 0,67
Xetrov72004222 NA NA NA NA NA NA NA NA NA Xl.72057 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,82 NA NA -1,08
Xetrov72004230 lct.1 NA Str.84893 NA NA NA NA NA XB-GENEPAGE-5930956 XB-GENE-5930957 Xl.56157 Lct 226413 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,52 NA NA
Xetrov72004231 myo10.2 100495096 301627120 XM_002942679 myosin 10, gene 2 Myosin VII, myosin IXB and related myosins XB-GENEPAGE-5995372 XB-GENE-5995373 Xl.13838 Myo10 17909 0 0 0 0 0 0 0 1 0 0 1 -0,67 -0,32 3,18 0,43 -0,21 1,43
Xetrov72004238 wdr90 100036617 Str.1764 117558604,147904213 BC127273,NM_001097176 NA NA NA XB-GENEPAGE-5825491 XB-GENE-5825492 Xl.53534 Wdr90 106618 0 0 0 0 0 0 0 -1 0 0 0 -1,36 -0,29 -1,27 -0,61 -0,3 -0,85
Xetrov72004245 map2 780043 Str.28128 114108233,118404777 BC122954,NM_001079120 NA NA NA XB-GENEPAGE-5945201 XB-GENE-5945202 Xl.23525,Xl.18160,Xl.56845 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,42 NA NA NA
Xetrov72004246 ccdc108 100144742 Str.38480 183986746,166796292 NM_001123490,BC159158 coiled-coil domain containing 108 homeodomain transcription factor XB-GENEPAGE-1001101 XB-GENE-1001102 Ccdc108 241116 0 0 0 0 0 0 0 -1 0 0 0 -0,51 -0,02 -2,61 -0,26 -0,22 -0,8
Xetrov72004251 rai1 100487671 Str.38439 301612777 XM_002935854 NA NA NA XB-GENEPAGE-987625 XB-GENE-987626 Rai1 19377 0 0 0 0 0 0 0 1 0 0 0 -0,96 -0,31 2,13 -0,62 -0,38 0,39
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Xetrov72004264 kif1a 100127546 Str.59333 156230533,301607653 BC152041,XM_002933334 NA NA NA XB-GENEPAGE-960469 XB-GENE-960470 ,Xl.8391 Kif1a 16560 0 0 0 0 0 0 0 1 0 0 1 -0,55 0,19 3,96 -0,6 -0,1 2,84
Xetrov72004298 kiaa0556 100497956 Str.38330 301617828 XM_002938284 NA NA NA XB-GENEPAGE-5819663 XB-GENE-5819664 Xl.78735,Xl.29814 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,97
Xetrov72004299 als2 779575 Str.55359 301613900,115313721 XR_097450,BC123947 amyotrophic lateral sclerosis 2 (juvenile) Junctional membrane complex protein Junctophilin and related MORN repeat proteins alsin XB-GENEPAGE-922618 XB-GENE-922619 Als2 74018 0 0 0 0 0 0 0 1 0 0 0 0,83 0,52 1,19 0,86 0,47 0,38
Xetrov72004305 col18a1 394845 Str.3108 45361316,49898945,39645942 NM_203905,BC076669,BC063929 collagen, type XVIII, alpha 1 extracellular matrix kno|kno1 XB-GENEPAGE-941367 XB-GENE-941368 Xl.7733,Xl.21600,Xl.23050,Xl.78961 Col18a1 12822 0 0 0 0 0 0 0 1 0 0 0 0,71 0,31 1,23 1,12 0,11 0,28
Xetrov72004308 dip2a 100124714 Str.6990 117558465,156717253 BC125727,NM_001102699 NA NA NA XB-GENEPAGE-976187 XB-GENE-976188 Xl.56627,Xl.8867 Dip2a 64451 0 0 0 0 0 0 0 1 0 0 0 0,49 -0,42 1,15 0,47 -0,12 -0,02
Xetrov72004314 NA NA NA NA NA NA NA NA NA Xl.50692 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,76 -0,23 -2,22 -0,35 -0,23 -0,85
Xetrov72004329 col3a1 100124865 Str.68861 157423104,197245781,218847779,134023840 BC153673,BC168784,NM_001142907,BC135584 NA NA NA XB-GENEPAGE-5864291 XB-GENE-5864292 Xl.21567,Xl.21566,Xl.21570,Xl.81145,Xl.81345,Xl.84991,Xl.85883 Col3a1 12825 0 0 0 0 0 1 0 1 1 0 0 4,45 NA 4,16 4,12 NA NA
Xetrov72004330 col5a2 100492754 Str.69334 301603753 XM_002931500 NA NA NA XB-GENEPAGE-6032475 XB-GENE-6032476 Xl.19045 Col5a2 12832 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,89 NA NA 0,64
Xetrov72004331 ift140 100144437 Str.78184 160774079,172355522 BC155381,NM_001123025 intraflagellar transport 140 homolog WD40 and TPrepeat-containing protein XB-GENEPAGE-1221148 XB-GENE-1221149 Xl.70241 Ift140 106633 0 0 0 0 0 0 0 -1 0 0 0 -0,35 -0,11 -1,73 -0,26 0,04 -0,9
Xetrov72004349 ankar 100496722 Str.83170 301603745 XM_002931524 NA NA NA XB-GENEPAGE-1010350 XB-GENE-1010351 NA Ankar 319695 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,84 NA NA -1,19
Xetrov72004355 mapk8ip3 100170186 Str.39676 194018647,189442288 NM_001129938,BC167607 mitogen-activated protein kinase 8 interacting protein 3 JNK/SAPK-associated protein-1 XB-GENEPAGE-484824 XB-GENE-484825 ,Xl.26360,Xl.73013 Mapk8ip3 30957 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,29 NA NA NA
Xetrov72004360 ttc21b 100490430 Str.31382 301614637 XM_002936759 NA NA NA XB-GENEPAGE-6047949 XB-GENE-6047950 Xl.66628 Ttc21b 73668 0 0 0 0 0 0 0 1 0 0 0 -0,04 -0,25 1,58 -0,15 -0,47 0,82
Xetrov72004383 stag1 100158523 Str.28586 183985665,77622554,189230215 BC166175,CT030310,NM_001127960 stromal antigen 1 sa1|sa-1 XB-GENEPAGE-1006154 XB-GENE-1006155 Xl.3441,Xl.54087 Stag1 20842 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,02 1,19 -0,21 -0,2 0,21
Xetrov72004395 baiap3 100492796 Str.24179 301618094 XM_002938415 NA NA NA XB-GENEPAGE-956300 XB-GENE-956301 NA Baiap3 545192 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,6 NA NA NA
Xetrov72004397 stk36 100216223 Str.38575 213983004,197246704 NM_001142191,BC168564 NA NA NA XB-GENEPAGE-5998665 XB-GENE-5998666 Xl.66076 Stk36 269209 0 0 0 0 0 0 0 -1 0 0 0 -0,21 -0,21 -1,01 -0,01 -0,29 -0,68
Xetrov72004411 usp40 100486115 Str.34279 301604831 XM_002932004 ubiquitin specific peptidase 40 ubiquitin-specific protease XB-GENEPAGE-980926 XB-GENE-980927 Xl.19271 Usp40 227334 0 0 0 0 Usp40 0 0 1 0 0 0 -0,55 -0,44 2,07 -0,47 -0,47 1,13
Xetrov72004413 zeb2 100492834 Str.65448 301614577,301614583,301614581,301614579 XM_002936717,XM_002936720,XM_002936719,XM_002936718 zinc finger E-box binding homeobox 2 homeodomain transcription factor XSip1|smad interaction protein 1|zfhx1b|sip1 XB-GENEPAGE-479557 XB-GENE-479558 Xl.958,Xl.69464 Zeb2 24136 Xl.958 0 0 0 0 0 0 1 1 0 0 0,89 0,71 4,37 1,43 0,94 0,85
Xetrov72004423 vwa3a 100490749 Str.9662 301604753 XM_002931981 NA NA NA XB-GENEPAGE-980919 XB-GENE-980920 Vwa3a 233813 0 0 0 0 0 0 0 -1 0 0 0 0,06 0,25 -1,95 0,24 1,03 -0,76
Xetrov72004429 wdr35 100496375 Str.37458 301609974,301609972 XM_002934482,XM_002934481 NA NA NA XB-GENEPAGE-985174 XB-GENE-985175 Wdr35 74682 0 0 0 0 0 0 0 -1 0 0 0 -0,46 0,02 -2,15 -0,1 -0,21 -0,95
Xetrov72004431 NA NA NA NA NA NA NA NA NA Xl.1418 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,02 0,14 1,2 0,15 0,14 -0,25
Xetrov72004433 caskin1 100493921 Str.33956 301605754 XM_002932468 CASK interacting protein 1 signal transduction XB-GENEPAGE-492081 XB-GENE-492082 Caskin1 268932 0 0 0 0 0 0 0 1 0 0 0 NA -0,64 2,51 NA -0,36 NA
Xetrov72004442 usp42 100486450 301604741 XM_002931955 ubiquitin specific peptidase 42 ubiquitin carboxyl-terminal hydrolase XB-GENEPAGE-920935 XB-GENE-920936 ,Xl.17178,Xl.74204 Usp42 76800 0 0 0 0 0 0 0 1 0 0 0 -0,46 -0,4 1,25 -0,23 -0,26 0,17
Xetrov72004447 xpo6 100491765 Str.48724 301605710 XM_002932455 exportin 6 protein export from nucleus exp6| ranbp20|exportin-6|exportin 6 XB-GENEPAGE-493617 XB-GENE-493618 Xl.7298,Xl.49151,Xl.80591 Xpo6 74204 0 0 0 0 0 -1 0 0 0 0 0 -1,39 -0,31 0,14 -0,63 -0,3 0,09
Xetrov72004450 ky NA NA NA NA NA NA XB-GENEPAGE-986202 XB-GENE-986203 Xl.56781 Ky 16716 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,51 NA NA
Xetrov72004453 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,07 1,46 -0,23 -0,21 0,37
Xetrov72004459 smc6 100495796 Str.45065 77622639,301609961 CT030395,XM_002934478 NA NA NA XB-GENEPAGE-6071283 XB-GENE-6071284 Xl.23516 Smc6 67241 0 0 0 0 0 0 0 1 0 0 0 -0,39 -0,09 1,48 -0,23 -0,21 0,31
Xetrov72004461 ttc18 100379775 Str.44658 170287792,301622652 BC161429,XM_002940598 NA NA NA XB-GENEPAGE-994710 XB-GENE-994711 Xl.46873 Ttc18 76670 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,48 NA NA -0,69
Xetrov72004479 ysk4 100487966 Str.59977 301624349 XM_002941420 NA NA NA XB-GENEPAGE-6046271 XB-GENE-6046272 Xl.15442 Ysk4 22625 0 0 0 0 0 0 0 -1 0 0 0 -0,3 0,79 -1,57 -0,23 1,1 -0,73
Xetrov72004483 unknown NA NA NA NA NA NA NA NA NA Xl.4888 NA NA 0 0 0 0 0 0 0 1 0 0 0 0 -0,03 2 0,86 0,02 0,31
Xetrov72004485 kcnh7 100486080 Str.35442 301607418 XM_002933260 potassium voltage-gated channel, subfamily H (eag-related), member 7 voltage-gated potassium channel component erg3|herg3 XB-GENEPAGE-853943 XB-GENE-853944 Kcnh7 170738 0 0 0 0 0 0 0 1 0 0 1 -0,12 -0,29 4,14 -0,04 -0,33 3,68
Xetrov72004495 fmnl2 100491499 Str.56521 301614449 XM_002936662 NA NA NA XB-GENEPAGE-1004376 XB-GENE-1004377 Fmnl2 71409 0 0 0 0 0 0 0 1 1 0 1 1,28 NA 2,62 2,99 NA 1,41
Xetrov72004502 llgl1 100486472 Str.18524 301612789 XM_002935846 lethal giant larvae homolog 1 Tomosyn and related SNARE-interacting proteins lgl| lethal giant larvae XB-GENEPAGE-868456 XB-GENE-868457 Xl.10533,Xl.78404 Llgl1 16897 0 0 0 0 0 0 0 1 0 0 0 -0,93 -0,18 1,34 -0,42 -0,3 0,25
Xetrov72004503 col6a1 100490352 Str.68908 301604857 XM_002932031 NA NA NA XB-GENEPAGE-998855 XB-GENE-998856 Xl.9863,Xl.81150,Xl.81300 Col6a1 12833 0 0 0 0 0 0 0 1 0 0 1 NA 0 5,13 1,83 -0,27 1,68
Xetrov72004520 top3a 100135734 Str.57378 301612785,165905274 XM_002935843,BC157663 topoisomerase (DNA) III alpha DNA topological change xtop3a XB-GENEPAGE-1003599 XB-GENE-1003600 Xl.8942 Top3a 21975 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,36 1,07 -0,23 -0,51 -0,09
Xetrov72004526 ankmy1 100036649 Str.29436 117557973,148235854 BC127325,NM_001097207 NA NA NA XB-GENEPAGE-1000300 XB-GENE-1000301 Ankmy1 241158 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,01 -1,19 -0,05 -0,07 -0,56
Xetrov72004544 col6a2 100145523 Str.78245 170284609,187607705 BC161198,NM_001126964 NA NA NA XB-GENEPAGE-6085117 XB-GENE-6085118 Xl.76371,Xl.4630 Col6a2 12834 0 0 0 0 0 0 0 1 1 0 1 NA NA 5,24 4,26 NA 1,53
Xetrov72004552 epha4 100216124 Str.57320 195539834,213982810 BC168080,NM_001142103 NA NA NA XB-GENEPAGE-1015802 XB-GENE-1015803 Xl.13,Xl.57159,Xl.76813 Epha4 13838 0 0 0 0 0 0 0 1 0 0 0 -0,47 0,01 2,52 0,48 -0,04 -0,17
Xetrov72004561 usp37 100124313 Str.57446 301608837,117167820 XM_002933937,BC124574 ubiquitin specific peptidase 37 ubiquitin C-terminal hydrolase XB-GENEPAGE-984277 XB-GENE-984278 Xl.32185,Xl.19389 Usp37 319651 0 0 0 0 0 0 0 1 0 0 0 -0,26 -0,5 1,58 -0,28 -0,32 0,15
Xetrov72004566 itga4 100487924 Str.83978 301604875 XM_002932016 NA NA NA XB-GENEPAGE-960092 XB-GENE-960093 Xl.1045,Xl.18791 Itga4 16401 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,39 2,74 -0,26 -0,44 NA
Xetrov72004574 ephb1 493336 Str.26762 301611164,51513251 XM_002935075,BC080475 EPH receptor B1 receptor tyrosine kinase Elk-like kinase|Xenopus Elk-like kinase|Xek XB-GENEPAGE-488625 XB-GENE-488626 Xl.1028,Xl.16026 Ephb1 270190 0 0 0 0 0 0 0 1 0 0 0 -0,57 -0,32 1,37 -0,13 -0,31 0,51
Xetrov72004576 kif5c 100493873 Str.85760 301611634 XM_002935291 kinesin family member 5C microtubule associated molecular motor XB-GENEPAGE-977473 XB-GENE-977474 Xl.11849 Kif5c 16574 0 0 0 0 0 0 0 1 0 0 0 -0,01 0,14 1,68 0,28 0,18 0,96
Xetrov72004579 map3k13 100493878 301614186 XM_002936531 NA NA NA XB-GENEPAGE-5753316 XB-GENE-5753317 Xl.83242,Xl.83243 Map3k13 71751 0 0 0 0 0 0 0 1 0 0 1 0,61 1,78 2,75 1,1 1,85 1,59
Xetrov72004596 gen1 100145302 Str.39891 187608435,169641849 NM_001126779,BC160467 NA NA NA XB-GENEPAGE-940144 XB-GENE-940145 Gen1 209334 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,77 1,21 -0,19 -0,51 0,05
Xetrov72004614 bmpr2 100494339 Str.44687 301616626 XM_002937715 bone morphogenetic protein receptor, type 2 (serine/threonine kinase) serine/threonine kinase XBMPR-II|bmprii|bmr2|pph1|bmpr3|brk-3| t-alk|bmpr-ii XB-GENEPAGE-479989 XB-GENE-479990 Xl.88 Bmpr2 12168 0 0 0 0 0 0 0 -1 0 0 0 -0,47 -0,28 -1,05 0,35 -0,31 -0,15
Xetrov72004615 otud7a 779462 Str.54784 158253631,301617007,111305629 BC154058,XM_002937886,BC121393 NA NA NA XB-GENEPAGE-1012995 XB-GENE-1012996 Otud7a 170711 0 0 0 0 0 0 0 1 0 0 0 -0,41 -0,29 2,36 -0,49 -0,18 NA
Xetrov72004625 ccdc141 100485826 301612455 XM_002935686 NA NA NA XB-GENEPAGE-6462925 XB-GENE-6462926 NA Ccdc141 545428 0 0 0 0 0 0 0 0 0 1 0 0,93 1,13 -0,56 1,09 2,02 -0,09
Xetrov72004633 tmc5 NA Str.25804 NA NA NA NA NA XB-GENEPAGE-981336 XB-GENE-981337 Xl.56397 Tmc5 74424 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,07 NA NA -0,25
Xetrov72004647 rapgef4 100497690 Str.38336 301610230 XM_002934617 NA NA NA XB-GENEPAGE-6048643 XB-GENE-6048644 Rapgef4 56508 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,71 NA NA NA
Xetrov72004653 slc4a3 100495394 Str.54493 301627118 XM_002942681 NA NA NA XB-GENEPAGE-996900 XB-GENE-996901 NA Slc4a3 20536 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA -0,2
Xetrov72004664 gpr155 100497376 301610218 XM_002934615 NA NA NA XB-GENEPAGE-985429 XB-GENE-985430 Xl.47648 Gpr155 68526 0 0 0 0 0 0 0 -1 0 0 0 0,01 -0,2 -1,23 0,42 -0,32 -0,37
Xetrov72004667 heatr2 100494246 Str.30525 301625325 XM_002941809 NA NA NA XB-GENEPAGE-5902234 XB-GENE-5902235 Xl.52847,Xl.13416,Xl.20987 Heatr2 433956 0 0 0 0 0 0 0 -1 0 0 0 0,03 -0,39 -1,59 0,17 -0,44 -0,85
Xetrov72004671 iqca1 100145101 Str.61946 165971213,301604821 BC158537,XM_002932002 IQ motif containing with AAA domain 1 ATPase iqca XB-GENEPAGE-5749594 XB-GENE-5749595 Xl.72217,Xl.64350 NA NA 0 0 0 0 0 1 0 -1 1 0 0 2,14 0,26 -2,52 2,11 0,33 -0,78
Xetrov72004673 nrp2 100101717 Str.57676 154147558,134025661 NM_001100235,BC136101 neuropilin 2 transmembrane receptor XB-GENEPAGE-485734 XB-GENE-485735 Xl.46726 Nrp2 18187 0 0 0 0 0 0 0 1 0 0 1 0,09 -0,32 4,3 0,83 -0,07 2,1
Xetrov72004687 mcm6.2 395030 Str.5472 40674556,45361634 BC064853,NM_204062 minichromosome maintenance complex component 6 DNA replication licensing factor, MCM6 component mis5|zmcm6 XB-GENEPAGE-962677 XB-GENE-962678 Xl.7149,Xl.7195 Mcm6 17219 0 0 0 0 0 0 0 1 0 0 0 0,42 0,56 1,22 0,6 0,77 -0,07
Xetrov72004696 dpp4 548987 Str.27804 119850947,77623657,350606348,213625660 BC127358,CR926279,NM_001016233,BC171070 NA NA NA XB-GENEPAGE-976653 XB-GENE-976654 Xl.3744,Xl.57401,Xl.77941 Dpp4 13482 0 0 0 0 0 0 0 -1 0 0 0 -0,09 -0,02 -1,32 -0,18 -0,07 -0,38
Xetrov72004701 elfn1 100495697 Str.73540 301618987 XM_002938840 NA NA NA XB-GENEPAGE-6051277 XB-GENE-6051278 NA Elfn1 243312 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,79 NA NA NA
Xetrov72004712 zak 100495797 Str.79234 301610228 XM_002934606 NA NA NA XB-GENEPAGE-985434 XB-GENE-985435 B230120H23Rik 65964 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,62 -1,13 0,11 -0,41 -0,34
Xetrov72004719 pdxdc1 100497493 Str.85397 301616567 XM_002937681 NA NA NA XB-GENEPAGE-1005630 XB-GENE-1005631 Xl.48455,Xl.41140 Pdxdc1 94184 0 0 0 0 0 0 0 -1 0 0 0 -0,14 -0,05 -1,17 -0,07 0,02 -0,18
Xetrov72004735 lrrc49 100170553 Str.46548 194332626,55294794,189441791 NM_001130330,CR761978,BC167597 NA NA NA XB-GENEPAGE-1011787 XB-GENE-1011788 Xl.51282 Lrrc49 102747 0 0 0 0 0 0 0 -1 0 0 0 0,09 0,13 -2,29 0,04 0,07 -0,91
Xetrov72004747 tmem8a 100379962 Str.52971 113197628,301612759 BC121292,XM_002935833 NA NA NA XB-GENEPAGE-987632 XB-GENE-987633 Xl.60068 Tmem8 60455 0 0 0 0 0 0 0 -1 0 0 0 -0,47 -0,11 -1,09 -0,23 -0,17 -0,39
Xetrov72004748 apba2 100498579 Str.30849 301610849 XM_002934913 NA NA NA XB-GENEPAGE-952382 XB-GENE-952383 Xl.19468,Xl.74162 Apba2 11784 0 0 0 0 0 0 0 1 0 0 0 0,03 -0,16 4,72 -0,39 -0,33 1,7
Xetrov72004763 armc8 496954 Str.33111 58332775,56970628 NM_001011463,BC088583 armadillo repeat containing 8 Proteins containing armadillo/beta-catenin-like repeat XB-GENEPAGE-493288 XB-GENE-493289 Xl.80536,Xl.19526,Xl.3735,Xl.49308 Armc8 74125 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,22 1,01 -0,4 -0,29 0,47
Xetrov72004766 loc388210 100496911 Str.29248 301623606 XM_002941059 NA NA NA XB-GENEPAGE-6038542 XB-GENE-6038543 NA NA 0 0 0 0 0 0 0 1 1 0 1 2,46 NA 4,97 2,92 NA 4,95
Xetrov72004807 sestd1 496826 Str.15546 58332569,77622701,56788835 NM_001011359,CT030457,BC088523 NA NA NA XB-GENEPAGE-977655 XB-GENE-977656 Xl.15983,Xl.15697 Sestd1 228071 0 0 0 0 0 0 0 1 0 0 0 -0,14 -0,14 1,19 -0,14 -0,29 0,23
Xetrov72004817 ngef 100487663 301607645 XM_002933353 NA NA NA XB-GENEPAGE-950833 XB-GENE-950834 Xl.32489 Ngef 53972 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,79 NA NA -0,56
Xetrov72004818 zp2 394446 Str.118 77623510,45360958,25989461 CT030610,NM_203524,AY079191 zona pellucida glycoprotein 2 (sperm receptor) vitelline envelope glycoprotein xlZPA|gp69/64|ZPA XB-GENEPAGE-976171 XB-GENE-976172 Xl.446 Zp2 22787 0 0 0 0 0 0 0 -1 0 0 0 0,26 -0,03 -1,21 -0,23 -0,21 -0,38
Xetrov72004864 tpsg1 548372 Str.37491 301620759,58476368 XM_002939694,BC089702 NA NA NA XB-GENEPAGE-5892999 XB-GENE-5893000 Xl.47517 Tpsg1 26945 0 0 0 0 0 0 0 -1 0 0 0 0,28 NA -2,15 NA NA -1,05
Xetrov72004886 dzip1l 780329 Str.54947 118403687,115312904 NM_001079400,BC123950 NA NA NA XB-GENEPAGE-991167 XB-GENE-991168 NA Dzip1l 72507 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,65 NA NA -1,05
Xetrov72004893 traf3ip1 779507 Str.27471 110645345,77623884,284009801,189442270 BC118722,CR855727,NM_001171521,BC167570 NA NA NA XB-GENEPAGE-5871493 XB-GENE-5871494 Xl.58142 Traf3ip1 74019 0 0 0 0 0 0 0 -1 0 0 0 -0,13 -0,44 -1,9 -0,12 -0,21 -0,97
Xetrov72004897 galnt3 100486930 301632049 XM_002945058 NA NA NA XB-GENEPAGE-954413 XB-GENE-954414 Xl.7885 Galnt3 14425 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0,01 -1,11 -0,02 -0,12 -0,24
Xetrov72004899 txndc6 NA NA NA NA NA NA NA NA NA Xl.47094,Xl.77607 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,32 -0,11 -2,27 0,07 -0,11 -0,65
Xetrov72004905 cep63 100494857 Str.85808 301611170 XM_002935078 NA NA NA XB-GENEPAGE-952547 XB-GENE-952548 Xl.6728 Cep63 28135 0 0 0 0 0 0 0 1 0 0 0 -0,01 -0,17 1,13 0,19 -0,13 -0,04
Xetrov72004910 tnfrsf21 780059 Str.70046 118404743,114108239 NM_001079136,BC122979 NA NA NA XB-GENEPAGE-987802 XB-GENE-987803 Tnfrsf21 94185 0 0 0 0 0 0 0 -1 0 0 0 NA 1,12 -1,58 NA NA -0,17
Xetrov72004919 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,22 -1,93 0,08 0,37 -0,68
Xetrov72004926 fam189a1 779825 Str.53377 118404099,111307919 NM_001078904,BC121476 NA NA NA XB-GENEPAGE-5873423 XB-GENE-5873424 Xl.25117,Xl.73756 Fam189a1 70638 0 0 0 0 0 0 0 1 0 0 0 -0,76 -0,3 2,1 -0,49 -0,4 NA
Xetrov72004927 klhl24 779790 Str.54807 169642149,111308086,118403466 BC160560,BC121419,NM_001078869 NA NA NA XB-GENEPAGE-1000312 XB-GENE-1000313 Xl.73964 Klhl24 75785 0 0 0 0 0 0 0 1 0 0 0 -0,26 -0,3 2,19 -0,34 -0,28 1,31
Xetrov72004929 adcy9 100126441 Str.3341 124504606,301605730 BC128643,XM_002932430 adenylate cyclase 9 catalysis of the formation of cyclic AMP from ATP xlAC XB-GENEPAGE-999256 XB-GENE-999257 Xl.1123 Adcy9 11515 0 0 0 0 Adcy9 0 0 0 1 0 0 0,3 -0,17 0,22 2,16 -0,32 0,6
Xetrov72004934 ryk 550026 Str.16179 197246306,197245537,77623938,77682423 BC168461,BC168464,CR855783,NM_001017272 ryk receptor-like tyrosine kinase serine/threonine kinase jtk5| ryk1| jtk5a XB-GENEPAGE-485289 XB-GENE-485290 Xl.19425,Xl.53893 Ryk 20187 0 0 0 0 0 0 0 1 0 0 0 -0,42 -0,21 1,07 -0,27 -0,25 0,41
Xetrov72004938 nr4a2 100101682 Str.34862 134024481,154147677 BC136009,NM_001100208 nuclear receptor subfamily 4, group A, member 2 hormone receptor NGFI-B| rnr1|hzf-3|nurr1| tinur XB-GENEPAGE-480892 XB-GENE-480893 ,Xl.48018 Nr4a2 18227 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,63 0,84 NA 0,14
Xetrov72004943 gad1 NA NA NA NA NA NA NA NA NA Xl.1029 NA NA 0 0 0 0 0 0 0 1 0 0 0 1,21 0,48 3,92 1,33 0,68 0,91
Xetrov72004945 atic 448061 Str.68404 53749735,49250887 NM_001005460,BC074584 NA NA NA XB-GENEPAGE-998806 XB-GENE-998807 Xl.55623,Xl.3690,Xl.82310 Atic 108147 0 0 0 0 0 0 0 1 0 0 0 0,14 0,32 1,33 -0,23 -0,11 0,25
Xetrov72004946 ntn3 100486076 301605683 XM_002932420 NA NA NA XB-GENEPAGE-960263 XB-GENE-960264 ,Xl.50309 Ntn3 18209 0 0 0 0 0 0 0 -1 1 0 0 NA NA -2,09 2,68 NA -0,68
Xetrov72004955 NA NA NA NA NA NA NA NA NA Xl.13505 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,77 -0,05 -1,19 0,44 0,09 -0,3
Xetrov72004956 pde11a 100379882 Str.42222 197246671,301610209 BC168478,XM_002934600 NA NA NA XB-GENEPAGE-5999892 XB-GENE-5999893 NA Pde11a 241489 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 5,82
Xetrov72004978 slc40a1 100036732 Str.56959 147904329,119443826,160773614 NM_001097277,EF140890,BC155478 NA NA NA XB-GENEPAGE-963434 XB-GENE-963435 Xl.19634 Slc40a1 53945 0 0 0 0 0 1 0 1 1 0 1 2,82 NA 1,42 5,3 NA 1,06
Xetrov72004990 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,22 -0,35 0,32 1,94 -0,32 0,64
Xetrov72005021 c2orf77 100497057 Str.42380 301610256 XM_002934613 NA NA NA XB-GENEPAGE-6258503 XB-GENE-6258504 Xl.59454 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,21 0,66 -2,42 -0,47 0,63 -0,88
Xetrov72005033 fzd7 549495 Str.48717 60618520,71534256,71533063 BC090579,NM_001016741,CR759995 frizzled family receptor 7 transmembrane receptor in the wnt signaling pathway frizzled7| frizzled-7|Xfz7|Fz-7| frizzled 7| frz7| frz-7| fz7 XB-GENEPAGE-483730 XB-GENE-483731 Xl.633,Xl.82814 Fzd7 14369 0 Xl.633 0 0 0 0 0 1 0 0 0 -0,32 0,71 3,53 -0,43 0,75 0,27
Xetrov72005076 cyp27c1 496805 Str.7060 56789545,77623826,58332533 BC088492,CR855661,NM_001011341 NA NA NA XB-GENEPAGE-6257634 XB-GENE-6257635 Xl.17656,Xl.5450 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,32 -0,39 1,5 0,38 -0,34 0,77
Xetrov72005078 pdia2 496734 Str.8823 58332265,56789407 NM_001011281,BC087995 NA NA NA XB-GENEPAGE-5770793 XB-GENE-5770794 Xl.80673,Xl.24424,Xl.82630,Xl.82647,Xl.84573 Pdia2 69191 0 0 0 0 0 0 0 0 1 0 0 1,41 0,42 0,37 3,01 0,38 0,63
Xetrov72005081 ttyh3 100145300 Str.3841 187608409,169642172 NM_001126777,BC160460 tweety homolog 3 Tweety transmembrane/cell surface protein XB-GENEPAGE-941471 XB-GENE-941472 Xl.72740,Xl.1746,Xl.47175,Xl.73194 Ttyh3 78339 0 0 0 0 Ttyh3 0 0 1 0 0 0 -0,22 -0,01 1,1 0,14 -0,21 0,32
Xetrov72005082 kpna7 100216104 Str.52235 213982770,110289856,195540172 NM_001142085,CU025166,BC168046 NA NA NA XB-GENEPAGE-5991710 XB-GENE-5991711 Xl.55235,Xl.276,Xl.55183,Xl.85172 Kpna7 381686 0 0 0 0 0 0 0 -1 0 0 0 0,15 -0,11 -1,36 -0,29 -0,23 -0,45
Xetrov72005084 pdilt 100491254 Str.50395 301604767 XM_002931984 NA NA NA XB-GENEPAGE-963739 XB-GENE-963740 NA Pdilt 71830 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,56 NA NA
Xetrov72005085 lrrc48 100170587 Str.65398 189442312,194332684 BC167655,NM_001130360 NA NA NA XB-GENEPAGE-1003584 XB-GENE-1003585 NA Lrrc48 74665 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,04 -2,46 -0,2 -0,16 -0,7
Xetrov72005095 cyp27a1 100145773 Str.30864 301608843,171847012 XM_002933955,BC161746 NA NA NA XB-GENEPAGE-5871551 XB-GENE-5871552 Xl.2428,Xl.83264,Xl.85887 Cyp27a1 104086 0 0 0 0 0 0 0 -1 0 0 -1 0,22 0,26 -1,73 -0,03 0,98 -1
Xetrov72005097 aldh1a2 734052 Str.6273 163916528,169641803,77624064,113931497,213624482 BC157513,BC160401,CR942326,NM_001045731,BC171166 aldehyde dehydrogenase 1 family, member A2 retinoid metabolism raldh2|XRaldh2| raldh-2 XB-GENEPAGE-1012908 XB-GENE-1012909 Xl.8908,Xl.79011 Aldh1a2 19378 0 0 0 0 0 0 0 1 0 0 0 -0,06 -0,34 4,38 -0,19 -0,32 0,54
Xetrov72005106 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,05 0,25 -1,64 -0,03 0,97 -0,94
Xetrov72005110 lancl1 548800 Str.65611 116487361,116812894,77622302 BC125664,NM_001016046,CR762360 NA NA NA XB-GENEPAGE-997209 XB-GENE-997210 Xl.13479,Xl.82183 Lancl1 14768 0 0 0 0 0 0 0 1 0 0 0 0,44 0,29 1,27 -0,14 0,16 0,32
Xetrov72005132 shf 100216125 Str.28523 195540003,213982814 BC168081,NM_001142104 Src homology 2 domain containing F Adaptor protein GRB2, contains SH2 and SH3 domains XB-GENEPAGE-492849 XB-GENE-492850 Xl.72262,Xl.1446,Xl.72359 Shf 435684 0 0 0 0 0 0 0 1 0 0 0 -0,65 -0,26 1,26 -0,43 -0,28 0,51
Xetrov72005134 abat 100158654 Str.56997 189230070,183985809 NM_001128057,BC166397 NA NA NA XB-GENEPAGE-957493 XB-GENE-957494 Xl.9713,Xl.77644,Xl.8774 Abat 268860 0 0 0 0 Abat 0 0 1 0 0 0 -0,17 -0,04 1,94 -0,53 -0,12 0,62
Xetrov72005145 glis2 100492770 301605734 XM_002932461 NA NA NA XB-GENEPAGE-12564474 XB-GENE-12564475 Xl.30097,Xl.21649,Xl.54277 Glis2 83396 0 0 0 0 0 0 0 0 1 0 0 0,88 1,19 0,35 1,55 1,34 0,37
Xetrov72005155 tuba4b 549448 Str.64864 213624378,77682497,213624263,77625888 BC171015,NM_001016694,BC170862,CR760170 tubulin, alpha 4b microtubule component tuba4|alpha tubulin|alpha-tubulin XB-GENEPAGE-489926 XB-GENE-489927 Xl.77388,Xl.33489,Xl.70236,Xl.82745,Xl.83435 Tuba4a 22145 0 0 0 0 0 0 0 -1 0 0 0 0,72 0,75 -2,02 0,41 0,76 -0,86
Xetrov72005156 slc19a2 734059 Str.36792 113931501,77624125 NM_001045736,CR942394 NA NA NA XB-GENEPAGE-5732457 XB-GENE-5732458 NA Slc19a2 116914 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,18 NA 1,57 -0,26
Xetrov72005165 cacnb4 100216182 Str.21385 197246308,213982912 BC168470,NM_001142151 NA NA NA XB-GENEPAGE-1012454 XB-GENE-1012455 Cacnb4 12298 0 0 0 0 0 0 0 1 0 0 0 -0,47 -0,01 1,08 -0,09 0,28 0,25
Xetrov72005175 srl 493203 Str.1480 301605732,51703839 XM_002932431,BC080922 NA NA NA XB-GENEPAGE-981744 XB-GENE-981745 Xl.33138,Xl.48656 Srl 106393 0 0 0 0 Srl 0 0 1 0 0 0 NA NA 6,94 NA NA NA
Xetrov72005176 fscn1 394733 Str.5902 88660672,38511931,45360982,77622263 DQ374150,BC061323,NM_203797,CR762320 fascin homolog 1, actin-bundling protein actin-bundling protein fascin XB-GENEPAGE-488978 XB-GENE-488979 Xl.151,Xl.48195 Fscn1 14086 0 0 0 0 0 0 0 1 0 0 0 -0,12 0,14 1,43 -0,07 -0,11 0,76
Xetrov72005179 uncx 100492016 301618085 XM_002938411 UNC homeobox homeodomain transcription factor uncx4.1|uncx-4.1 XB-GENEPAGE-920200 XB-GENE-920201 Xl.23533 Uncx 22255 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,79 NA NA NA
Xetrov72005195 chrna5 100379824 Str.53825 112807391,301616991 CU075347,XM_002937883 NA NA NA XB-GENEPAGE-5755295 XB-GENE-5755296 Xl.13873 Chrna5 110835 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,81 NA NA NA
Xetrov72005208 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 0,14 -1,26 0,09 0,24 -0,38
Xetrov72005209 slc19a3 448431 Str.8267 49522629,55742427 BC075531,NM_001006754 solute carrier family 19, member 3 micronutrient transporter thtr2 XB-GENEPAGE-983223 XB-GENE-983224 Xl.21920 Slc19a3 80721 0 0 0 0 0 0 0 -1 0 0 0 0,76 -0,11 -1,44 0,31 -0,14 -0,41
Xetrov72005217 sox8 100497725 Str.85387 301605373 XM_002932269 SRY (sex determining region Y)-box 8 HMG-box transcription factor XB-GENEPAGE-480864 XB-GENE-480865 Xl.29789 Sox8 20681 0 0 0 0 0 0 1 1 1 0 0 0,13 2,1 3,99 2,89 1,37 0,57
Xetrov72005222 aire NA Str.49981 157673239 EU004201 NA NA NA XB-GENEPAGE-6461261 XB-GENE-6461262 Xl.84064,Xl.84063 Aire 11634 0 0 0 0 0 0 0 -1 1 0 0 NA NA -1,49 3,2 NA -0,34
Xetrov72005223 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,19 -0,55 -1,05 -0,12 -0,33 -0,12
Xetrov72005230 chn1 100038142 Str.53095 77622553,170284519,170671975 CT030309,BC161070,NM_001122793 chimerin (chimaerin) 1 GTPase-activating protein mgc69135 XB-GENEPAGE-852929 XB-GENE-852930 Xl.56738,Xl.62731,Xl.72620 Chn1 108699 0 0 0 0 0 0 0 1 0 0 1 0,42 -0,1 2,9 0,36 0,11 1,89
Xetrov72005231 des.1 394739 Str.5390 38511807,90017464,77624372 BC061361,NM_203803,CR942682 desmin, gene 1 intermediate filament desm|csm1|csm2|cmd1l XB-GENEPAGE-494930 XB-GENE-494931 Xl.29616,Xl.2665 Des 13346 0 0 0 0 Des 1 0 1 1 1 1 3,03 NA 3,57 2,55 2,93 4,33
Xetrov72005243 tubal3 100144986 Str.74006 301624355,165971517 XR_097848,BC158324 NA NA NA XB-GENEPAGE-5845221 XB-GENE-5845222 Xl.82223,Xl.47009,Xl.78415,Xl.84474,Xl.84476 Tubal3 238463 0 0 0 0 0 0 0 -1 0 0 0 0,53 0,43 -2,19 0,32 0,44 -0,91
Xetrov72005247 NA NA NA NA NA NA NA NA NA Xl.54569 NA NA 0 0 0 0 0 0 1 -1 0 1 0 1,08 1,5 -2,4 0,73 1,54 -0,94
Xetrov72005248 unknown NA NA NA NA NA NA NA NA NA Xl.9173 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,24 NA NA -0,74
Xetrov72005251 tuba1a 394734 Str.46023 38511929,51895947,45360984 BC061297,BC080972,NM_203798 NA NA NA XB-GENEPAGE-5834443 XB-GENE-5834444 Xl.77936,Xl.76311 Tuba1a 22142 0 0 0 0 Tuba1a 0 1 -1 0 1 0 1,03 1,24 -2,47 0,73 1,25 -0,97
Xetrov72005256 tuba3e 100487867 Str.76672 301631622 XM_002944852 NA NA NA XB-GENEPAGE-5924997 XB-GENE-5924998 Xl.85457,Xl.59607,Xl.77288,Xl.77750,Xl.83434,Xl.84267 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,83 0,92 -2,35 0,54 0,95 -0,97
Xetrov72005267 tekt4 100145069 Str.31874 165970799,187608707 BC158484,NM_001126596 NA NA NA XB-GENEPAGE-5848467 XB-GENE-5848468 Xl.16545 Tekt4 71840 0 0 0 0 0 0 0 -1 0 0 0 NA -0,11 -2,39 NA -0,27 -0,78
Xetrov72005272 cluap1 549723 Str.27599 77623347,148540162,116063466 CR848455,NM_001016969,BC123085 NA NA NA XB-GENEPAGE-5734278 XB-GENE-5734279 Xl.83481,Xl.81045 Cluap1 76779 0 0 0 Cluap1 0 0 0 -1 0 0 0 -0,17 -0,08 -1,44 -0,33 -0,3 -0,68
Xetrov72005291 nptx2 100124882 Str.59362 156717527,134025768 NM_001102834,BC135649 neuronal pentraxin 2 Fibrillins and related proteins containing Ca2+-binding EGF-like domains narp|np-ii|np2 XB-GENEPAGE-998772 XB-GENE-998773 NA Nptx2 53324 0 0 0 0 0 0 0 0 1 0 0 2,2 1,61 -0,72 4,33 NA -0,93
Xetrov72005304 cdca7 496846 Str.1379 58332607,77623152,56789567 NM_001011378,CR855398,BC088559 cell division cycle associated 7 Immunoglobin and related proteins XB-GENEPAGE-977166 XB-GENE-977167 Xl.85541,Xl.50907,Xl.79584 Cdca7 66953 0 0 0 0 0 0 0 1 0 0 0 0,36 -0,06 1,79 0,17 -0,01 -0,31
Xetrov72005320 grb14 NA NA NA NA NA NA XB-GENEPAGE-957293 XB-GENE-957294 Grb14 50915 0 0 0 0 0 1 1 0 1 0 0 3,31 3,75 NA 4,32 NA NA
Xetrov72005322 naga 779501 Str.26987 77626880,219283065,159155307,112419098 CR760851,NM_001114217,BC154863,BC122059 NA NA NA XB-GENEPAGE-5832580 XB-GENE-5832581 Xl.22434,Xl.47583 Naga 17939 0 0 0 Naga 0 0 0 -1 0 0 0 0,21 -0,28 -1,09 -0,36 -0,37 -0,3
Xetrov72005328 bin1 394839 Str.65826 62732508,38969889,45361306 CR942693,BC063216,NM_203900 bridging integrator 1 Amphiphysin XB-GENEPAGE-979734 XB-GENE-979735 Xl.6125,Xl.67238,Xl.84740 Bin1 30948 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,02 1,64 -0,24 -0,19 0,3
Xetrov72005332 gmppa 779654 Str.66276 54261585,110645600,118404067 BC084475,BC118773,NM_001078740 NA NA NA XB-GENEPAGE-984238 XB-GENE-984239 Xl.48629,Xl.33872 Gmppa 69080 0 0 0 0 Gmppa 0 0 -1 0 0 0 0,2 0,05 -1,1 -0,02 0,13 -0,33
Xetrov72005341 bmp7.2 619363 Str.24623 112418553,77621666,77683007,195539798 BC121993,CR762040,NM_001033938,BC167910 bone morphogenetic protein 7, gene 2 TGF-beta related peptide growth factor XB-GENEPAGE-855953 XB-GENE-855954 Xl.3326,Xl.83382 Bmp7 12162 0 0 0 0 0 0 0 -1 0 0 0 0,55 0,44 -1,7 -0,13 0,53 -0,39
Xetrov72005373 wdr69 394975 Str.14278 39850155,45361544 BC064252,NM_204018 NA NA NA XB-GENEPAGE-5802527 XB-GENE-5802528 Xl.12681 Wdr69 71227 0 0 0 0 0 0 0 -1 0 0 0 0,27 0,18 -1,79 0,15 0,58 -0,86
Xetrov72005415 sgpp2 100489794 Str.65586 301614338 XM_002936602 NA NA NA XB-GENEPAGE-967103 XB-GENE-967104 Xl.56388 Sgpp2 433323 0 0 0 0 0 0 0 -1 0 0 0 0,13 -0,45 -1,53 0,41 -0,39 -0,61
Xetrov72005424 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,98 NA NA 1,07
Xetrov72005431 serpine2 394528 Str.2011 38174751,307133699,112807963,62732300 BC061423,NM_203600,CU075732,CR942494 NA NA NA XB-GENEPAGE-947566 XB-GENE-947567 Xl.12045,Xl.22684 Serpine2 20720 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,11 1,81 -0,05 -0,12 0,36
Xetrov72005448 gprc5b 100491763 Str.51135 301605263 XM_002932212 NA NA NA XB-GENEPAGE-981354 XB-GENE-981355 Xl.3029 Gprc5b 64297 0 0 0 0 Gprc5b 0 0 1 0 0 0 -0,19 NA 3,48 -0,13 NA 1,32
Xetrov72005450 adprh 100135190 Str.38854 213627351,213626100,163916034,166157910 BC171167,BC171169,BC157218,NM_001113893 NA NA NA XB-GENEPAGE-5783597 XB-GENE-5783598 Xl.48826,Xl.18202 Adprh 11544 0 0 0 0 0 0 0 -1 0 0 0 0,87 -0,19 -2,12 -0,06 -0,22 -0,74
Xetrov72005452 c2orf62 100495462 Str.20697 301608829 XM_002933935 NA NA NA XB-GENEPAGE-942705 XB-GENE-942706 Xl.51703,Xl.80376 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,6 NA NA -0,73
Xetrov72005462 mdh1b 100490547 Str.44343 301615421 XM_002937125 NA NA NA XB-GENEPAGE-954833 XB-GENE-954834 NA Mdh1b 76668 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,96
Xetrov72005468 rbms1 100036596 Str.57000 113197749,148224228,195540046,112807585 BC121675,NM_001097163,BC167880,CU075541 NA NA NA XB-GENEPAGE-1011123 XB-GENE-1011124 Xl.77195,Xl.14912,Xl.69575,Xl.80060,Xl.81887 Rbms1 56878 0 0 0 0 0 0 0 1 0 0 1 0,5 0,41 1,27 0,59 0,26 1,39
Xetrov72005471 unknown NA NA NA NA NA NA NA NA NA Xl.12873 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,42 0,2 1,76 0,53 0,05 0,18
Xetrov72005483 sp5 394696 Str.2346 38382928,45360832,77621705 BC062500,NM_203761,CT025179 Sp5 transcription factor zinc finger, C2H2 type spr1|xspr-1|xsp5 XB-GENEPAGE-1217605 XB-GENE-1217606 Xl.17379 Sp5 64406 0 0 0 0 0 1 1 0 1 0 0 1,73 1,98 0,19 2,52 1,01 -0,32
Xetrov72005484 kcnj13 100125048 Str.64308 134025673,156717793 BC136132,NM_001102967 NA NA NA XB-GENEPAGE-983213 XB-GENE-983214 Kcnj13 100040591 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,1 NA NA 1,3
Xetrov72005487 lfng 549805 Str.16143 62859028,51967707 NM_001017051,CR761798 LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase glycosyltransferase, signaling molecule lunatic fringe XB-GENEPAGE-487974 XB-GENE-487975 Xl.74963,Xl.1077,Xl.77063 Lfng 16848 0 0 0 0 Lfng 0 1 1 0 1 0 0,52 1,25 2,83 0,69 1,64 0,44
Xetrov72005496 cxcr7 594993 Str.51804 71896088,60552055 NM_001030434,BC091057 chemokine (C-X-C motif) receptor 7 glycoprotein hormone receptor rdc1 XB-GENEPAGE-939860 XB-GENE-939861 Xl.15037 Cxcr7 12778 0 0 0 0 0 0 0 1 0 0 0 0,79 -0,13 1,65 0,18 0,16 NA
Xetrov72005509 sstr5 100486456 301605377 XM_002932283 somatostatin receptor 5 G protein-coupled receptor XB-GENEPAGE-949451 XB-GENE-949452 Sstr5 20609 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,58 NA NA -0,93
Xetrov72005523 gper 100135723 Str.74573 170773991,165970617,166795948 EU528873,BC158534,NM_001114253 G protein-coupled estrogen receptor 1 glycoprotein hormone receptor XB-GENEPAGE-1006474 XB-GENE-1006475 NA Gpr30 76854 0 0 0 0 0 0 0 0 1 0 0 1,29 NA NA 2,29 NA NA
Xetrov72005524 tp53i3 779670 Str.54030 118404021,110645387 NM_001078755,BC118804 NA NA NA XB-GENEPAGE-953474 XB-GENE-953475 Xl.47491 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,12 -1,4 -0,08 -0,24 -0,11
Xetrov72005526 neurod1 100038290 Str.12084 134023808,148539977 BC135312,NM_001097399 neurogenic differentiation 1 helix-loop-helix transcription factor neurod|XNeuroD|neuroD XB-GENEPAGE-963756 XB-GENE-963757 Xl.26304,Xl.330 Neurod1 18012 0 Xl.330 0 0 0 0 0 1 0 0 1 NA NA 6,65 NA NA 3,73
Xetrov72005531 sord 496715 Str.27661 56789051,58332223 BC087971,NM_001011264 NA NA NA XB-GENEPAGE-1005864 XB-GENE-1005865 Xl.77592 Sord 20322 0 0 0 0 0 0 0 -1 0 0 0 0,21 0,09 -1,3 0,05 0,34 -0,53
Xetrov72005561 aldob 394736 Str.65104 38511815,45360988,77626851 BC061442,NM_203800,CR760820 NA NA NA XB-GENEPAGE-5925392 XB-GENE-5925393 Xl.28471,Xl.7780 Aldob 230163 0 0 0 0 0 0 0 -1 0 0 0 0,64 0,03 -1,2 0,08 -0,03 -0,66
Xetrov72005595 pcbp1 100490531 Str.72414 301604859 XM_002932032 NA NA NA XB-GENEPAGE-949148 XB-GENE-949149 Xl.26069,Xl.47501 Pcbp1 23983 0 0 0 0 0 0 0 1 0 0 0 NA 0,72 4,64 NA NA 0,89
Xetrov72005600 bbs5 548992 Str.466 134023806,134085329,77623647 BC135573,NM_001016238,CR926266 Bardet-Biedl syndrome 5 XB-GENEPAGE-965963 XB-GENE-965964 Xl.83414 Bbs5 72569 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,22 -1,34 -0,41 -0,21 -0,59
Xetrov72005607 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,7 -0,02 -1,62 -0,12 -0,16 -0,43
Xetrov72005625 NA NA NA NA NA NA NA NA NA Xl.30725,Xl.4128,Xl.78047,Xl.78107 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,6 -1,18 -0,66 -0,45 -0,46
Xetrov72005626 crym 100125176 Str.41837 140833068,156717979 BC135858,NM_001103062 NA NA NA XB-GENEPAGE-970816 XB-GENE-970817 Xl.32403,Xl.24695 Crym 12971 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2 NA NA -1,69
Xetrov72005642 tfap4 100170601 Str.40009 189441847,194332702 BC167689,NM_001130369 NA NA NA XB-GENEPAGE-999264 XB-GENE-999265 Xl.62237 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,03 0,72 1,55 0,18 0,57 0,27
Xetrov72005659 creb1 407934 Str.65103 49250387,49457841 BC067956,NM_213686 cAMP responsive element binding protein 1 transcription factor creb XB-GENEPAGE-945014 XB-GENE-945015 Xl.2530 Creb1 12912 0 0 0 0 0 0 0 1 0 0 0 0,15 0,54 1,05 -0,12 0,29 0,15
Xetrov72005686 foxb1 100125219 Str.52842 112807690,166796518,167560886 CT030111,BC159040,NM_001114498 forkhead box B1 forkhead domain transcription factor fkh-5|xfkh-5| fkh5 XB-GENEPAGE-1018254 XB-GENE-1018255 Xl.403,Xl.68484 Foxb1 64290 0 0 0 0 0 -1 0 0 -1 0 0 -2,22 -1,02 NA -2,2 -1,52 NA
Xetrov72005723 cpped1 548896 Str.66044 213624191,77681557,77621642,213624193 BC170765,NM_001016142,CR762015,BC170769 NA NA NA XB-GENEPAGE-945402 XB-GENE-945403 Xl.11444 Cpped1 223978 0 0 0 0 0 0 0 -1 0 0 0 0,26 -0,36 -1,12 -0,27 -0,33 -0,36
Xetrov72005783 c16orf93 100493957 Str.16230 301622631 XM_002940583 NA NA NA XB-GENEPAGE-6469571 XB-GENE-6469572 Xl.50265 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,19 -2,6 NA 0,2 -1,03
Xetrov72005788 hoxd1 549432 Str.10073 77625937,77682137,213627235,213627233,169642307 CR760220,NM_001016678,BC170965,BC170961,BC160395 homeobox D1 homeodomain transcription factor Xhox.lab|xhox.lab1|mgc131028|xlab|xhoxd1 XB-GENEPAGE-482730 XB-GENE-482731 Xl.53491,Xl.11612,Xl.76294 Hoxd1 15429 0 0 0 0 0 0 1 0 0 1 0 1,32 4,56 NA 1,07 4,51 NA
Xetrov72005790 krt8.2 549551 Str.79157 171846962,77682333,77623791 BC161585,NM_001016797,CR855623 keratin 8, gene 2 fibrous structural protein XB-GENEPAGE-876685 XB-GENE-876686 Xl.77433 Krt8 16691 0 0 0 0 0 0 0 -1 0 0 0 NA 0,04 -1,19 1,44 -0,23 -0,19
Xetrov72005817 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 7,12 NA NA 4,78
Xetrov72005823 NA NA NA NA NA NA NA NA NA Xl.78033 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,29 -0,85 -1,16 -0,19 -0,43 -0,56
Xetrov72005834 loc375190 100145040 Str.41115 165970545,187608324 BC158429,NM_001126582 NA NA NA XB-GENEPAGE-5880601 XB-GENE-5880602 Xl.54099 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,69
Xetrov72005843 dlx2 493423 Str.9796 51704086,56118495 BC080947,NM_001008060 distal-less homeobox 2 homeodomain and LIM zinc binding domain transcription factor X-dll2| tes-1| tes1 XB-GENEPAGE-852890 XB-GENE-852891 Xl.721,Xl.10415 Dlx2 13392 0 0 0 0 0 0 0 -1 0 0 0 NA 0,6 -1,46 0,86 0,6 -0,29
Xetrov72005854 cybrd1 548408 Str.29467 140833157,60477741,288562699 BC135773,BC090803,NM_001172279 NA NA NA XB-GENEPAGE-1011686 XB-GENE-1011687 Xl.6189 Cybrd1 73649 0 0 0 0 0 0 0 1 0 0 0 0,36 -0,07 1,19 0,75 -0,18 0,77
Xetrov72005857 dnase1l2 100493098 301605740 XM_002932463 NA NA NA XB-GENEPAGE-981739 XB-GENE-981740 NA Dnase1l2 66705 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,42 NA NA -1,07
Xetrov72005859 tmem163 100127636 Str.13755 163914924,158254136 NM_001112984,BC154065 NA NA NA XB-GENEPAGE-5808412 XB-GENE-5808413 Xl.75537 Tmem163 72160 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,15 NA NA NA
Xetrov72005866 atp1b3 394687 Str.64735 38383063,45360822 BC062517,NM_203756 ATPase, Na+/K+ transporting, beta 3 polypeptide ion transporting ATPase component atpb-3 XB-GENEPAGE-485126 XB-GENE-485127 Xl.76052,Xl.6045,Xl.78381,Xl.80027,Xl.82872,Xl.83764,Xl.83768 Atp1b3 11933 0 0 0 0 0 0 0 1 0 0 0 0,23 -0,08 1,45 0,41 -0,05 0,59
Xetrov72005893 NA NA NA NA NA NA NA NA NA Xl.55480,Xl.71935 NA NA 0 0 0 0 0 0 0 -1 1 0 0 0,55 0,11 -1,08 1,62 0,01 -0,29
Xetrov72005926 hagh 100216043 Str.51731 77621728,213983200,195539927 CT025204,NM_001142031,BC167912 NA NA NA XB-GENEPAGE-966711 XB-GENE-966712 Xl.25424,Xl.78603 Hagh 14651 0 0 0 0 0 0 0 -1 0 0 0 -0,07 0,04 -1,31 -0,24 -0,03 -0,31
Xetrov72005942 slc9a3r2 100216077 Str.11139 213982722,195539620 NM_001142062,BC168002 solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 2 PDZ domain nherf2|nherf-2 XB-GENEPAGE-481281 XB-GENE-481282 Xl.17316 Slc9a3r2 65962 0 0 0 0 0 0 0 -1 0 0 0 0,92 NA -1,55 1,49 NA -0,07
Xetrov72005954 c21orf2 394810 Str.53411 38648984,45361248 BC063358,NM_203871 NA NA NA XB-GENEPAGE-970166 XB-GENE-970167 Xl.46819 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,37 -0,05 -1,04 NA -0,28 -0,6
Xetrov72005964 iqck 100491929 Str.49066 301605265 XM_002932213 NA NA NA XB-GENEPAGE-949414 XB-GENE-949415 Iqck 434232 0 0 0 0 Iqck 0 0 -1 0 0 0 0,39 NA -2,46 NA NA -0,74
Xetrov72005971 spsb4 100496912 Str.24893 301624089 XM_002941296 NA NA NA XB-GENEPAGE-963317 XB-GENE-963318 Xl.43090 Spsb4 211949 0 0 0 0 0 0 0 1 0 0 0 0,53 0,22 1,93 0,18 0,26 1,34
Xetrov72005981 pmm1 100127589 Str.64758 163914820,157423249 NM_001112950,BC153361 NA NA NA XB-GENEPAGE-974465 XB-GENE-974466 Xl.27399 Pmm1 29858 0 0 0 0 0 0 0 -1 0 0 0 0,3 -0,01 -1,18 -0,14 -0,26 -0,18
Xetrov72005982 rnd3 448301 Str.17125 52345747,49523002 NM_001004920,BC075375 Rho family GTPase 3 small GTPase, Rho type XB-GENEPAGE-495411 XB-GENE-495412 Xl.4080,Xl.71567 Rnd3 74194 0 0 0 0 0 0 0 1 1 0 0 1,32 0,59 1,88 1,72 0,56 0,42
Xetrov72006010 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,33 0,2 -1,81 -0,25 -0,22 -0,52
Xetrov72006053 NA NA NA NA NA NA NA NA NA Xl.57654 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,04 0,13 -1,26 0,2 0,2 -0,72
Xetrov72006064 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,23 -2,05 NA -0,18 -0,69
Xetrov72006086 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,39 NA NA -0,81
Xetrov72006109 cldn6.2 100493413 Str.47773 301624923,301624919,301624921 XM_002941693,XM_002941691,XM_002941692 claudin 6, gene 2 integral membrane protein, tight junction component cldn4L1|Xcla|cldna|claudin A XB-GENEPAGE-1009647 XB-GENE-1009648 Xl.21063,Xl.12099,Xl.77414,Xl.78099 Cldn6 54419 0 0 0 0 0 0 0 1 0 0 0 0,83 0,34 1,01 0,24 0,37 0,25
Xetrov72006114 fbxo36 448109 Str.16790 77620875,49250349,52345579 CR761727,BC074640,NM_001004838 NA NA NA XB-GENEPAGE-1014868 XB-GENE-1014869 Fbxo36 66153 0 0 0 0 0 0 0 -1 0 0 0 0,21 -0,08 -1,38 -0,15 -0,2 -0,7
Xetrov72006138 hes6.1 100126814 Str.57191 301607603,66794545 XM_002933347,BC096634 hairy and enhancer of split 6, gene 1 helix-loop-helix transcription factor/transcriptional repressor XHes6|Xhes-6 XB-GENEPAGE-1018103 XB-GENE-1018104 Xl.74933,Xl.9030 Hes6 55927 Xl.9030 0 0 0 0 0 0 0 1 0 0 1,32 0,97 0,98 1,42 0,36 -0,07
Xetrov72006174 b9d1 549063 Str.18 62990141,60550960,77620916 NM_001016309,BC091609,CR761492 NA NA NA XB-GENEPAGE-971083 XB-GENE-971084 Xl.23494,Xl.25065 B9d1 27078 0 0 0 0 0 0 0 -1 0 0 0 0,52 0,24 -1,63 0,14 0,37 -0,82
Xetrov72006175 hbz 448669 Str.77133 52346089,163916583,49900020,160774421 NM_001005092,BC157705,BC077020,BC155441 NA NA NA XB-GENEPAGE-5888072 XB-GENE-5888073 Xl.55448,Xl.25829 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,78 0,32 -1,3 -0,04 0,08 -0,31
Xetrov72006198 hes6.2 779656 Str.20567 118404069,110645525 NM_001078742,BC118777 hairy and enhancer of split 6, gene 2 helix-loop-helix transcription factor/transcriptional repressor XB-GENEPAGE-479403 XB-GENE-479404 NA Hes6 55927 0 0 0 0 0 1 1 0 1 1 0 4,74 4,19 NA 5,85 4,3 NA
Xetrov72006199 ag1 407906 Str.2174 45708925,77622678,47498025 BC067924,CT030434,NM_213699 anterior gradient 1 xag1|XAG|xag-1 XB-GENEPAGE-5866012 XB-GENE-5866013 Xl.1589,Xl.1076,Xl.83523 NA NA 0 0 0 0 0 1 0 1 0 0 1 2,19 1,44 2,03 1,51 0,87 2,26
Xetrov72006227 NA NA NA NA NA NA NA NA NA Xl.57272 NA NA 0 0 0 0 0 0 0 0 -1 0 0 -0,23 -0,92 NA -1,11 -0,44 NA
Xetrov72006239 NA NA NA NA NA NA NA NA NA Xl.24542 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,65 -0,05 -1,7 -0,14 -0,15 -0,46
Xetrov72006244 unknown NA NA NA NA NA NA NA NA NA Xl.28906,Xl.79839 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,53 NA NA -0,85
Xetrov72006249 unknown NA NA NA NA NA NA NA NA NA Xl.72723 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,95
Xetrov72006255 nme3 448695 Str.10886 49900050,77625892,52346141 BC077052,CR760174,NM_001005115 NA NA NA XB-GENEPAGE-999214 XB-GENE-999215 Xl.75580,Xl.29104 Nme3 79059 0 0 0 Nme3 0 0 0 1 0 0 0 0,4 -0,17 2,79 -0,13 -0,27 0,76
Xetrov72006260 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,74 NA NA NA
Xetrov72006270 NA NA NA NA NA NA NA NA NA Xl.11841,Xl.8273 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,61 -0,08 -1,37 -0,47 -0,44 -0,52
Xetrov72006279 fam195a 733473 Str.27157 166796987,77625848,113205543 BC159062,CR760130,NM_001044420 NA NA NA XB-GENEPAGE-999190 XB-GENE-999191 Xl.21956,Xl.3951 Fam195a 68241 0 0 0 0 0 0 0 -1 0 0 0 0,08 -0,23 -1,16 -0,26 -0,28 -0,4
Xetrov72006283 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,08 -2,47 NA NA -0,82
Xetrov72006307 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 3,34 4 NA NA
Xetrov72006312 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -1,18
Xetrov72006348 unknown NA NA NA NA NA NA NA NA NA Xl.16242 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,37 0,03 -2,29 -0,16 -0,14 -0,53
Xetrov72006353 gby 100494515 Str.20610 165971157,301623886,301623884 BC158411,XM_002941195,XM_002941194 NA NA NA XB-GENEPAGE-5899517 XB-GENE-5899518 Xl.8236 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,62 NA NA -1,14
Xetrov72006361 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,89
Xetrov72006382 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,27 1,82 0,26 0,35 1,04
Xetrov72006383 snn 100124968 Str.53176 134026087,284172490,77624359 BC135917,NM_001171635,CR942667 NA NA NA XB-GENEPAGE-947440 XB-GENE-947441 Xl.22826,Xl.8490 Snn 20621 0 0 0 0 0 0 0 1 0 0 0 0,54 -0,01 1,22 0,04 -0,01 -0,04
Xetrov72006384 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,58 NA -1,21 -0,34 NA -0,61
Xetrov72006398 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,33 NA 1,69 1,26 NA NA
Xetrov72006418 pfn4 100495970 301613049 XM_002935979 profilin family, member 4 actin cytoskeleton organization/biogenesis XB-GENEPAGE-953485 XB-GENE-953486 Pfn4 382562 0 0 0 0 0 0 0 -1 0 0 0 0,17 0,13 -1,11 0,05 -0,02 -0,37
Xetrov72006441 NA NA NA NA NA NA NA NA NA Xl.24019 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,29 0,01 1,35 0,25 0,02 NA
Xetrov72006452 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 1 0 1,11 1,78 0,4 0,66 2,13 -0,08
Xetrov72006469 atp6v0c 394488 Str.64932 45360508,77623532,37589983 NM_203562,CT030632,BC059745 NA NA NA XB-GENEPAGE-981789 XB-GENE-981790 Xl.76398,Xl.76298,Xl.8573 Atp6v0c 11984 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,06 -1,57 -0,08 -0,12 -0,12
Xetrov72006474 ap1s3 549333 Str.78088 77682551,77626393,56410038 NM_001016579,CR760637,CR926233 NA NA NA XB-GENEPAGE-973128 XB-GENE-973129 Xl.16505 Ap1s3 252903 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,11 -1,47 -0,2 -0,14 -0,3
Xetrov72006485 unknown NA NA NA NA NA NA NA NA NA Xl.8304 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,59 -0,27 -1,66 -0,04 0 -1,25
Xetrov72006491 NA NA NA NA NA NA NA NA NA Xl.57185 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,42 0,26 -1,26 0,08 0,36 -0,4
Xetrov72006498 NA NA NA NA NA NA NA NA NA Xl.14076 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,03 0,3 -1,18 0,26 0,3 0,05
Xetrov72006509 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -1,1
Xetrov72006513 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,59 NA NA -0,7
Xetrov72006532 fam176a 100124835 Str.15595 134023860,350529448 BC135499,NM_001102800 NA NA NA XB-GENEPAGE-5766012 XB-GENE-5766013 Fam176a 232146 0 0 0 0 0 1 0 0 1 0 0 3,7 NA -0,37 4,03 NA 0,11
Xetrov72006544 NA NA NA NA NA NA NA NA NA Xl.63957 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,24 NA NA -1,08
Xetrov72006603 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,75 NA NA -0,41
Xetrov72006616 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,17 NA NA -0,18
Xetrov72006627 farp2 100492283 Str.52076 77623900,301614361 CR855744,XM_002936615 NA NA NA XB-GENEPAGE-988646 XB-GENE-988647 Xl.53782 Farp2 227377 0 0 0 0 0 0 0 -1 0 0 0 -0,81 -0,04 -1,2 -0,48 0,03 -0,57
Xetrov72006667 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,74 0,51 1,38 -0,21 0,45 NA
Xetrov72006679 dner 779617 Str.53716 218931149,111306125,134024088,170285100 NM_001122791,BC121488,BC135484,BC161016 delta/notch-like EGF repeat containing calcium ion binding unq26 XB-GENEPAGE-478577 XB-GENE-478578 Xl.17677,Xl.51281 Dner 227325 0 0 0 0 0 0 0 -1 0 0 0 NA -0,04 -2,04 NA -0,18 -0,41
Xetrov72006699 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 -1 1 0 0 3,14 NA -2,51 3,05 NA -0,58
Xetrov72006706 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,29 NA -2,51 0,22 NA -1,32
Xetrov72006732 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,09 NA NA NA
Xetrov72006754 gpr116 100488053 301617118 XM_002937954 NA NA NA XB-GENEPAGE-6035951 XB-GENE-6035952 NA Gpr116 224792 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,14 NA NA -0,32
Xetrov72006758 prss36 448231 Str.24499 49522963,54020929 BC075293,NM_001005710 NA NA NA XB-GENEPAGE-5892975 XB-GENE-5892976 Xl.79184 Prss36 77613 0 0 0 0 0 0 0 -1 0 0 0 0,81 -0,84 -1,12 0,3 -0,74 -0,46
Xetrov72006779 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,74 NA NA -0,44
Xetrov72006783 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,8 0,34 -1,2 -0,03 0,08 -0,25
Xetrov72006787 NA NA NA NA NA NA NA NA NA Xl.56930 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,19 NA NA -0,82
Xetrov72006798 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,44 -1,18 NA -0,03 -0,31
Xetrov72006801 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,71 0,13 -1,71 NA -0,06 -0,58
Xetrov72006823 myo3b 100498312 301610248 XM_002934621 myosin 3b motor activity myosin IIIB XB-GENEPAGE-492482 XB-GENE-492483 NA Myo3b 329421 0 0 0 0 0 1 0 0 1 0 0 4,28 NA NA 5,66 NA NA
Xetrov72006841 xylt1 100145490 Str.38119 187608792,170285237 NM_001126940,BC161138 NA NA NA XB-GENEPAGE-949398 XB-GENE-949399 Xl.15319 Xylt1 233781 0 0 0 0 Xylt1 0 0 1 0 0 0 NA -0,43 1,44 NA -0,36 NA
Xetrov72006843 umod.2 100491760 301604775 XM_002931987 uromodulin (uromucoid, Tamm-Horsfall glycoprotein), gene 2 Fibrillins and related proteins containing Ca2+-binding EGF-like domains uromodulin|Tamm-Horsfall glycoprotein XB-GENEPAGE-855716 XB-GENE-855717 Xl.53685 Umod 22242 0 0 0 0 0 1 0 0 0 0 0 2,33 NA NA 1,08 NA NA
Xetrov72006846 NA NA NA NA NA NA NA NA NA Xl.50464 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,64 0,02 -1,61 -0,11 -0,08 -0,54
Xetrov72006848 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,53 NA NA -0,71
Xetrov72006850 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,47 -0,6 -1,11 0,12 -0,34 -0,47
Xetrov72006863 hba-l5 548763 Str.65934 77681449,77622807,138519752,112808096 NM_001016009,CR848227,BC135230,CU075865 NA NA NA XB-GENEPAGE-5912358 XB-GENE-5912359 Xl.11387 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,82 0,35 -1,15 0,02 0,08 -0,18
Xetrov72006866 cerkl 100487761 Str.63557 301604873 XM_002932015 NA NA NA XB-GENEPAGE-6035279 XB-GENE-6035280 NA Cerkl 228094 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,84 NA NA -1,02
Xetrov72006876 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,75 NA NA NA
Xetrov72006890 amotl2 100379727 Str.51986 301611172,77623494 XM_002935086,CT030594 NA NA NA XB-GENEPAGE-972334 XB-GENE-972335 Xl.53293 Amotl2 56332 Xl.53293 0 0 0 0 1 1 0 1 1 0 2,46 1,92 0,28 2,37 2,12 -0,04
Xetrov72006906 ccdc164 100494062 Str.38711 301617578 XM_002938174 NA NA NA XB-GENEPAGE-5967063 XB-GENE-5967064 Xl.24257 Ccdc164 381738 0 0 0 0 0 0 0 -1 0 0 0 -0,22 0,12 -2,3 -0,48 -0,07 -0,88
Xetrov72006908 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 2,95 NA NA NA NA NA
Xetrov72006988 umod.1 100491925 301604777 XM_002931988 uromodulin (uromucoid, Tamm-Horsfall glycoprotein), gene 1 Fibrillins and related proteins containing Ca2+-binding EGF-like domains uromodulin|umod|Tamm-Horsfall glycoprotein|Tamm-Horsfall XB-GENEPAGE-479388 XB-GENE-479389 ,Xl.56857 Umod 22242 0 0 0 0 0 1 0 0 0 0 0 2,56 NA NA 1,45 NA NA
Xetrov72006990 ttn 733882 Str.52078 77623968,82653422 CR855822,CT485768 NA NA NA XB-GENEPAGE-6031745 XB-GENE-6031746 Xl.76364,Xl.70695,Xl.84119,Xl.84405,Xl.84691 Ttn 22138 0 0 0 0 0 1 0 1 1 0 0 3,24 NA 2,67 3,81 NA NA
Xetrov72007011 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,43 -0,77 -1,3 0,24 -0,88 -0,5
Xetrov72007013 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,16 NA NA 0,5
Xetrov72007035 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,84 NA NA -0,54
Xetrov72007039 ccdc148 100487394 Str.38638 301607454 XM_002933269 NA NA NA XB-GENEPAGE-6050209 XB-GENE-6050210 Ccdc148 227933 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,08 -1,04 -0,16 -0,33 -0,33
Xetrov72007046 tmem130 NA NA NA NA NA NA XB-GENEPAGE-6462847 XB-GENE-6462848 Tmem130 243339 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,13 NA NA -0,39
Xetrov72007096 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,23 -0,24 0,45 1,63 -0,11 0,9
Xetrov72007135 enpp4 550082 Str.66063 111308928,77623465,306922417 BC121205,CR848578,NM_001017328 NA NA NA XB-GENEPAGE-1013024 XB-GENE-1013025 Xl.3357 Enpp4 224794 0 0 0 0 0 0 0 -1 0 0 0 -0,22 -0,33 -2,07 -0,16 -0,27 -0,51
Xetrov72007200 spag16 100498138 301604795 XM_002931993 NA NA NA XB-GENEPAGE-949127 XB-GENE-949128 Spag16 66722 0 0 0 0 0 0 0 -1 0 0 0 NA 0,31 -1,67 NA NA -0,08
Xetrov72007209 myl1 394551 Str.66708 45360562,77624058,58476383,77626893,197246633,38174702 NM_203623,CR926445,BC089727,CR760864,BC169133,BC061302 myosin, light chain 1, alkali; skeletal, fast cellular motor component XB-GENEPAGE-970332 XB-GENE-970333 Xl.1056,Xl.1055,Xl.79890 Myl1 17901 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,06 NA NA 3,71
Xetrov72007227 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,58 NA NA
Xetrov72007283 msln 100492999 Str.67181 301614208 XM_002936526 mesothelin Chitinase XB-GENEPAGE-484620 XB-GENE-484621 Xl.63581,Xl.75389 Msln 56047 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,27 NA NA -0,45
Xetrov72007333 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,49 0,26 NA -0,11
Xetrov72007341 NA NA NA NA NA NA NA NA NA Xl.72964 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,22 NA NA -0,7
Xetrov72007370 sdc1 100038138 Str.52547 301609976,77623407 XM_002934489,CR848519 syndecan 1 cell-surface heparan sulfate proteoglycan XSyndecan-1|syndecan1|Syn1|xSyn1|Syndecan-1 XB-GENEPAGE-494959 XB-GENE-494960 Xl.80168 Sdc1 20969 0 0 0 0 0 0 0 -1 0 0 0 -0,85 -0,18 -1,3 -0,62 -0,32 -0,4
Xetrov72007377 sepx1 448399 Str.65590 49522447,77623033,52345847 BC075488,CT030529,NM_001004972 NA NA NA XB-GENEPAGE-5804220 XB-GENE-5804221 NA Sepx1 27361 0 0 0 0 0 0 0 -1 0 0 0 0,47 0,25 -1,03 NA -0,11 -0,42
Xetrov72007421 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,83 NA NA NA
Xetrov72007445 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 -0,2 -0,11 0,71 1,68 -0,21 0,54
Xetrov72007468 adarb1 100124739 Str.25204 134024213,156717295 BC136174,NM_001102720 NA NA NA XB-GENEPAGE-954084 XB-GENE-954085 Xl.23829 Adarb1 110532 0 0 0 0 Adarb1 0 0 1 0 0 0 -0,14 -0,16 2,54 -0,15 -0,35 0,95
Xetrov72007476 rsph10b 779504 Str.54094 301604731,112419391 XM_002931975,BC122085 NA NA NA XB-GENEPAGE-5793211 XB-GENE-5793212 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,14 NA -2,52 0,18 NA -0,91
Xetrov72007508 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,67 NA NA NA
Xetrov72007529 NA NA NA NA NA NA NA NA NA Xl.85361 NA NA 0 0 0 0 0 1 0 0 1 0 0 6,83 NA NA 8,09 NA NA
Xetrov72007531 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1,7 0,31 0 2,65 0,03 -0,19
Xetrov72007544 ovos2 100487907 Str.51848 77623004,301624763 CT030500,XM_002941625 NA NA NA XB-GENEPAGE-6461108 XB-GENE-6461109 Xl.47074 BC048546 232400 0 0 0 0 0 0 0 -1 0 0 0 -0,08 0,31 -1,28 -0,35 -0,06 -0,19
Xetrov72007558 clec2d NA NA NA C-type lectin domain family 2, member D C-type lectin clax| llt1|ocil XB-GENEPAGE-5995429 XB-GENE-5995430 Xl.73093 Clec2d 93694 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,91
Xetrov72007566 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -0,95
Xetrov72007579 pcdp1 100493735 Str.38549 301627845 XM_002943032 NA NA NA XB-GENEPAGE-6465534 XB-GENE-6465535 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,12 NA NA -0,53
Xetrov72007586 ablim1 100170541 Str.24609 189442694 BC167556 NA NA NA XB-GENEPAGE-6458932 XB-GENE-6455582 Xl.9934,Xl.61260,Xl.84373 Ablim1 226251 0 0 0 0 0 0 0 -1 0 0 0 NA 0,07 -1,11 NA 0,26 -0,22
Xetrov72007606 vwa2 NA NA NA NA NA NA XB-GENEPAGE-6460420 XB-GENE-6460421 Xl.1564 Vwa2 240675 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,7 2,17 NA 0,3
Xetrov72007625 NA NA NA NA NA NA NA NA NA Xl.49711,Xl.55259 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,33 -0,5 -1,32 -0,32 -0,28 -0,91
Xetrov72007632 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,2 NA NA -0,83
Xetrov72007638 alpl 100485467 Str.39840 301628696 XM_002943439 NA NA NA XB-GENEPAGE-1010300 XB-GENE-1010301 Xl.1299 Alpl 11647 0 0 0 0 0 0 0 -1 0 0 0 -0,89 0,68 -2,03 -0,91 0,83 -1,49
Xetrov72007641 loc100132731 100485911 Str.56505 301627368 XM_002942801 NA NA NA XB-GENEPAGE-6044986 XB-GENE-6044987 Xl.50686 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,05 -2,33 NA -0,19 -0,79
Xetrov72007657 tbc1d24.2 100493941 Str.75871 301615190 XM_002936998 NA NA NA XB-GENEPAGE-5957472 XB-GENE-5957473 Xl.1451,Xl.47132 Tbc1d24 224617 0 0 0 0 0 0 0 -1 0 0 0 -0,66 0,35 -1,92 -0,38 0,41 -0,5
Xetrov72007679 rcc2 100494942 301625969 XM_002942127 NA NA NA XB-GENEPAGE-996296 XB-GENE-996297 Xl.7388 Rcc2 108911 0 0 0 0 0 0 0 1 0 0 0 -0,79 0,06 1,48 -0,43 -0,11 0,54
Xetrov72007684 ncoa7 100487448 Str.60564 301607274 XM_002933215 NA NA NA XB-GENEPAGE-6048550 XB-GENE-6048551 Xl.56162 Ncoa7 211329 0 0 0 0 0 0 0 1 0 0 0 -0,64 -0,85 1,15 -0,59 -0,74 0,72
Xetrov72007688 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,21 -0,22 -1,5 -0,47 -0,36 -0,95
Xetrov72007699 phf21b 100495715 Str.65887 301625846 XM_002942067 NA NA NA XB-GENEPAGE-969992 XB-GENE-969993 Xl.63766 Phf21b 271305 0 0 0 0 0 0 0 1 0 0 0 0,12 0,18 1,07 0,48 0,24 0,55
Xetrov72007729 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,25 0,09 -1,33 0,07 0,01 -0,37
Xetrov72007776 NA NA NA NA NA NA NA NA NA Xl.163,Xl.81197 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,28 NA NA 0,47
Xetrov72007784 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,32 -0,72 -1,04 -0,05 -0,3 -0,54
Xetrov72007794 iffo2 100144962 Str.78376 301626105,165971099 XM_002942192,BC158281 NA NA NA XB-GENEPAGE-963324 XB-GENE-963325 Xl.66260 Iffo2 212632 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,25 -1,28 0,75 -0,49 -0,3
Xetrov72007819 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 2,06 1,5 0,19 1,64 1,22 0,19
Xetrov72007824 fam26e NA NA NA NA NA NA XB-GENEPAGE-961666 XB-GENE-961667 NA Fam26e 103511 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,8 NA NA -0,32
Xetrov72007842 bsn 100493877 Str.20944 301614074 XM_002936484 NA NA NA XB-GENEPAGE-954026 XB-GENE-954027 NA Bsn 12217 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,72 NA NA 2,09
Xetrov72007860 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,41 2,3 NA 0,51 NA
Xetrov72007863 NA NA NA NA NA NA NA NA NA Xl.53973 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -1,21
Xetrov72007864 pnliprp2 548529 Str.84746 59808835,62751378 BC090093,NM_001015812 NA NA NA XB-GENEPAGE-5776209 XB-GENE-5776210 Xl.10058 Pnliprp2 18947 0 0 0 0 Pnliprp2 0 0 -1 0 0 0 NA NA -1,16 NA NA -0,37
Xetrov72007885 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,09 0,14 -1,17 0,16 0,04 -0,52
Xetrov72007900 NA NA NA NA NA NA NA NA NA Xl.50705 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,18 NA NA -0,65
Xetrov72007911 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,7 NA NA -0,81
Xetrov72007936 NA NA NA NA NA NA NA NA NA Xl.78453 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,17 -0,07 -1,42 -0,07 -0,06 -0,15
Xetrov72007939 hspb7 100151711 Str.5557 183985954,188528926 BC166265,NM_001127417 heat shock 27kDa protein family, member 7 (cardiovascular) alpha crystallin XB-GENEPAGE-940545 XB-GENE-940546 Xl.2603 Hspb7 29818 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -0,16
Xetrov72007986 NA NA NA NA NA NA NA NA NA Xl.52930 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,27 0,1 -1,25 -0,09 0,42 -0,51
Xetrov72008031 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 1 1 0 1 1 0,93 2,68 2,9 0,75 3,88 3,93
Xetrov72008038 NA NA NA NA NA NA NA NA NA Xl.76513 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,99 0,44 1,78 -0,33 1,11 0,12
Xetrov72008039 hydin 100145658 Str.16309 301604143,170284760 XM_002931686,BC161431 NA NA NA XB-GENEPAGE-980390 XB-GENE-980391 Xl.68893 Hydin 244653 0 0 0 0 0 0 0 -1 0 0 0 0,46 0,06 -2,17 0,67 0,16 -0,8
Xetrov72008043 dnah1 100036734 Str.42524 166796748,121933963,301612309 BC159123,BC127557,XM_002935629 dynein, axonemal, heavy chain 1 microtubule motor activity dnahc1 XB-GENEPAGE-920105 XB-GENE-920106 Dnahc1 110084 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,73 NA NA -0,84
Xetrov72008045 znf469 NA Str.31542 NA NA NA NA NA XB-GENEPAGE-6458552 XB-GENE-6458553 ,Xl.69246 Gm22 195209 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,61 NA NA 1,76
Xetrov72008046 dnah12 100216154 Str.38509 301611125,195540207 XR_097351,BC168129 dynein, axonemal, heavy chain 12 molecular motor component XB-GENEPAGE-494651 XB-GENE-494652 Xl.55763 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,73 0,02 -2,56 -0,42 0,02 -0,72
Xetrov72008081 celsr3 100489102 Str.73506 301607020 XM_002933077 cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog) signal transduction (flamingo subfamily of cadherins) XB-GENEPAGE-852798 XB-GENE-852799 NA Celsr3 107934 0 0 0 0 0 0 0 1 0 0 0 -0,64 -0,24 2,36 -0,23 -0,22 1,29
Xetrov72008103 notch2 100486344 301619451 XM_002939080 NA NA NA XB-GENEPAGE-6046916 XB-GENE-6046917 Notch2 18129 0 0 0 0 0 0 0 0 1 0 0 0,01 0,64 0,39 2,15 0,49 -0,12
Xetrov72008119 plxnb1 100498269 Str.77475 301618041 XM_002938392 plexin B1 functional semaphorin receptor XB-GENEPAGE-856605 XB-GENE-856606 Xl.72590 Plxnb1 235611 0 0 0 0 0 0 0 1 1 0 1 -0,05 0,48 3,34 1,13 0,56 1,64
Xetrov72008123 dock7 100127844 Str.57587 160774135,301603991,77621613 BC155464,XM_002931590,CR761967 NA NA NA XB-GENEPAGE-998177 XB-GENE-998178 Xl.14442,Xl.70572 Dock7 67299 0 0 0 0 0 0 0 1 0 0 1 -0,65 -0,3 2,48 -0,41 -0,26 1,07
Xetrov72008130 ehbp1l1 100489353 Str.33266 77621858,301611770 CT025344,XM_002935354 NA NA NA XB-GENEPAGE-6461188 XB-GENE-6461189 Xl.5580,Xl.72120,Xl.73821 Ehbp1l1 114601 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,55
Xetrov72008141 plxnd1 779491 Str.25850 112419255,197246557,301613613 BC121965,BC168545,XM_002936256 plexin D1 functional semaphorin receptor XB-GENEPAGE-856536 XB-GENE-856537 ,Xl.18576 Plxnd1 67784 0 0 0 0 0 0 0 0 1 0 0 1,14 NA NA 3,22 NA NA
Xetrov72008146 plekhg4 779571 Str.25201 197245643,115291933,198282030,112807451 BC168567,BC121901,NM_001134808,CU075407 NA NA NA XB-GENEPAGE-5998209 XB-GENE-5998210 Xl.48346,Xl.53725,Xl.76307 Plekhg4 102075 0 0 0 0 0 1 0 1 1 0 0 1,55 0,11 2,42 1,64 0,31 0,38
Xetrov72008156 inadl 100036704 Str.29924 119850868,77622560,301603987,112807898 BC127285,CT030316,XM_002931589,CU075667 NA NA NA XB-GENEPAGE-998167 XB-GENE-998168 Xl.9123 Inadl 12695 0 0 0 0 0 0 0 -1 0 0 0 -0,31 -0,13 -1,11 -0,43 -0,22 -0,37
Xetrov72008184 pik3c2a 100038240 Str.44759 77621674,197246337,198282046 CR762048,BC168571,NM_001134817 phosphoinositide-3-kinase, class 2, alpha polypeptide intracellular signaling XB-GENEPAGE-484562 XB-GENE-484563 Xl.12651,Xl.72274,Xl.77908 Pik3c2a 18704 0 0 0 0 0 0 0 1 0 0 0 -1,31 -0,21 1,42 -0,39 -0,14 0,78
Xetrov72008226 ptch2 100492958 Str.26310 301615340 XM_002937083 patched 2 hedgehog receptor ptc-2|ptc2|patched-2|patched 2|xptc-2|xptc 2 XB-GENEPAGE-1033867 XB-GENE-1033868 Xl.76063,Xl.1039,Xl.85042 Ptch2 19207 0 0 0 0 0 0 0 1 0 0 0 -1,51 -0,82 2,41 -0,72 -0,3 0,58
Xetrov72008229 fancd2 100487938 Str.33764 301609462 XM_002934231 NA NA NA XB-GENEPAGE-984800 XB-GENE-984801 Xl.55984 Fancd2 211651 0 0 0 0 0 0 0 1 0 0 0 -0,07 0,12 1,31 0,1 -0,27 0
Xetrov72008230 camsap1l1 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,8 -0,35 1,47 -0,34 -0,29 0,2
Xetrov72008245 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,79 NA NA -0,93
Xetrov72008254 sall1 100036618 Str.52644 148227789,110292844,117558540 NM_001097177,CU024990,BC127274 sal-like 1 zinc finger transcription factor tbs|sal1|sal-1|znf794 XB-GENEPAGE-491392 XB-GENE-491393 Xl.85588,Xl.3005,Xl.70894 Sall1 58198 0 0 0 0 0 0 0 1 0 0 0 0,01 0,05 1,11 0,54 -0,07 -0,58
Xetrov72008277 rpgrip1l 100271765 Str.52034 301611803,82653413 XM_002935372,CT485759 RPGRIP1-like Myosin class II heavy chain ftm|mks5|cors3| jbts7|nphp8 XB-GENEPAGE-5831951 XB-GENE-5831952 Rpgrip1l 244585 0 0 0 Rpgrip1l 0 0 0 -1 0 0 0 -0,2 0,08 -1,16 -0,15 0 -0,41
Xetrov72008293 kiaa0182 100379977 Str.5574 301613307,117558110 XM_002936097,BC125792 NA NA NA XB-GENEPAGE-5880739 XB-GENE-5880740 Xl.78028,Xl.1433,Xl.78276 NA NA 0 0 0 0 0 0 0 1 1 0 1 -0,03 -0,3 2,48 1 -0,38 1,26
Xetrov72008295 wdr65 100496984 Str.28972 301603964 XM_002931606 NA NA NA XB-GENEPAGE-6032537 XB-GENE-6032538 Wdr65 68625 0 0 0 0 0 0 0 -1 0 0 0 NA -0,16 -2,46 NA -0,16 -0,82
Xetrov72008313 adamts18 100487298 301611136 XM_002935057 NA NA NA XB-GENEPAGE-986195 XB-GENE-986196 Adamts18 208936 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,88 NA NA NA
Xetrov72008329 ift122 100127681 Str.37347 77626521,163914996,159155823 CR760455,NM_001113021,BC154689 intraflagellar transport 122 homolog Uncharacterized conserved protein WDR10, contains WD40 repeats XB-GENEPAGE-966864 XB-GENE-966865 Ift122 81896 0 0 0 0 0 0 0 -1 0 0 0 -0,34 -0,12 -1,57 -0,27 -0,19 -0,67
Xetrov72008378 tie1 100496664 Str.31444 301603960 XM_002931604 tyrosine kinase with immunoglobulin-like and EGF-like domains 1 serine/threonine kinase XB-GENEPAGE-922216 XB-GENE-922217 Tie1 21846 0 0 0 0 0 1 0 0 1 0 0 2,32 NA NA 3,55 NA NA
Xetrov72008395 b4galnt4 100036642 Str.57956 148226464,117558075 NM_001097200,BC127314 NA NA NA XB-GENEPAGE-5959063 XB-GENE-5959064 ,Xl.13471,Xl.43313 B4galnt4 330671 0 0 0 0 0 0 0 1 0 0 1 NA -0,34 2,19 0,26 -0,64 1,51
Xetrov72008414 rbl2 100490373 Str.86134 301615831 XM_002937323 NA NA NA XB-GENEPAGE-1012834 XB-GENE-1012835 Rbl2 19651 0 0 0 0 0 0 0 -1 0 0 0 1,07 NA -1,86 1,63 NA -0,47
Xetrov72008415 srgap3 100494228 301613597 XM_002936253 SLIT-ROBO Rho GTPase activating protein 3 Cdc42-interacting protein CIP4 ARHGAP14|wrp|megap XB-GENEPAGE-953829 XB-GENE-953830 Srgap3 259302 0 0 0 0 0 0 0 1 0 0 0 NA 0,02 1,69 NA 0 0,67
Xetrov72008426 zcchc14 100135199 Str.61360 163915963,166157926,213624329,213625601 BC157240,NM_001113901,BC170948,BC170950 zinc finger, CCHC domain containing 14 Predicted RNA-binding protein involved in translational regulation XB-GENEPAGE-953614 XB-GENE-953615 Xl.55460,Xl.71453 Zcchc14 142682 0 0 0 0 0 0 0 1 0 0 0 -0,6 -0,69 2,26 -0,62 -0,61 NA
Xetrov72008429 kiaa1614 100497220 Str.58414 301615071 XM_002936962 NA NA NA XB-GENEPAGE-6467980 XB-GENE-6467981 Xl.53737 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,97 1,37 NA NA
Xetrov72008456 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,59 -0,19 -2 -0,5 -0,19 -1,31
Xetrov72008457 c11orf41 100497697 Str.5692 301617295 XM_002938038 NA NA NA XB-GENEPAGE-6258145 XB-GENE-6258146 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,86 NA NA -0,92
Xetrov72008462 rag1 100145555 Str.62799 301615775,170285273 XM_002937292,BC161246 NA NA NA XB-GENEPAGE-6087117 XB-GENE-6087118 Xl.85728 Rag1 19373 0 0 0 0 0 1 0 0 1 0 0 5,18 NA NA 6,09 NA NA
Xetrov72008463 sipa1 100490716 Str.60346 301611772 XM_002935362 NA NA NA XB-GENEPAGE-6065316 XB-GENE-6065317 Xl.24360,Xl.13462,Xl.81387 Sipa1 20469 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,82 NA NA 5,62
Xetrov72008491 frmd4b 100489171 Str.11579 301622482 XM_002940515 NA NA NA XB-GENEPAGE-958638 XB-GENE-958639 Xl.69243 Frmd4b 232288 0 0 0 0 0 1 1 0 1 0 0 2,09 1,72 -0,41 2,57 0,76 0
Xetrov72008494 cadps 100124730 Str.42700 156717279,134024175 NM_001102712,BC136018 NA NA NA XB-GENEPAGE-5755925 XB-GENE-5755926 Xl.26179 Cadps 27062 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,28 NA NA 1,64
Xetrov72008495 atp2c2 779979 Str.53562 118405049,112418545 NM_001079056,BC121974 NA NA NA XB-GENEPAGE-5873515 XB-GENE-5873516 Xl.56540 Atp2c2 69047 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,02 -2,42 0,05 0,08 -0,96
Xetrov72008511 trim66 100485708 301627493 XM_002942863 tripartite motif containing 66 Predicted E3 ubiquitin ligase XB-GENEPAGE-997107 XB-GENE-997108 Xl.24102 Trim66 330627 0 0 0 0 0 0 0 1 0 0 0 -1,98 0,02 1,91 -0,17 0,04 NA
Xetrov72008519 ano1 100170550 Str.27586 77622790,194332620,189441787 CR848209,NM_001130327,BC167593 NA NA NA XB-GENEPAGE-5967575 XB-GENE-5967576 Xl.13689,Xl.54043 Ano1 101772 0 0 0 0 0 0 0 0 0 0 1 -0,36 -0,32 0,42 -0,33 -0,32 1,24
Xetrov72008527 znf423 100491000 301615926 XM_002937371 zinc finger protein 423 zinc finger, C2H2 type oaz|ebfaz| roaz|zfp423|zfp104 XB-GENEPAGE-490168 XB-GENE-490169 Xl.47897 Zfp423 94187 0 0 0 0 0 0 0 1 0 0 1 -0,38 -0,4 1,97 -0,5 -0,39 1,17
Xetrov72008550 lrig1 100491453 301617986 XM_002938366 leucine-rich repeats and immunoglobulin-like domains 1 membrane glycoprotein XB-GENEPAGE-494192 XB-GENE-494193 Lrig1 16206 0 0 0 0 0 0 0 1 0 0 0 -1,07 0,02 1,65 1,55 0,09 NA
Xetrov72008563 mical2 100487018 Str.33323 301624957 XM_002941719 NA NA NA XB-GENEPAGE-959229 XB-GENE-959230 Xl.16311 Mical2 320878 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,73 3,01 NA 0,19
Xetrov72008565 scube2 779957 Str.52875 118404983,112418583 NM_001079034,BC121936 NA NA NA XB-GENEPAGE-5945054 XB-GENE-5945055 Xl.15014,Xl.79892 Scube2 56788 0 0 0 0 0 0 0 1 0 0 0 -0,26 0,8 1,24 0,17 0,57 -0,13
Xetrov72008568 dnajc6 100145185 Str.60844 187607510,166796859 NM_001126675,BC159138 NA NA NA XB-GENEPAGE-975868 XB-GENE-975869 Dnajc6 72685 0 0 0 0 0 0 0 1 0 0 0 -0,1 0,16 1,42 0 0,13 0,62
Xetrov72008574 unknown NA NA NA NA NA NA NA NA NA Xl.61466,Xl.73298 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,12 1,3 -0,08 1,35 1,19 -0,43
Xetrov72008577 aldh1l1 496436 Str.2604 52354743,77623641,77623610,58332367 BC082822,CR926221,CR926185,NM_001011027 NA NA NA XB-GENEPAGE-1016236 XB-GENE-1016237 Xl.5930 Aldh1l1 107747 0 0 0 0 Aldh1l1 0 0 -1 0 0 0 0,06 -0,15 -2,21 -0,37 0,76 -0,79
Xetrov72008585 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,77 NA NA -1,15
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Xetrov72008586 wdr63 100145513 Str.3974 170284983,187607464 BC161183,NM_001126956 NA NA NA XB-GENEPAGE-980326 XB-GENE-980327 Xl.11177 Wdr63 242253 0 0 0 0 0 0 0 -1 0 0 -1 NA -0,22 -2,31 NA -0,57 -1,07
Xetrov72008593 orc1 734048 Str.66028 213625774,113931487,111308069,213627431,77623678 BC171312,NM_001045729,BC121326,BC171314,CR926304 NA NA NA XB-GENEPAGE-997996 XB-GENE-997997 Xl.371,Xl.80965 Orc1 18392 0 0 0 0 0 0 0 1 0 0 0 0,03 -0,58 2,14 -0,16 -0,26 -0,04
Xetrov72008598 mcm2 448458 Str.1626 49523299,55742191 BC075567,NM_001006771 NA NA NA XB-GENEPAGE-999973 XB-GENE-999974 Xl.382 Mcm2 17216 0 0 0 0 Mcm2 0 0 1 0 0 0 0,09 0,11 1,85 -0,11 -0,16 -0,03
Xetrov72008608 NA NA NA NA NA NA NA NA NA Xl.15345 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,56 NA NA 0,92
Xetrov72008617 fgd1 100489369 Str.60469 301620557 XM_002939598 NA NA NA XB-GENEPAGE-6453245 XB-GENE-6453246 Fgd1 14163 0 0 0 0 0 0 0 1 0 1 0 -0,18 0,98 1,18 -0,33 1,54 0,63
Xetrov72008635 ccdc135 779784 Str.53528 118403627,111305649 NM_001078863,BC121408 NA NA NA XB-GENEPAGE-959991 XB-GENE-959992 Xl.64216 Ccdc135 330830 0 0 0 0 0 0 0 -1 0 0 0 0,37 0,03 -2,13 0,35 0,24 -0,69
Xetrov72008637 ppfibp2 733904 Str.52217 77623580,301617287,301617289 CR926392,XM_002938029,XM_002938030 NA NA NA XB-GENEPAGE-1013067 XB-GENE-1013068 Xl.48178,Xl.25327 Ppfibp2 19024 0 0 0 0 0 0 0 -1 0 0 0 -0,28 -0,3 -1,28 -0,35 -0,32 -0,41
Xetrov72008713 cep89 100494656 Str.21404 301612678 XM_002935795 NA NA NA XB-GENEPAGE-1003478 XB-GENE-1003479 Ccdc123 72140 0 0 0 0 0 0 0 -1 0 0 0 -0,34 -0,14 -1,01 -0,26 -0,1 -0,47
Xetrov72008717 lrrc8b 100488692 301623743 XM_002941126 NA NA NA XB-GENEPAGE-5774325 XB-GENE-5774326 Xl.19558 Lrrc8b 433926 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,3 1,07 NA 1,1
Xetrov72008726 wdr78 100127694 Str.37865 163915028,159155148 NM_001113033,BC154707 NA NA NA XB-GENEPAGE-5890870 XB-GENE-5890871 Xl.15133,Xl.62622 Wdr78 242584 0 0 0 0 0 0 0 -1 0 0 0 0,6 0,09 -2,46 0,42 0,17 -0,83
Xetrov72008730 cdh11 548575 Str.56287 59861871,62751445 BC090368,NM_001015858 cadherin 11, type 2, OB-cadherin (osteoblast) cell adhesion OB-cadherin|cadherin-11|Xcad-11 XB-GENEPAGE-483598 XB-GENE-483599 Xl.16169 Cdh11 12552 0 0 0 0 0 0 0 1 0 0 0 NA NA 8,24 NA NA NA
Xetrov72008731 cdh15 100489106 301608271 XM_002933676 cadherin 15, M-cadherin (myotubule) cell adhesion cadherin-15|M-cadherin XB-GENEPAGE-983661 XB-GENE-983662 Xl.52897,Xl.10256,Xl.70996 Cdh15 12555 0 0 0 0 Cdh15 0 0 -1 1 0 0 NA 0,89 -1,36 4,58 NA -0,8
Xetrov72008746 ampd3 595079 Str.37191 62533174,71895766 BC093621,NM_001030516 NA NA NA XB-GENEPAGE-984136 XB-GENE-984137 Ampd3 11717 0 0 0 0 Ampd3 0 0 0 1 0 0 1,13 0,37 0,68 2,65 0,53 0,24
Xetrov72008758 usp1 780036 Str.36536 77622228,110292727,114107608,118404811 CR762284,CU024926,BC122939,NM_001079113 ubiquitin specific peptidase 1 deubiquitinating enzyme XB-GENEPAGE-959975 XB-GENE-959976 Xl.6834,Xl.12572,Xl.78122 Usp1 230484 0 0 0 0 Usp1 0 0 1 0 0 0 -0,1 -0,38 1,22 -0,22 -0,2 0,06
Xetrov72008766 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 0,75 0,19 2,84 1,9 0,32 NA
Xetrov72008785 NA NA NA NA NA NA NA NA NA Xl.71183 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,09 -0,04 -1,37 -0,19 -0,02 -0,31
Xetrov72008792 sgip1 100485362 Str.53563 161611458,301604013,56410043 BC154697,XM_002931616,CR926238 NA NA NA XB-GENEPAGE-6076881 XB-GENE-6076882 Xl.52403,Xl.71909,Xl.72822 Sgip1 73094 0 0 0 0 0 0 0 1 0 0 1 -0,23 -0,05 3,47 0,11 -0,18 1,87
Xetrov72008813 mtss1l 100496985 Str.60834 301604145 XM_002931687 NA NA NA XB-GENEPAGE-6041790 XB-GENE-6041791 Mtss1l 244654 0 0 0 0 0 0 0 1 0 0 0 NA -0,2 2,39 0,41 -0,38 0,48
Xetrov72008816 slc26a6 780378 Str.16689 171846320,111305549,348605129 BC161524,BC121312,NM_001079448 solute carrier family 26, member 6 sulphate anion transporter pendrin L1|pendrin-L1 XB-GENEPAGE-919878 XB-GENE-919879 Xl.47477,Xl.5431,Xl.80904 Slc26a6 171429 0 0 0 0 0 0 0 -1 0 0 0 0,22 0,16 -2,06 -0,01 0,21 -0,35
Xetrov72008838 ecm2.1 100489349 Str.58495 301609448 XM_002934240 NA NA NA XB-GENEPAGE-951817 XB-GENE-951818 NA Ecm2 407800 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,4 NA NA -1,21
Xetrov72008839 c1orf173 100127552 Str.61847 301613269,156230709 XM_002936084,BC152051 NA NA NA XB-GENEPAGE-5880719 XB-GENE-5880720 Xl.55430 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,75
Xetrov72008860 NA NA NA NA NA NA NA NA NA Xl.83186 NA NA 0 0 0 0 0 1 1 1 1 1 1 3,83 4,51 5,51 5,16 3,83 2,59
Xetrov72008869 capn1 541455 Str.5039 61889132,51703776 NM_001013614,BC081353 NA NA NA XB-GENEPAGE-990195 XB-GENE-990196 Xl.3776,Xl.2192 Capn1 12333 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,07 -1,02 -0,28 -0,18 -0,3
Xetrov72008895 eps8l2 100489749 Str.67906 301616175 XM_002937505 NA NA NA XB-GENEPAGE-990236 XB-GENE-990237 Eps8l2 98845 0 0 0 0 0 0 0 -1 0 0 0 0,36 0,07 -1,25 0,6 0,16 -0,28
Xetrov72008896 il17rd 100038170 Str.19050 77621939,301621473,112807881 CT025426,XM_002940030,CU075650 interleukin 17 receptor D cytokine receptor XB-GENEPAGE-482454 XB-GENE-482455 ,Xl.52627 Il17rd 171463 0 0 0 0 Il17rd 0 0 1 0 0 0 -0,45 0,36 1,16 0,25 0,38 0,3
Xetrov72008900 odf2l 100489772 Str.31983 301604095 XM_002931646 NA NA NA XB-GENEPAGE-948652 XB-GENE-948653 Xl.5460 Odf2l 52184 0 0 0 Odf2l 0 0 0 -1 0 0 0 0,41 -0,14 -1,23 -0,16 -0,29 -0,51
Xetrov72008902 efcab7 100494954 Str.34198 301603999 XM_002931594 NA NA NA XB-GENEPAGE-5749160 XB-GENE-5749161 Xl.48238 Efcab7 230500 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,74 NA NA -0,72
Xetrov72008935 uroc1 595032 Str.27826 71895934,160773922,60688084 NM_001030473,BC154999,BC091617 NA NA NA XB-GENEPAGE-961654 XB-GENE-961655 Xl.19308 Uroc1 243537 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,17 -1,67 -0,21 -0,11 -0,56
Xetrov72008943 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,46 NA NA 2,07
Xetrov72008945 men1 549115 Str.48112 77682383,77627331,114107732 NM_001016361,CR761297,BC123035 multiple endocrine neoplasia I Nuclear localization sequence binding XB-GENEPAGE-920854 XB-GENE-920855 Xl.9819 Men1 17283 0 0 0 0 0 0 0 1 0 0 0 -0,06 -0,6 1,1 -0,21 -0,55 0,2
Xetrov72008959 athl1 100496278 Str.28380 301620007 XM_002939332 NA NA NA XB-GENEPAGE-6045819 XB-GENE-6045820 Xl.8992 Athl1 212974 0 0 0 0 0 0 0 -1 0 0 0 0,18 0,09 -1,53 0,02 0,12 -0,59
Xetrov72008965 irak2 493227 Str.26755 55926093,51258165 NM_001007500,BC079937 interleukin-1 receptor-associated kinase 2 serine/threonine kinase irak-2 XB-GENEPAGE-876386 XB-GENE-876387 Xl.16072,Xl.16394 Irak2 108960 0 0 0 0 0 0 0 -1 0 0 0 0,31 NA -1,41 -0,04 NA -0,47
Xetrov72008982 plk3 448451 Str.19671 55742293,77626330,49523072 NM_001006765,CR760572,BC075557 polo-like kinase 3 serine/threonine kinase cnk| fnk|prk|plx3 XB-GENEPAGE-5860545 XB-GENE-5860546 Xl.77052,Xl.16835,Xl.8085 Plk3 12795 Xl.16835 0 0 0 0 1 1 0 1 0 0 1,89 1,5 -0,36 2,58 0,59 0,02
Xetrov72008985 papd5 100491336 Str.65677 301615930 XM_002937373 NA NA NA XB-GENEPAGE-990066 XB-GENE-990067 Xl.8041,Xl.51079,Xl.69163,Xl.78668 Papd5 214627 0 0 0 0 0 0 0 1 0 0 0 -0,28 -0,45 1,01 -0,51 -0,41 0,35
Xetrov72008989 smpd3 100495702 Str.31465 301621139 XM_002939876 NA NA NA XB-GENEPAGE-1013641 XB-GENE-1013642 Xl.54837 Smpd3 58994 0 0 0 0 0 0 0 1 0 0 1 0,07 -0,21 2,38 -0,21 -0,35 1,74
Xetrov72009001 katnb1 407924 Str.7139 77623680,60618382,89886072 CR926306,BC067983,NM_213709 katanin p80 (WD repeat containing) subunit B 1 Microtubule severing protein katanin p80 subunit B (contains WD40 repeats) XB-GENEPAGE-998270 XB-GENE-998271 Xl.2815,Xl.5573 Katnb1 74187 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,26 -1,49 -0,39 -0,28 -0,7
Xetrov72009013 brsk2 100489211 301619105 XM_002938900 NA NA NA XB-GENEPAGE-6469080 XB-GENE-6469081 NA Brsk2 75770 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,56 2,84 NA NA
Xetrov72009017 NA NA NA NA NA NA NA NA NA Xl.18224 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,58 -0,28 2,62 -0,36 -0,26 NA
Xetrov72009039 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -1,01
Xetrov72009045 lrriq3 100495687 301613273 XM_002936089 NA NA NA XB-GENEPAGE-987957 XB-GENE-987958 Lrriq3 74435 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,9
Xetrov72009047 frrs1 100497064 Str.14076 301615091 XM_002936961 NA NA NA XB-GENEPAGE-989219 XB-GENE-989220 Xl.25809,Xl.15675 Frrs1 20321 0 0 0 0 0 0 0 -1 0 0 0 0,01 -0,22 -1,3 -0,36 -0,32 -0,3
Xetrov72009063 znf143 595042 Str.40042 71895896,62027599 NM_001030483,BC092134 zinc finger protein 143 zinc finger, C2H2 type staf|selenocysteine tRNA activating factor XB-GENEPAGE-1012503 XB-GENE-1012504 Xl.23822,Xl.47634 Zfp143 20841 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,42 1,36 -0,36 -0,36 0,28
Xetrov72009072 NA NA NA NA NA NA NA NA NA Xl.76302,Xl.80761,Xl.84639,Xl.85589 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0,71 -1,36 -0,21 0,5 -0,27
Xetrov72009077 unknown NA NA NA NA NA NA NA NA NA Xl.18586,Xl.44108 NA NA 0 0 0 0 0 0 0 1 0 0 1 0,06 0,07 2,5 -0,08 -0,08 1,18
Xetrov72009083 lrrc56 100496856 Str.85520 301618697 XM_002938704 NA NA NA XB-GENEPAGE-6045467 XB-GENE-6045468 NA Lrrc56 70552 0 0 0 0 Lrrc56 0 0 -1 0 0 0 0,1 0,57 -2,85 -0,12 0,89 -1,09
Xetrov72009091 glt25d2 100495682 Str.38635 301608465 XM_002933764 NA NA NA XB-GENEPAGE-951225 XB-GENE-951226 Xl.71606 Glt25d2 269132 0 0 0 0 0 0 0 1 0 0 0 NA -0,49 3,6 NA -0,6 1,69
Xetrov72009100 zdhhc13 100493145 301627435 XM_002942834 zinc finger, DHHC-type containing 13 zinc finger, DHHC type hip14l|hip3rp|HIP14-like XB-GENEPAGE-997023 XB-GENE-997024 Zdhhc13 243983 0 0 0 0 0 0 0 -1 0 0 0 -0,67 -0,13 -1,19 -0,38 -0,3 -0,38
Xetrov72009101 NA NA NA NA NA NA NA NA NA Xl.73221,Xl.77966 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,06 -0,17 -2,7 -0,23 -0,19 -0,97
Xetrov72009102 ccdc37 100494556 301617721 XM_002938225 NA NA NA XB-GENEPAGE-991283 XB-GENE-991284 Xl.61638,Xl.1505 Ccdc37 243538 0 0 0 0 0 0 0 -1 0 0 0 0,09 0,16 -2,32 0,08 0,19 -0,87
Xetrov72009126 NA NA NA NA NA NA NA NA NA Xl.75319 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,17 1,26 0,19 1,38 0,82 0,32
Xetrov72009128 nasp 733514 Str.47557 197246533,77626750,112807922,284009759 BC169162,CR760708,CU075691,NM_001171517 NA NA NA XB-GENEPAGE-980253 XB-GENE-980254 Xl.48795,Xl.46000,Xl.77887,Xl.85383 Nasp 50927 0 0 0 0 0 0 0 1 0 0 0 0,24 -0,16 1,48 -0,3 -0,28 0,26
Xetrov72009160 mtf2 550093 Str.39836 58475891,309243091,55294797,56410192,309243089 BC090113,NM_001017339,CR761989,CR926387,NM_001015829 metal response element binding transcription factor 2 transcriptional regulator Xpcl2|polycomblike 2 XB-GENEPAGE-1014956 XB-GENE-1014957 Xl.52966,Xl.59549,Xl.78732 Mtf2 17765 0 0 0 0 0 0 0 1 0 0 0 0,1 -0,14 1,72 0,06 -0,02 0,47
Xetrov72009172 akr1a1 548891 Str.11963 213627114,213624179,77621655,77683158 BC170752,BC170750,CR762028,NM_001016137 NA NA NA XB-GENEPAGE-1014352 XB-GENE-1014353 Xl.10170 Akr1a1 58810 0 0 0 0 0 0 0 1 0 0 0 0,37 0,06 1,07 -0,13 -0,05 0,08
Xetrov72009173 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,46 1,34 -2,36 1,46 1,69 -1,11
Xetrov72009175 foxp1 779651 Str.52501 118404079,110645360 NM_001078737,BC118761 forkhead box P1 forkhead domain transcription factor xlfoxp1|qrf1|12cc4| fkh1b|hspc215 XB-GENEPAGE-961744 XB-GENE-961745 Xl.68079,Xl.19604,Xl.54021 Foxp1 108655 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,29 -1,78 0 -0,37 -0,64
Xetrov72009178 swap70 100135363 Str.4841 301614627,163916356 XM_002936744,BC157669 NA NA NA XB-GENEPAGE-988795 XB-GENE-988796 Xl.54571,Xl.13764 Swap70 20947 0 0 0 Swap70 0 0 0 0 1 0 0 0,09 -0,07 -0,86 1,87 -0,19 -0,54
Xetrov72009217 cdc14a 100490252 Str.86904 301609252 XM_002934152 NA NA NA XB-GENEPAGE-960624 XB-GENE-960625 Xl.85305,Xl.35418 Cdc14a 229776 0 0 0 0 0 0 0 -1 0 0 0 -0,01 0 -2,23 0,22 0,22 -0,93
Xetrov72009223 slc1a2 100494868 Str.86321 301615783 XM_002937294 solute carrier family 1 (glial high affinity glutamate transporter), member 2 Glutamate/aspartate and neutral amino acid transporters eaat2|glt-1 XB-GENEPAGE-1005168 XB-GENE-1005169 NA Slc1a2 20511 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,18 4,72 0,13 0,01 NA
Xetrov72009232 nptxr 100158646 Str.71839 183986232 BC166384 neuronal pentraxin receptor Fibrillins and related proteins containing Ca2+-binding EGF-like domains npr XB-GENEPAGE-983805 XB-GENE-983806 Xl.11864,Xl.75768 Nptxr 73340 0 0 0 0 0 0 0 1 0 0 0 0,24 0,1 1,2 0,16 0,14 0,83
Xetrov72009234 znf276 100486887 Str.57618 301608303 XM_002933664 zinc finger protein 276 zinc finger, C2H2 type XB-GENEPAGE-983668 XB-GENE-983669 Xl.46633 Zfp276 57247 0 0 0 0 0 0 0 1 0 0 0 0,41 -0,05 1 0,05 -0,1 0,14
Xetrov72009243 pmfbp1 100496014 Str.67858 301616354 XM_002937579 NA NA NA XB-GENEPAGE-1005435 XB-GENE-1005436 Pmfbp1 56523 0 0 0 0 0 0 0 -1 0 0 -1 -0,34 -0,26 -2,84 -0,55 -0,03 -1,47
Xetrov72009247 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,16 0,08 -1,35 -0,32 0,08 -0,28
Xetrov72009256 fam5b 100141503 Str.30168 163915667 BC157693 family with sequence similarity 5, member B glyceraldehyde-3-phosphate dehydrogenase XB-GENEPAGE-1217684 XB-GENE-1217685 Fam5b 240843 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,33 NA NA NA
Xetrov72009275 slc22a31 100485676 Str.47137 301608273 XM_002933657 NA NA NA XB-GENEPAGE-6048941 XB-GENE-6048942 Xl.81562,Xl.77952 NA NA 0 0 0 0 0 0 0 -1 1 0 0 0,31 0,75 -2,11 2,73 -0,03 -0,8
Xetrov72009279 cdc7 549335 Str.6524 213625770,213627425,77626385,77683169 BC171305,BC171303,CR760629,NM_001016581 NA NA NA XB-GENEPAGE-951313 XB-GENE-951314 Xl.468 Cdc7 12545 0 0 0 0 0 0 0 1 0 0 0 0,92 -1,02 2,22 0,8 -0,56 NA
Xetrov72009286 ttc26 100125003 Str.29894 134025629,156717721 BC136035,NM_001102931 tetratricopeptide repeat domain 26 Uncharacterized conserved protein XB-GENEPAGE-1002213 XB-GENE-1002214 Xl.10313 Ttc26 264134 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,16 -2,41 0,1 0,33 -0,83
Xetrov72009309 fbxo31 779980 Str.37061 118405061,115291942 NM_001079057,BC121976 F-box protein 31 Cdc4 and related F-box and WD-40 proteins fbx14| fbx31| fbxo14 XB-GENEPAGE-953634 XB-GENE-953635 Xl.51228,Xl.9166 Fbxo31 76454 0 0 0 0 0 0 0 -1 0 0 0 -0,18 -0,19 -1,3 -0,16 -0,3 -0,08
Xetrov72009333 parp3 100145803 Str.37663 187608243,171846523 NM_001127163,BC161791 NA NA NA XB-GENEPAGE-987108 XB-GENE-987109 Xl.49984 Parp3 235587 0 0 0 0 0 0 0 -1 0 0 0 0,78 NA -1,39 0,6 NA -0,31
Xetrov72009350 gpt 100494152 Str.86188 301604185 XM_002931670 NA NA NA XB-GENEPAGE-998351 XB-GENE-998352 Xl.72283,Xl.63779 Gpt 76282 0 0 0 0 0 0 0 -1 0 0 0 0,01 -0,08 -1,09 -0,16 -0,19 -0,1
Xetrov72009377 rpe65 100145692 Str.53533 171846792,110289783,187607393 BC161457,CU025093,NM_001127066 NA NA NA XB-GENEPAGE-968699 XB-GENE-968700 Xl.48890,Xl.16557 Rpe65 19892 0 0 0 0 0 0 0 -1 -1 0 -1 -0,68 -0,09 -2,23 -1,24 0,27 -1,29
Xetrov72009387 ptbp2 779934 Str.38414 112418597,76559572,118404351 BC121903,CT027943,NM_001079011 polypyrimidine tract binding protein 2 mRNA processing XB-GENEPAGE-491011 XB-GENE-491012 Xl.17788 Ptbp2 56195 0 0 0 0 0 0 0 1 0 0 0 0,17 0,19 1,35 0,12 0,08 0,66
Xetrov72009399 NA NA NA NA NA NA NA NA NA Xl.68351 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 -0,06 -1,05 0,07 0,03 -0,67
Xetrov72009416 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,88 NA NA NA
Xetrov72009441 c9orf117 780234 Str.23728 118404783,110645673,112807405 NM_001079306,BC118759,CU075361 NA NA NA XB-GENEPAGE-5795997 XB-GENE-5795998 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,38 NA NA -0,79
Xetrov72009495 mgat3 100492491 Str.86104 301608440 XM_002933748 NA NA NA XB-GENEPAGE-964869 XB-GENE-964870 Xl.47452 Mgat3 17309 0 0 0 0 Mgat3 0 0 0 1 0 0 NA 0,69 0,22 2,28 -0,16 -0,31
Xetrov72009497 p4htm 100486123 301607014 XM_002933057 NA NA NA XB-GENEPAGE-950281 XB-GENE-950282 Xl.50268 P4htm 74443 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,84 NA NA 1,62
Xetrov72009503 loc646851 100495201 Str.73801 301608455 XM_002933761 NA NA NA XB-GENEPAGE-1000772 XB-GENE-1000773 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,4 NA NA -0,68
Xetrov72009509 adsl 448055 Str.3693 53749727,77622258,49250351 NM_001005457,CR762315,BC074577 NA NA NA XB-GENEPAGE-1001538 XB-GENE-1001539 Xl.17764,Xl.81499 Adsl 11564 0 0 0 0 0 0 0 -1 0 0 0 0,18 0,09 -1,09 -0,06 -0,14 -0,65
Xetrov72009517 nr5a2 496513 Str.27430 58331856,54038249 NM_001011100,BC084495 nuclear receptor subfamily 5, group A, member 2 steroid hormone receptor xff1rashort|b1f|cpf| ftf|b1f2| lrh1| lrh-1| ftz-f1| ftz-f1beta XB-GENEPAGE-478073 XB-GENE-478074 Xl.924,Xl.12129,Xl.12451,Xl.79330 Nr5a2 26424 0 0 0 0 Nr5a2 1 0 1 1 0 1 4,97 NA 5,02 6,17 NA 4,9
Xetrov72009531 myoc 100489733 301609280 XM_002934149 NA NA NA XB-GENEPAGE-6258531 XB-GENE-6258532 Xl.50955,Xl.72026 Myoc 17926 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,01 NA NA
Xetrov72009545 spata1 100498562 Str.50155 301604076 XM_002931696 NA NA NA XB-GENEPAGE-6258773 XB-GENE-6258774 NA Spata1 70951 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,34 NA NA -0,39
Xetrov72009552 tll1 493401 Str.27262 56118910,110289839,51703382,112808038,110289820 NM_001008038,CU025149,BC080921,CU075807,CU025130 tolloid-like 1 metalloprotease xolloid-like metalloprotease|Tll|Xlr|Xolloid-related|Xolloid-like XB-GENEPAGE-479940 XB-GENE-479941 Xl.16598,Xl.11073 Tll1 21892 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,48 NA NA 1,37
Xetrov72009555 spon1 100036727 Str.77239 120537343,148229077 BC129016,NM_001097272 NA NA NA XB-GENEPAGE-991005 XB-GENE-991006 Xl.21495 Spon1 233744 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,43 NA NA 0,73
Xetrov72009557 unknown NA NA NA NA NA NA NA NA NA Xl.56235,Xl.80117 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,08 -0,14 -2,06 -0,28 -0,29 -0,64
Xetrov72009586 gas8 100127615 Str.5373 163914882,157423213 NM_001112970,BC153730 NA NA NA XB-GENEPAGE-964836 XB-GENE-964837 Xl.33270 Gas8 104346 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,09 -2,02 0,01 -0,11 -0,73
Xetrov72009604 slc10a3 779870 Str.26237 112807570,111306255,118404203 CU075526,BC121646,NM_001078948 NA NA NA XB-GENEPAGE-968979 XB-GENE-968980 Xl.18275,Xl.79197,Xl.9703 Slc10a3 214601 0 0 0 0 0 0 0 -1 0 0 0 NA -0,5 -1,29 NA -0,24 -0,18
Xetrov72009605 th 100488900 301619116 XM_002938898 NA NA NA XB-GENEPAGE-992304 XB-GENE-992305 Xl.75103 Th 21823 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 3,29
Xetrov72009613 NA NA NA NA NA NA NA NA NA Xl.4130 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,07 -1,78 -0,36 -0,32 -0,71
Xetrov72009614 sec61a1 448033 Str.21783 77622874,89886066,49250494 CR848298,NM_001004801,BC074553 NA NA NA XB-GENEPAGE-971479 XB-GENE-971480 Xl.23080,Xl.76313,Xl.76653,Xl.77473 Sec61a1 53421 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,21 -1,02 0 0,01 -0,27
Xetrov72009678 foxc2 407875 Str.2696 47497985,45709774,77622270 NM_213692,BC067916,CR762327 forkhead box C2 (MFH-1, mesenchyme forkhead 1) forkhead domain transcription factor XFD-4| fd-4|MFH-1|Mfh1 XB-GENEPAGE-481381 XB-GENE-481382 Xl.20334,Xl.508 Foxc2 14234 0 0 0 0 0 0 0 1 1 0 0 0,67 1,47 4,03 2,51 0,64 NA
Xetrov72009680 ctsf 100127591 Str.70961 157423493,163914826 BC153363,NM_001112952 NA NA NA XB-GENEPAGE-5876528 XB-GENE-5876529 Xl.60137 Ctsf 56464 0 0 0 0 0 0 0 -1 0 0 0 -0,36 0,21 -1,06 -0,42 0,02 -0,83
Xetrov72009683 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 4,18 NA NA 3,13 NA NA
Xetrov72009694 pik3r3 549983 Str.7110 134026265,183986121,77682203,77625971 BC136130,BC166070,NM_001017229,CR760256 NA NA NA XB-GENEPAGE-6464720 XB-GENE-6464721 Xl.48977 Pik3r3 18710 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,4 1,45 -0,24 -0,29 0,22
Xetrov72009697 mpp1 493514 Str.66167 56118337,51703789,76559476 NM_001008151,BC081365,CT027847 NA NA NA XB-GENEPAGE-5787648 XB-GENE-5787649 Xl.76377 Mpp1 17524 0 0 0 0 0 0 0 -1 0 0 0 0,32 -0,05 -1,18 -0,16 -0,19 -0,39
Xetrov72009708 kiaa0895l 100490287 Str.61343 301604115 XM_002931649 NA NA NA XB-GENEPAGE-6039310 XB-GENE-6039311 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,58 NA NA 1,22
Xetrov72009723 ruvbl1 733772 Str.71923 51967872,301607044 CR761963,XM_002933067 RuvB-like 1 DNA helicase, TBP-interacting protein pontin| tip49|xpontin|pontin52 XB-GENEPAGE-486360 XB-GENE-486361 Xl.7952,Xl.83026 Ruvbl1 56505 0 0 0 0 0 0 0 -1 0 0 0 0,18 0,06 -1,37 -0,14 -0,15 -0,75
Xetrov72009725 zmynd10 100497840 Str.29774 301612332 XM_002935633 zinc finger, MYND-type containing 10 zinc finger and ankyrin repeat protein XB-GENEPAGE-961069 XB-GENE-961070 Xl.58616,Xl.81552 Zmynd10 114602 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,09 -1,73 0,1 0,05 -0,67
Xetrov72009756 irx3 407888 Str.51982 51966090,45709725,47575743 CR760274,BC067972,NM_001001216 iroquois homeobox 3 homeodomain transcription factor xiro-3|mgc131103|xiro3| irx3b XB-GENEPAGE-480485 XB-GENE-480486 Xl.4522,Xl.53935,Xl.82389 Irx3 16373 Xl.4522 0 0 0 0 0 0 1 0 0 0 -0,22 0,27 2,81 -1,12 0,89 -0,47
Xetrov72009765 fads2 100145314 Str.72102 187608582,169642220 NM_001126790,BC160507 NA NA NA XB-GENEPAGE-1010229 XB-GENE-1010230 Xl.76092,Xl.1660 Fads2 56473 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,28 1,61 -0,2 -0,29 1,01
Xetrov72009772 bend5 100495888 Str.8458 301603622,301603624,301603626 XM_002931416,XM_002931417,XM_002931418 NA NA NA XB-GENEPAGE-940885 XB-GENE-940886 Xl.12263,Xl.81643 Bend5 67621 0 0 0 0 0 0 0 -1 0 0 0 0,5 0 -1,1 0 0,02 -0,51
Xetrov72009774 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,03 NA NA 0,28
Xetrov72009776 hsd11b2 100489854 301615825 XM_002937320 NA NA NA XB-GENEPAGE-1012825 XB-GENE-1012826 Xl.47557 Hsd11b2 15484 0 0 0 0 0 1 0 0 1 0 0 4,03 NA NA 3,4 NA NA
Xetrov72009787 efemp2 100379809 Str.43783 301620001,82653414 XM_002939330,CT485760 NA NA NA XB-GENEPAGE-1013528 XB-GENE-1013529 Xl.53245 Efemp2 58859 0 0 0 0 0 0 0 1 0 1 0 0,99 1,22 4,76 1,25 2,22 NA
Xetrov72009792 ccdc113 548359 Str.12836 117558052,57870658,301604135 BC127268,BC089076,XM_002931657 NA NA NA XB-GENEPAGE-941141 XB-GENE-941142 Xl.55482 Ccdc113 244608 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,32 -1,8 0,01 -0,17 -0,8
Xetrov72009804 dmrta2 100125187 Str.37810 156718001,140833162 NM_001103073,BC136032 DMRT-like family A2 transcription factor XB-GENEPAGE-997962 XB-GENE-997963 Xl.51393,Xl.70170 Dmrta2 242620 0 0 0 0 0 0 0 0 1 0 0 1,26 0,89 NA 2,96 0,19 NA
Xetrov72009806 sox10 100101700 Str.9225 154147638,134025635 NM_001100221,BC136047 SRY (sex determining region Y)-box 10 HMG-box transcription factor XB-GENEPAGE-480303 XB-GENE-480304 Xl.1588 Sox10 20665 0 0 0 0 0 0 0 1 0 0 0 NA NA 9 NA NA NA
Xetrov72009821 fads1 100489232 Str.33934 301627708 XM_002942966 NA NA NA XB-GENEPAGE-6033416 XB-GENE-6033417 Xl.13356,Xl.56419 Fads1 76267 0 0 0 0 0 0 0 0 0 0 1 NA NA 1,3 NA NA 1,92
Xetrov72009829 lsp1 496868 Str.5536 56788874,301619113 BC088598,XM_002938897 lymphocyte-specific protein 1 7 transmembrane receptor XB-GENEPAGE-490854 XB-GENE-490855 Xl.73825,Xl.19844,Xl.85350,Xl.85353 Lsp1 16985 0 0 0 0 0 0 0 1 1 0 0 -0,03 0,5 1,3 1,3 1,16 0,1
Xetrov72009845 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,24 -0,26 1,6 0,32 -0,4 NA
Xetrov72009880 stk33 549733 Str.27564 77622940,77682458 CR848364,NM_001016979 NA NA NA XB-GENEPAGE-940060 XB-GENE-940061 Xl.72435,Xl.11326 Stk33 117229 0 0 0 0 0 0 0 -1 0 0 0 -0,33 -0,1 -1,91 -0,22 -0,13 -0,71
Xetrov72009900 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,21 NA NA -0,42
Xetrov72009906 chst1 100492654 Str.31841 301609132 XM_002934073 NA NA NA XB-GENEPAGE-1001307 XB-GENE-1001308 Chst1 76969 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,81 NA NA NA
Xetrov72009912 NA NA NA NA NA NA NA NA NA Xl.65125 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,21 -1,28 NA -0,26 -0,19
Xetrov72009929 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,28 -0,23 1,18 0,5 0,05 0,47
Xetrov72009945 klf17 734094 Str.51121 113931563,77624383 NM_001045768,CR942695 Kruppel-like factor 17 zinc finger, C2H2 type neptune|znf393|zfp393 XB-GENEPAGE-939940 XB-GENE-939941 Xl.2206 Klf17 75753 0 0 0 0 0 0 0 -1 -1 0 0 -0,28 0,13 -1,04 -1,06 0,15 -0,22
Xetrov72009955 creb3l1 100496679 Str.69770 301609146 XM_002934095 cAMP responsive element binding protein 3-like 1 transcription factor oasis XB-GENEPAGE-489942 XB-GENE-489943 Xl.52977 Creb3l1 26427 0 0 0 0 0 0 0 0 0 0 1 NA NA 0,53 NA NA 1,03
Xetrov72009959 kiaa0513 100125070 Str.51166 134025692,156717827,77624110 BC136172,NM_001102984,CR942376 NA NA NA XB-GENEPAGE-5956310 XB-GENE-5956311 Xl.70469 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,23 -1,83 -0,29 -0,29 -0,64
Xetrov72009962 esrra 780213 Str.73884 169642643,112807442,118404593,116487766 BC160530,CU075398,NM_001079288,BC125780 estrogen-related receptor alpha nuclear hormone receptor nr3b1 XB-GENEPAGE-485431 XB-GENE-485432 Xl.34694,Xl.79728 Esrra 26379 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,35 -1,23 -0,31 -0,17 -0,1
Xetrov72009964 elavl4 100125165 Str.12155 156717965,138519952 NM_001103055,BC135736 NA NA NA XB-GENEPAGE-948209 XB-GENE-948210 Xl.1036 Elavl4 15572 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,32 NA NA 4,8
Xetrov72009971 acy1.1 496883 Str.27754 58332659,56789616 NM_001011406,BC088775 NA NA NA XB-GENEPAGE-972680 XB-GENE-972681 Xl.48223 Acy1 109652 0 0 0 0 0 0 0 1 0 0 0 NA 0,11 2,53 NA 0,3 NA
Xetrov72010002 c1orf177 100491026 Str.58244 301603681 XM_002931464 NA NA NA XB-GENEPAGE-5864225 XB-GENE-5864226 Xl.55484 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,09 NA NA -0,67
Xetrov72010022 foxa4 394535 Str.6030 38174737,45360530,51968099 BC061392,NM_203607,CR762190 forkhead box A4 forkhead domain transcription factor FoxA4a|xfkh1|pintallavis|XFD-1 XB-GENEPAGE-486454 XB-GENE-486455 Xl.441,Xl.1082 NA NA 0 0 0 0 0 0 0 0 -1 0 0 -1,21 NA NA -1,78 NA NA
Xetrov72010035 sigirr 100486638 301616477 XM_002937647 single immunoglobulin and toll-interleukin 1 receptor (TIR) domain Toll/interleukin receptor and related proteins containing LRR and TIR repeats XB-GENEPAGE-492814 XB-GENE-492815 NA Sigirr 24058 0 0 0 0 0 0 0 -1 0 0 0 NA -0,28 -1,56 NA -0,33 -0,33
Xetrov72010040 syt8 100037878 Str.53296 147902478,134024336 NM_001097318,BC135170 NA NA NA XB-GENEPAGE-978919 XB-GENE-978920 ,Xl.11093 Syt8 55925 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0,25 -1,11 0,16 0,33 -0,34
Xetrov72010053 cat.1 549470 Str.2716 77682187,77621286 NM_001016716,CR760094 NA NA NA XB-GENEPAGE-5918488 XB-GENE-5918489 Xl.50123 Cat 12359 0 0 0 0 0 0 0 1 0 0 0 -0,28 0,01 1,27 0 0,16 0,25
Xetrov72010075 NA NA NA NA NA NA NA NA NA Xl.48753 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,59 -0,28 -1,75 0,27 -0,29 -1,15
Xetrov72010076 tal1 100196924 Str.57585 197245657,213982812 BC168586,NM_001141996 T-cell acute lymphocytic leukemia 1 transcription factor SCL| tal-1|bHLHa17| tcl5 XB-GENEPAGE-479826 XB-GENE-479827 Xl.278 Tal1 21349 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,04 NA NA NA
Xetrov72010087 fjx1 100493715 Str.61105 301615781 XM_002937288 four jointed box 1 XB-GENEPAGE-921363 XB-GENE-921364 NA Fjx1 14221 0 0 0 0 Fjx1 0 0 0 1 0 0 NA NA 0,24 3,45 NA 0,06
Xetrov72010093 bhlhe40 779502 Str.72844 197246213,197246635,301617885,161611700,112418569 BC168818,BC169139,XM_002938312,BC154864,BC122074 basic helix-loop-helix family, member e40 basic helix-loop-helix (bHLH) transcription factor, circadian regulator dec1 XB-GENEPAGE-486415 XB-GENE-486416 Xl.19778,Xl.26256 Bhlhe40 20893 0 0 0 0 0 1 1 0 1 0 0 2,16 2,77 0,19 3,02 2,06 -0,21
Xetrov72010102 gfi1 100491774 301608549 XM_002933803 growth factor independent 1 transcription repressor zinc finger, C2H2 type XB-GENEPAGE-960552 XB-GENE-960553 Gfi1 14581 0 0 0 0 Gfi1 1 1 0 1 0 0 4,27 3,78 NA 6,34 NA NA
Xetrov72010114 olfm3 100492273 301609246 XM_002934163 NA NA NA XB-GENEPAGE-960615 XB-GENE-960616 Xl.48804 Olfm3 229759 0 0 0 0 0 0 0 1 0 0 0 NA -0,18 2,58 NA -0,31 NA
Xetrov72010121 c11orf66 NA NA NA NA NA NA NA NA NA Xl.49880 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,72 NA NA -0,99
Xetrov72010124 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,24 NA NA -1,06
Xetrov72010139 cyr61 448140 Str.76185 60618374,110289819,77622729,157502188 BC090577,CU025129,CT030066,NM_001105514 cysteine-rich, angiogenic inducer, 61 secreted, heparin-binding, extracellular matrix-associated protein Xcyr61 XB-GENEPAGE-482633 XB-GENE-482634 Xl.740,Xl.50236 Cyr61 16007 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,47 -1,02 -0,72 -0,1 -0,28
Xetrov72010141 lhx8 548653 Str.27686 56410252,62859450,110645723 CR926447,NM_001015899,BC118739 LIM homeobox 8 homeodomain transcription factor x-Lhx7| lhx7 XB-GENEPAGE-494996 XB-GENE-494997 Xl.34179,Xl.34357 Lhx8, 16875 0 0 0 0 0 0 0 0 1 0 0 1,27 0,52 NA 1,75 -0,21 NA
Xetrov72010142 e2f4 100038079 Str.45573 167560904,112807871,166796995 NM_001114494,CU075640,BC159089 E2F transcription factor 4, p107/p130-binding transcription factor involved in control of cell cycle progression mgc80324 XB-GENEPAGE-482720 XB-GENE-482721 Xl.24786,Xl.78951 E2f4 104394 0 0 0 0 0 0 0 1 0 0 0 -0,22 -0,64 1,36 -0,35 -0,51 0,35
Xetrov72010150 unknown NA NA NA NA NA NA NA NA NA Xl.47079,Xl.52820 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,41 0,73 -0,5 1,57 1,12 -0,41
Xetrov72010163 ctbs 497004 Str.703 77623215,57032834,58332847 CR855464,BC088895,NM_001011500 NA NA NA XB-GENEPAGE-975890 XB-GENE-975891 Xl.6837,Xl.78866 Ctbs 74245 0 0 0 0 0 0 0 -1 0 0 0 0,43 -0,13 -2,19 -0,17 -0,28 -0,55
Xetrov72010166 foxd3 496851 Str.11302 58332617,77625881,56788858 NM_001011383,CR760163,BC088566 forkhead box D3 forkhead domain transcription factor XFD-6|xfoxd3 XB-GENEPAGE-487288 XB-GENE-487289 Xl.525,Xl.523 Foxd3 15221 0 0 0 0 0 0 0 1 1 0 0 0,85 0,21 5,81 1,39 0,6 NA
Xetrov72010174 rab3il1 100489083 Str.61415 301627706 XM_002942965 NA NA NA XB-GENEPAGE-990394 XB-GENE-990395 NA Rab3il1 74760 0 0 0 0 0 0 0 1 0 0 1 -0,19 NA 3,24 0,38 0,75 1,61
Xetrov72010183 pbx1 100216094 Str.65121 195539646,213982754 BC168027,NM_001142077 pre-B-cell leukemia homeobox 1 homeodomain transcription factor Xpbx1|Xpbx1b|pbx1b XB-GENEPAGE-1217591 XB-GENE-1217592 Xl.77419,Xl.40234 Pbx1 18514 0 0 0 0 0 0 0 1 0 0 0 -0,05 -0,08 1,49 -0,24 -0,13 0,22
Xetrov72010191 slc35c1 100492829 Str.59842 301609134,301609136 XM_002934074,XM_002934075 solute carrier family 35, member C1 solute transport XB-GENEPAGE-984503 XB-GENE-984504 Slc35c1 228368 0 0 0 0 0 0 0 -1 0 0 0 -0,47 -0,22 -1,62 -0,32 -0,26 -0,39
Xetrov72010206 dmbx1 100493907 301603586,301603584 XM_002931404,XM_002931403 diencephalon/mesencephalon homeobox 1 homeodomain transcription factor otx3 XB-GENEPAGE-486745 XB-GENE-486746 ,Xl.32187 Dmbx1 140477 0 0 0 0 Dmbx1 0 0 1 0 0 0 NA NA 6,91 NA NA NA
Xetrov72010211 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,04 -1,67 0,07 0 -0,37
Xetrov72010215 slc35a3.1 100491775 301609256 XM_002934160 NA NA NA XB-GENEPAGE-1011520 XB-GENE-1011521 Xl.53693 Slc35a3 229782 0 0 0 0 0 0 0 -1 0 0 0 0,27 -0,17 -1,46 0,22 -0,22 -0,3
Xetrov72010224 barhl2 100493839 Str.24170 301621632 XM_002940105 BarH-like homeobox 2 homeodomain transcription factor XBH1|barh1|xbarhl2|xbh XB-GENEPAGE-482776 XB-GENE-482777 Xl.678,Xl.84963 Barhl2 104382 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,75 6,76 NA NA
Xetrov72010233 st3gal2.1 100492150 Str.4009 301604151 XM_002931660 NA NA NA XB-GENEPAGE-963531 XB-GENE-963532 Xl.43218,Xl.71079 St3gal2 20444 0 0 0 St3gal2 0 0 0 1 0 0 0 -0,07 -0,26 1,4 -0,02 -0,15 0,49
Xetrov72010241 poc1a 549362 Str.11335 166796960,77626293,77683100 BC158994,CR760535,NM_001016608 NA NA NA XB-GENEPAGE-5767104 XB-GENE-5767105 Xl.7007 Poc1a 70235 0 0 0 0 0 0 0 -1 0 0 -1 0,26 -0,19 -1,58 -0,06 0,29 -1,15
Xetrov72010252 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,51 NA NA -1,16
Xetrov72010253 lpar3 100494791 301604086 XM_002931673 NA NA NA XB-GENEPAGE-959972 XB-GENE-959973 Lpar3 65086 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,12 NA NA -0,34
Xetrov72010272 syn3 100170548 Str.73369 194332616,189442708 NM_001130325,BC167591 NA NA NA XB-GENEPAGE-5793906 XB-GENE-5793907 Xl.565 Syn3 27204 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,55 1,5 NA 1,39
Xetrov72010283 foxd2 100495241 Str.72469 301603610 XM_002931412 forkhead box D2 forkhead domain transcription factor XB-GENEPAGE-479817 XB-GENE-479818 Xl.12079,Xl.58100,Xl.73121 Foxd2 17301 0 0 0 0 0 0 0 1 1 0 0 1,11 1,71 2,78 2,22 0,73 NA
Xetrov72010288 rassf1 100497994 Str.21990 301612334 XM_002935634 Ras association (RalGDS/AF-6) domain family member 1 Ras GTPase effector XB-GENEPAGE-494690 XB-GENE-494691 Xl.22014,Xl.75494 Rassf1 56289 0 0 0 0 0 0 0 1 1 0 0 0,76 0,36 1,11 1,33 0,18 -0,22
Xetrov72010295 NA NA NA NA NA NA NA NA NA Xl.16403 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,61 1,95 NA 1,78 NA NA
Xetrov72010329 pim1 493494 Str.514 56118641,51703769,77626498 NM_001008131,BC081340,CR760428 NA NA NA XB-GENEPAGE-6042230 XB-GENE-6042231 Xl.48564,Xl.68517,Xl.78542 Pim1 18712 0 0 0 0 Pim1 0 1 0 0 1 0 0,76 1,34 -0,43 0,48 1,13 0,13
Xetrov72010350 cnn3 394869 Str.5844 39645382,49522471,45361358 BC063914,BC075515,NM_203926 NA NA NA XB-GENEPAGE-951265 XB-GENE-951266 Xl.34851 Cnn3 71994 0 0 0 0 0 0 0 1 0 0 0 0,13 0,04 1,98 -0,09 0,01 0,25
Xetrov72010356 unknown NA NA NA NA NA NA NA NA NA Xl.11885,Xl.48366 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,08 1,16 0,09 -0,21 0,58
Xetrov72010357 ogn 100487346 Str.20934 301609454 XM_002934227 NA NA NA XB-GENEPAGE-984780 XB-GENE-984781 Xl.21905,Xl.49004 Ogn 18295 0 0 0 0 0 0 0 1 0 0 0 -0,06 0,23 1,2 0,06 0,26 0,57
Xetrov72010362 nudt22 733916 Str.502 113931299,77624111 NM_001045632,CR942377 NA NA NA XB-GENEPAGE-5961540 XB-GENE-5961541 Xl.6817 Nudt22 68323 0 0 0 0 0 0 0 0 0 1 0 0,92 1,05 -0,11 -0,07 1,39 0,32
Xetrov72010382 gsg1 100490751 301605120 XM_002932163 germ cell associated 1 XB-GENEPAGE-940194 XB-GENE-940195 Xl.5834 Gsg1 14840 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,22 NA NA -0,28
Xetrov72010383 ccdc17 100495562 Str.35716 301603942 XM_002931598 NA NA NA XB-GENEPAGE-948506 XB-GENE-948507 Ccdc17 622665 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,93 NA NA -1,14
Xetrov72010384 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,01 -0,04 -1,19 0,85 -0,32 -0,27
Xetrov72010416 ca5b 733981 Str.65028 77624291,113931409 CR942587,NM_001045690 NA NA NA XB-GENEPAGE-1003818 XB-GENE-1003819 Xl.45074 Car5b 56078 0 0 0 0 0 0 0 -1 0 0 0 0,17 0,04 -1,34 0,08 0,12 -0,37
Xetrov72010430 ube2u NA NA NA NA NA NA XB-GENEPAGE-980225 XB-GENE-980226 Ube2u 381534 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -0,77
Xetrov72010437 gas2 100485604 301628000 XM_002943108 growth arrest-specific 2 Dystonin, GAS (Growth-arrest-specific protein), and related proteins XB-GENEPAGE-923036 XB-GENE-923037 Gas2 14453 0 0 0 0 Gas2 0 0 -1 0 0 0 NA NA -2,22 NA NA -0,97
Xetrov72010440 tmem178.2 407851 Str.10898 45501368,77623638,47575703 BC067318,CR926218,NM_001001190 NA NA NA XB-GENEPAGE-5809006 XB-GENE-5809007 Xl.76180,Xl.77449 Tmem178 68027 0 0 0 0 Tmem178 0 0 1 0 0 1 0 -0,03 2,69 0,42 -0,18 2
Xetrov72010441 lrrn4cl 100127825 Str.53624 163914762,160774122,112807498 NM_001113133,BC155437,CU075454 NA NA NA XB-GENEPAGE-5723338 XB-GENE-5723339 Lrrn4cl 68852 0 0 0 0 0 0 0 -1 1 0 0 NA 2,6 -1,42 3,87 2,3 -0,63
Xetrov72010448 wdr82 448141 Str.15884 49250461,52345611,62732385 BC074675,NM_001004854,CR761982 NA NA NA XB-GENEPAGE-1003224 XB-GENE-1003225 Xl.9386,Xl.45663 Wdr82 77305 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,16 1,25 -0,25 -0,22 0,22
Xetrov72010452 jun 100493911 Str.38888 301603980 XM_002931588 jun proto-oncogene transcriptional activator c-Jun|AP-1 XB-GENEPAGE-482227 XB-GENE-482228 Xl.542,Xl.541 Jun 16476 0 0 0 0 0 0 0 -1 0 0 0 -0,15 1,28 -1,65 -0,53 -0,27 -0,62
Xetrov72010464 NA NA NA NA NA NA NA NA NA Xl.84078 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,49 NA NA 0,96
Xetrov72010468 ppap2b 549612 Str.70024 134025951,134085382 BC135252,NM_001016858 NA NA NA XB-GENEPAGE-941072 XB-GENE-941073 Xl.48740,Xl.77504,Xl.80476,Xl.81753 Ppap2b 67916 0 0 0 0 0 0 0 -1 0 0 0 0,95 -0,09 -1,47 0,38 0,12 -0,15
Xetrov72010470 nmnat2 100124800 Str.31686 134023792,156717405 BC135388,NM_001102773 NA NA NA XB-GENEPAGE-945255 XB-GENE-945256 Xl.18026 Nmnat2 226518 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,05 NA NA 0,51
Xetrov72010471 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,34 -1,15 -0,28 -0,34 -0,8
Xetrov72010472 wdr88 NA NA NA NA NA NA XB-GENEPAGE-6044414 XB-GENE-6044415 NA 384605 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -1,17
Xetrov72010484 zdhhc24 100170592 Str.27869 189442318,194332690 BC167671,NM_001130363 zinc finger, DHHC-type containing 24 DHHC-type Zn-finger proteins XB-GENEPAGE-1013798 XB-GENE-1013799 Zdhhc24 70605 0 0 0 0 0 0 0 -1 0 0 0 0,13 -0,28 -1,14 -0,31 -0,16 -0,4
Xetrov72010494 sult1e1 733517 Str.12317 77626800,140832816,113205627 CR760765,BC135544,NM_001044443 NA NA NA XB-GENEPAGE-5756032 XB-GENE-5756033 Xl.22683,Xl.58926,Xl.78932 Sult1e1 20860 0 0 0 0 0 0 0 -1 0 0 0 0,7 0,16 -1,49 0,16 0,3 -0,64
Xetrov72010499 tex264 100379814 Str.52631 77623838,301612319 CR855677,XM_002935617 NA NA NA XB-GENEPAGE-1015535 XB-GENE-1015536 Xl.13864 Tex264 21767 0 0 0 0 0 0 0 -1 0 0 0 1,16 0,27 -1,07 0,81 0,62 -0,16
Xetrov72010533 cebpa 496454 Str.41976 189441570,54038562,77622683,224589064,58332337 BC167260,BC084168,CT030439,FJ771049,NM_001011044 CCAAT/enhancer binding protein (C/EBP), alpha basic-leucine zipper (bZIP) transcription factor xC/EBP|C/EBPalpha|C/EBP XB-GENEPAGE-853396 XB-GENE-853397 Xl.3789,Xl.29181 Cebpa 12606 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,53
Xetrov72010565 dph5 448611 Str.7197 49903736,52346021 BC076950,NM_001005058 DPH5 homolog diphthine synthase cgi-30|CGI-30 protein XB-GENEPAGE-965467 XB-GENE-965468 Xl.11410 Dph5 69740 0 0 0 Dph5 0 0 0 1 0 0 0 0,25 -0,03 1,07 -0,16 -0,1 0,66
Xetrov72010570 rnf220.2 100135230 Str.23179 166157978,213627311,163915500,213624434 NM_001113927,BC171093,BC157348,BC171094 NA NA NA XB-GENEPAGE-5967021 XB-GENE-5967022 NA Rnf220 66743 0 0 0 0 0 0 0 0 1 0 0 1,81 NA NA 2,42 NA NA
Xetrov72010573 hmox1 100488303 Str.65451 301610458 XM_002934720 NA NA NA XB-GENEPAGE-1002242 XB-GENE-1002243 Xl.70635,Xl.1849,Xl.81533 Hmox1 15368 0 0 0 0 0 0 0 0 1 0 0 1,26 0,47 0,74 1,28 0,05 0,19
Xetrov72010629 cacng2 100125024 Str.38175 134024283,156717755 BC136081,NM_001102948 NA NA NA XB-GENEPAGE-965515 XB-GENE-965516 Cacng2 12300 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,61 NA NA NA
Xetrov72010649 prkab2 100127782 Str.28285 160773304,163915200 BC155097,NM_001113101 NA NA NA XB-GENEPAGE-976417 XB-GENE-976418 Xl.26534 Prkab2 108097 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,37 NA NA -0,16
Xetrov72010650 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,75 NA NA 0,04
Xetrov72010654 htatip2 448294 Str.66395 49523246,54262231 BC075366,NM_001005817 NA NA NA XB-GENEPAGE-946973 XB-GENE-946974 Xl.52737 Htatip2 53415 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,43 -1,05 0,13 0,49 -0,22
Xetrov72010666 gnao1 549749 Str.4190 134023774,77622384,134085423 BC135417,CR848164,NM_001016995 guanine nucleotide binding protein (G protein), alpha activating activity polypeptide O signal transduction XGalpha01 XB-GENEPAGE-921634 XB-GENE-921635 Xl.20976,Xl.11799,Xl.1200,Xl.34964,Xl.80402 Gnao1 14681 0 0 0 0 0 0 0 1 0 0 1 -0,33 -0,08 2,58 -0,33 -0,24 2,61
Xetrov72010671 ca7 548657 Str.15944 213627259,113197761,56410244,170285080,62859478 BC171009,BC121632,CR926439,BC161440,NM_001015903 NA NA NA XB-GENEPAGE-1017205 XB-GENE-1017206 Xl.71031 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,44 -1,33 NA -0,3 0,02
Xetrov72010675 rasd2 548760 Str.27398 145587684,140833141,54110338,160773815 NM_001016006,BC135999,CR848237,BC155444 RASD family, member 2 small GTPase XB-GENEPAGE-494968 XB-GENE-494969 Xl.24880,Xl.81318 Rasd2 75141 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,72 NA NA -0,23
Xetrov72010699 tmem111.2 549661 Str.1909 62858122,54110591 NM_001016907,CR761439 NA NA NA XB-GENEPAGE-942864 XB-GENE-942865 Xl.34728 Tmem111 66087 0 0 0 0 0 0 0 1 0 0 0 0,05 -0,2 1,49 -0,23 -0,23 0,81
Xetrov72010708 pmm2 100216238 Str.52255 110289792,213983032,197245669 CU025102,NM_001142205,BC168599 NA NA NA XB-GENEPAGE-998968 XB-GENE-998969 Xl.47673,Xl.76422 Pmm2 54128 0 0 0 0 0 1 0 -1 1 0 0 1,63 1,2 -1,01 1,96 1,09 -0,35
Xetrov72010716 abhd14a 100494859 301612313 XM_002935615 abhydrolase domain containing 14A dorz1 XB-GENEPAGE-1003238 XB-GENE-1003239 Xl.50774 Abhd14a 68644 0 0 0 0 0 0 0 1 0 0 0 0,22 0,33 1,97 1,17 0,65 1,37
Xetrov72010724 NA NA NA NA NA NA NA NA NA Xl.10081 NA NA 0 0 0 0 0 1 0 0 1 0 0 5,11 NA NA 5,89 NA NA
Xetrov72010727 cd82 394799 Str.65686 77625932,38649015,45361226 CR760215,BC063219,NM_203860 NA NA NA XB-GENEPAGE-945241 XB-GENE-945242 Xl.24083,Xl.47106 Cd82 12521 0 0 0 0 0 0 0 -1 0 0 0 0,7 0,3 -1,38 0,83 -0,05 -0,32
Xetrov72010744 fam3d 493229 Str.10335 51258796,55926083,77625907 BC079939,NM_001007502,CR760189 NA NA NA XB-GENEPAGE-943562 XB-GENE-943563 Xl.13893,Xl.66766,Xl.82214 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,14 -0,07 -1,26 NA -0,05 -0,26
Xetrov72010775 tspan18 100101661 Str.15520 154147538,134025541 NM_001100203,BC135762 tetraspanin 18 integral membrane protein XB-GENEPAGE-868384 XB-GENE-868385 Xl.25175 Tspan18 241556 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,56 NA NA NA
Xetrov72010785 tnnt3 394748 Str.5620 45361012,38511764,77626243 NM_203812,BC061295,CR760479 troponin T type 3 (skeletal, fast) Troponin XB-GENEPAGE-482604 XB-GENE-482605 Xl.3362,Xl.56271,Xl.80010,Xl.80739,Xl.80770,Xl.81105,Xl.82617,Xl.83845 Tnnt3 21957 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,77 NA NA NA
Xetrov72010807 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,74 NA NA NA
Xetrov72010830 cidec 493464 Str.14999 56118463,77620863,51703979 NM_001008101,CR761715,BC081304 cell death-inducing DFFA-like effector c cell death/apoptosis XB-GENEPAGE-964502 XB-GENE-964503 Xl.14354,Xl.15305 Cidec 14311 Xl.15305 0 0 0 0 0 0 -1 0 0 0 0,62 0,24 -1,11 0,45 0,51 -0,2
Xetrov72010839 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,67 NA NA -0,87
Xetrov72010856 fam3a 493248 Str.6172 77627407,56118513,51258781 CR761057,NM_001007861,BC079963 NA NA NA XB-GENEPAGE-968989 XB-GENE-968990 Xl.9773,Xl.15526 Fam3a 66294 0 0 0 0 0 0 0 -1 0 0 0 -0,29 -0,39 -1,13 -0,73 -0,24 -0,25
Xetrov72010880 NA NA NA NA NA NA NA NA NA Xl.55263 NA NA 0 0 0 0 0 0 1 0 1 0 0 1,09 2,01 -0,68 1,95 0,79 -0,26
Xetrov72010889 ankrd45 496592 Str.27437 54673712,301609295 BC084990,XM_002934139 NA NA NA XB-GENEPAGE-5872108 XB-GENE-5872109 Xl.78572,Xl.18865 Ankrd45 73844 0 0 0 0 0 0 0 -1 0 0 0 0,78 0,27 -1,99 0,29 0,53 -0,72
Xetrov72010903 c1orf228 NA NA NA chromosome 1 open reading frame 228 XB-GENEPAGE-1021744 XB-GENE-1021745 Xl.70450 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,43 -2,01 -0,47 -0,33 -0,61
Xetrov72010919 rgs2 595010 Str.15616 60552070,71896022 BC091089,NM_001030451 NA NA NA XB-GENEPAGE-968775 XB-GENE-968776 Xl.49812,Xl.76046,Xl.85582 Rgs2 19735 0 0 0 0 0 0 0 1 0 0 0 -0,37 NA 1,22 -1,17 NA 0,09
Xetrov72010923 igf2 100134992 Str.67203 165973357,213625533,161612033,213624225 NM_001113672,BC170812,BC155999,BC170810 insulin-like growth factor 2 (somatomedin A) growth factor IGF-II| insigf|pp9974| igf-2 XB-GENEPAGE-482585 XB-GENE-482586 Xl.47110,Xl.12101,Xl.3363 Igf2 16002 0 0 0 0 0 1 0 1 1 0 0 2,57 1,77 1,11 1,65 1,34 0,06
Xetrov72010936 NA NA NA NA NA NA NA NA NA Xl.13251 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,11 -1,01 0,09 0,2 -0,35
Xetrov72010964 cbfb 100270773 Str.43675 301615514,77624174,301615512 XM_002937166,CR942449,XM_002937165 core-binding factor, beta subunit transcription coactivator cbfbeta|pebp2b|cbf-beta|pea2-beta|pebp2-beta XB-GENEPAGE-1016002 XB-GENE-1016003 Xl.25702 Cbfb 12400 0 0 0 0 0 0 0 1 0 0 0 0,43 0 1,38 0,03 0,18 1,09
Xetrov72010967 tepp 100316910 Str.53136 281427357,77626526,77624102,260898736 NM_001170510,CR760460,CR942368,BK006628 NA NA NA XB-GENEPAGE-5864984 XB-GENE-5864985 Xl.26415 Tepp 73407 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,82 NA NA -0,9
Xetrov72010984 atp6v0b 549818 Str.52560 77620782,60688346,77681433 CR761628,BC091622,NM_001017064 NA NA NA XB-GENEPAGE-997919 XB-GENE-997920 Xl.78633,Xl.46588 Atp6v0b 114143 0 0 0 0 0 0 0 -1 0 0 0 0,35 -0,13 -1,3 -0,08 -0,23 -0,22
Xetrov72010993 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,48 NA NA -0,95
Xetrov72011037 sec22b 394761 Str.5405 38494273,45361038 BC061616,NM_203825 NA NA NA XB-GENEPAGE-999420 XB-GENE-999421 Xl.15170,Xl.24186,Xl.59315 Sec22b 20333 0 0 0 Sec22b 0 0 0 -1 0 0 0 0,09 -0,06 -1,03 -0,2 -0,21 -0,21
Xetrov72011047 tsr2 100488316 Str.24895 301620559 XM_002939592 NA NA NA XB-GENEPAGE-993469 XB-GENE-993470 Xl.6168,Xl.21708 Tsr2 69499 0 0 0 0 0 0 0 1 0 0 0 0,34 0,14 1,05 -0,13 0,38 0,15
Xetrov72011057 prdx5 100127718 Str.10043 159155851,163915086 BC154896,NM_001113054 NA NA NA XB-GENEPAGE-1006733 XB-GENE-1006734 Xl.16235 Prdx5 54683 0 0 0 0 0 0 0 -1 0 0 0 0,72 0,07 -1,27 0,05 0 -0,54
Xetrov72011059 tp53i11 100127623 Str.55343 163914904,157423369,112807664 NM_001112976,BC153738,CU075620 NA NA NA XB-GENEPAGE-5885148 XB-GENE-5885149 Xl.52871,Xl.75377 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,17 -0,17 1,87 -0,39 -0,19 1,52
Xetrov72011064 fadd 100379789 Str.72297 301609111,165971125 XM_002934068,BC158341 NA NA NA XB-GENEPAGE-1001299 XB-GENE-1001300 Xl.33743,Xl.49721 Fadd 14082 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,31 -1,04 -0,29 -0,51 -0,25
Xetrov72011067 cyba 549234 Str.15394 77626918,113197924,77682005 CR760890,BC121217,NM_001016480 cytochrome b-245, alpha polypeptide electron transport XB-GENEPAGE-959414 XB-GENE-959415 Xl.5967 Cyba 13057 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,94 NA NA NA
Xetrov72011073 hesx1 549466 Str.27088 77621300,166796972,77682021 CR760108,BC159020,NM_001016712 HESX homeobox 1 homeodomain transcription factor Xanf-1|Xanf|Xanf1| rpx XB-GENEPAGE-483192 XB-GENE-483193 Xl.131,Xl.1003 Hesx1 15209 0 0 0 0 0 0 0 0 1 0 0 0,95 1,57 NA 1,85 1,88 NA
Xetrov72011094 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,6 NA NA NA
Xetrov72011095 aprt 493317 Str.51944 77621024,56118283,77621985,51513482 CR761604,NM_001007940,CT025478,BC080448 NA NA NA XB-GENEPAGE-5848952 XB-GENE-5848953 Xl.85863,Xl.42872 Aprt 11821 0 0 0 0 0 0 0 1 0 0 0 0,5 0,14 1,72 0,23 0,32 0,21
Xetrov72011101 NA NA NA NA NA NA NA NA NA Xl.16202 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -0,79
Xetrov72011105 NA NA NA NA NA NA NA NA NA Xl.15012 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,1 0,14 -1,67 -0,02 0,28 -0,65
Xetrov72011115 tctex1d1 493200 Str.26756 51513506,301619272 BC080499,XM_002938976 NA NA NA XB-GENEPAGE-5960231 XB-GENE-5960232 Xl.75247,Xl.10706 Tctex1d1 67344 0 0 0 0 0 0 0 -1 0 0 0 0,52 0,13 -2,38 0,17 0,23 -0,86
Xetrov72011118 tppp3 100125085 Str.35057 156717851,134025706 NM_001102996,BC136199 NA NA NA XB-GENEPAGE-955233 XB-GENE-955234 Xl.55981 Tppp3 67971 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,23 NA NA -0,85
Xetrov72011172 unknown NA NA NA NA NA NA NA NA NA Xl.53974,Xl.5987 NA NA 0 0 0 0 0 0 0 -1 0 0 0 1,78 0,1 -2,56 1,16 0,07 -0,95
Xetrov72011194 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -2,16 1,66 -1,78 -1,65 1,13 -0,23
Xetrov72011196 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,26 0,04 -1,27 0,02 -0,08 -0,34
Xetrov72011214 mdk 394671 Str.2411 38174025,45360800 BC061275,NM_203743 midkine (neurite growth-promoting factor 2) growth factor midkine|negf2|PTF-alpha-1|PTF-alpha-2 XB-GENEPAGE-488501 XB-GENE-488502 Xl.897,Xl.899,Xl.81947,Xl.82705 Mdk 17242 0 0 0 0 0 0 0 1 1 0 0 0,97 1,13 1,39 1,2 0,55 0,71
Xetrov72011215 frem1 100124853 Str.29142 301603982,134024090 XR_097088,BC135550 NA NA NA XB-GENEPAGE-5791399 XB-GENE-5791400 NA Frem1 329872 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,71 NA NA 1,76
Xetrov72011238 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA -0,24
Xetrov72011262 lgals1 100485378 Str.21804 301609417 XM_002934214 NA NA NA XB-GENEPAGE-971977 XB-GENE-971978 Xl.747,Xl.17372 Lgals1 16852 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,97 NA NA -1,71
Xetrov72011264 NA NA NA NA NA NA NA NA NA Xl.81611 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,76 1,12 -0,35 1,2 0,35 -0,16
Xetrov72011271 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,03 -0,03 -1,03 -0,07 0,11 -0,08
Xetrov72011276 c1orf21 780109 Str.20057 115313446,118404589 BC123935,NM_001079184 NA NA NA XB-GENEPAGE-5830150 XB-GENE-5830151 Xl.19422,Xl.4600 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,02 -1,05 0,04 -0,11 -0,27
Xetrov72011287 gng12 100124710 Str.45948 140833136,156717245 BC135987,NM_001102695 NA NA NA XB-GENEPAGE-5853165 XB-GENE-5853166 Xl.48282 Gng12 14701 0 0 0 0 0 0 0 -1 0 0 0 0,35 -0,11 -1,31 -0,33 -0,2 -0,23
Xetrov72011291 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,33 0,13 1,36 -0,39 -0,17 1,53
Xetrov72011309 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,27 -0,67 -1,18 -0,34 -0,41 -0,51
Xetrov72011311 ifitm3 548475 Str.33985 58476705,62751543 BC089694,NM_001015758 NA NA NA XB-GENEPAGE-5852509 XB-GENE-5852510 Xl.75135,Xl.14925,Xl.61158 Ifitm3 66141 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,8 NA NA NA
Xetrov72011312 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,14 1,02 1,18 0,84 1,43 0,21
Xetrov72011321 lmo2 496679 Str.14577 58332171,56556543 NM_001011238,BC087809 LIM domain only 2 (rhombotin-like 1) transcription factor LMO-2|xlmo-2|xlmo2 XB-GENEPAGE-479143 XB-GENE-479144 Xl.9549 Lmo2 16909 0 0 0 0 0 0 0 1 0 0 1 NA -0,47 3,45 NA -0,57 5,14
Xetrov72011327 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,59 NA NA -0,51
Xetrov72011328 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,23 0,03 -1,12 0,01 -0,06 -0,12
Xetrov72011335 NA NA NA NA NA NA NA NA NA Xl.77658 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,59 -0,06 2,37 -0,15 -0,15 1,36
Xetrov72011359 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,04 NA NA -0,96
Xetrov72011361 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,25
Xetrov72011368 unknown NA NA NA NA NA NA NA NA NA Xl.14263,Xl.78747 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,61 -1,59 0,03 NA -0,21
Xetrov72011370 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,17 NA NA 1,37
Xetrov72011395 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,12 0,07 1,4 -0,26 -0,09 0,11
Xetrov72011396 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,7 NA NA -0,89
Xetrov72011410 pdcd5 549765 Str.6016 62859828,51968155 NM_001017011,CR762246 programmed cell death 5 Apoptosis-related protein/predicted DNA-binding protein XB-GENEPAGE-1001833 XB-GENE-1001834 Xl.24709,Xl.75693,Xl.76450 Pdcd5 56330 0 0 0 0 0 0 0 0 0 1 0 0,81 0,64 -0,3 0,39 1,04 -0,06
Xetrov72011416 arl2bp 549774 Str.51648 77681889,111309091,77622076,58476318 NM_001017020,BC121547,CR762122,BC089656 NA NA NA XB-GENEPAGE-943386 XB-GENE-943387 Xl.24734 Arl2bp 107566 0 0 0 0 0 0 0 -1 0 0 0 0,6 -0,24 -1,51 -0,02 -0,21 -0,78
Xetrov72011422 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,12 -0,13 2,5 -0,35 -0,26 2,37
Xetrov72011423 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,97 NA NA -0,84
Xetrov72011431 magoh 100038130 Str.8435 301603651,301603653,112807983 XM_002931425,XM_002931426,CU075752 mago-nashi homolog, proliferation-associated exon-exon junction complex component mago|mago nashi|xl-mago XB-GENEPAGE-493539 XB-GENE-493540 Xl.2436,Xl.82774 Magoh 17149 0 0 0 0 0 0 0 0 0 1 0 0,82 0,89 0,21 0,47 1,75 0,07
Xetrov72011433 agrp 100490028 Str.50391 301615827 XM_002937321 agouti related protein homolog XB-GENEPAGE-955228 XB-GENE-955229 NA Agrp 11604 0 0 0 0 0 1 0 0 0 0 0 2,86 NA NA NA NA NA
Xetrov72011437 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,42 -2,45 NA -0,46 -0,97
Xetrov72011440 dnal4 448476 Str.16730 77622186,49522635,55742024 CR762240,BC075591,NM_001006783 dynein, axonemal, light chain 4 microtubule motor component XB-GENEPAGE-854850 XB-GENE-854851 Xl.4120,Xl.78031,Xl.80225 Dnalc4 54152 0 0 0 0 0 0 0 -1 0 0 0 0,23 -0,08 -1,72 -0,11 -0,09 -1
Xetrov72011457 hspb11 733760 Str.52002 77621504,113205901,134026161 CR761848,NM_001044511,BC135182 NA NA NA XB-GENEPAGE-948263 XB-GENE-948264 Xl.48920 Hspb11 72938 0 0 0 0 0 0 0 -1 0 0 0 NA -0,1 -1,41 NA -0,13 -0,84
Xetrov72011458 gng3 100038286 Str.21646 134024049,284172426 BC135305,NM_001171609 NA NA NA XB-GENEPAGE-968596 XB-GENE-968597 Xl.24553 Gng3 14704 0 0 0 0 0 0 0 1 0 0 1 0,42 -0,16 4,14 -0,41 -0,12 2,84
Xetrov72011464 hist1h2bo 100337652 Str.78039 166796469,288684308 BC159277,NM_001172296 NA NA NA XB-GENEPAGE-6047005 XB-GENE-6047006 Xl.78180,Xl.85495 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,14 -0,02 -1,25 0,04 -0,15 -0,44
Xetrov72011474 unknown NA NA NA NA NA NA NA NA NA Xl.57668 NA NA 0 0 0 0 0 1 0 0 0 0 0 1,53 0,89 -0,59 -0,05 1,34 -0,19
Xetrov72011484 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,52 -0,39 -2,08 -0,67 -0,33 -1,2
Xetrov72011503 NA NA NA NA NA NA NA NA NA Xl.77218,Xl.78767,Xl.83323,Xl.83664,Xl.83694 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,02 -1,19 0 -0,07 -0,18
Xetrov72011518 mgst3 448730 Str.10366 55742205,50418446 NM_001006889,BC077689 NA NA NA XB-GENEPAGE-976811 XB-GENE-976812 Xl.11525,Xl.65986,Xl.81218 Mgst3 66447 0 0 0 0 0 0 0 -1 0 0 0 0,65 0,27 -1,03 -0,08 0,07 -0,32
Xetrov72011525 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -1,17 -0,2 3,09 -0,37 -0,18 NA
Xetrov72011536 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,12 NA NA -1,5
Xetrov72011541 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,47 NA NA 1,64
Xetrov72011553 ano9 100493850 Str.2041 301628088 XM_002943147 NA NA NA XB-GENEPAGE-6049746 XB-GENE-6049747 Xl.18778 Ano9 71345 0 0 0 0 0 0 0 -1 0 0 0 -0,14 0,03 -1,43 -0,29 0,03 -0,39
Xetrov72011554 ifitm1 100170175 Str.67029 189442340,194018633 BC167724,NM_001129931 interferon induced transmembrane protein 1 (9-27) XB-GENEPAGE-1018422 XB-GENE-1018423 Xl.77000 Ifitm1 68713 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,86 NA NA NA
Xetrov72011581 lrrc8c 493197 Str.11483 51513402 BC080460 NA NA NA XB-GENEPAGE-5797482 XB-GENE-5797483 NA Lrrc8c 100604 0 0 0 0 0 0 0 1 0 0 0 0,2 -0,23 1,76 0,47 -0,03 NA
Xetrov72011584 tnr 100135076 Str.38454 161611511,166158163 BC155681,NM_001113815 NA NA NA XB-GENEPAGE-948285 XB-GENE-948286 NA Tnr 21960 0 0 0 0 0 0 0 -1 0 0 0 NA 0,08 -1,28 NA 0,03 0,37
Xetrov72011587 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,59 NA NA -1,02
Xetrov72011591 slc6a5 100495275 301621343 XM_002939968 solute carrier family 6 (neurotransmitter transporter, glycine), member 5 transmembrane solute exchange glyt2|xGlyT2 XB-GENEPAGE-993851 XB-GENE-993852 Xl.83885,Xl.85416 Slc6a5 104245 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,27 NA NA NA
Xetrov72011597 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,67 NA NA -0,28
Xetrov72011606 mcm5 550081 Str.44409 77623470,62530957,284413773 CR848584,BC093455,NM_001017327 NA NA NA XB-GENEPAGE-985664 XB-GENE-985665 Xl.64079,Xl.383 Mcm5 17218 0 0 0 0 0 0 0 1 0 0 0 0,25 0,06 2,01 0,12 -0,2 0,07
Xetrov72011609 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,21 NA NA -0,04
Xetrov72011615 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,63 NA NA -0,71
Xetrov72011629 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,18 0,1 -1,2 -0,37 0,13 -0,3
Xetrov72011633 lmx1a 100492433 301609264 XM_002934164 LIM homeobox transcription factor 1, alpha homeodomain transcription factor lmx-1 XB-GENEPAGE-481568 XB-GENE-481569 NA Lmx1a 110648 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,93 NA NA NA
Xetrov72011635 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,69 NA NA 1,18
Xetrov72011675 dio1 100497874 Str.56531 301603665 XM_002931428 deiodinase, iodothyronine, type 1 thyroxine 5'-deiodinase type I iodothyronine deiodinase| type 1 deiodinase XB-GENEPAGE-979946 XB-GENE-979947 Xl.17649 Dio1 13370 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,46 NA NA
Xetrov72011680 fam43b 100487754 301627378 XM_002942808 NA NA NA XB-GENEPAGE-6049909 XB-GENE-6049910 NA Fam43b 625638 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,54 NA NA -0,31
Xetrov72011681 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,06 -2,11 NA -0,2 -0,85
Xetrov72011682 slc6a2 100486589 301619792 XM_002939226 solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2 transmembrane solute exchange XB-GENEPAGE-486548 XB-GENE-486549 Slc6a2 20538 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,92 NA NA 0,99
Xetrov72011699 artn 100495890 301603950 XM_002931600 artemin growth factor XB-GENEPAGE-940875 XB-GENE-940876 NA Artn 11876 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,59 NA NA NA
Xetrov72011709 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,05 -1,34 -0,22 -0,06 -0,28
Xetrov72011716 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,56 NA NA -0,43
Xetrov72011722 NA NA NA NA NA NA NA NA NA Xl.72165 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,25 NA NA -0,87
Xetrov72011724 NA NA NA NA NA NA NA NA NA Xl.78513 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,89 NA NA 0,29
Xetrov72011730 adamts9 493280 Str.26766 56118265,51512947 NM_001007896,BC080332 NA NA NA XB-GENEPAGE-1013536 XB-GENE-1013537 Adamts9 101401 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,11 0,84 NA NA
Xetrov72011731 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,67
Xetrov72011734 gata2 100487142 Str.43172 301607038,301607040,301607036 XM_002933065,XM_002933066,XM_002933064 GATA binding protein 2 zinc finger transcription factor GATA-2|xGATA-2|xgata2 XB-GENEPAGE-478164 XB-GENE-478165 Xl.792,Xl.34841,Xl.58336,Xl.77111 Gata2 14461 0 0 0 0 0 -1 0 -1 -1 0 0 -2,12 1,52 -1,81 -1,59 1,07 -0,33
Xetrov72011744 dynlrb2 549149 Str.10857 163916306,51967073,62858448 BC157289,CR761164,NM_001016395 dynein, light chain, roadblock-type 2 Dynein-associated protein Roadblock XB-GENEPAGE-491536 XB-GENE-491537 Xl.6973 Dynlrb2 75465 0 0 0 0 0 0 0 -1 0 0 0 0,6 -0,23 -2,04 -0,24 -0,15 -0,93
Xetrov72011754 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,1 NA NA NA
Xetrov72011762 has3 100487554 301613099 XM_002936011 NA NA NA XB-GENEPAGE-987829 XB-GENE-987830 Xl.34500 Has3 15118 0 0 0 0 0 0 0 -1 0 0 0 0,52 0,84 -1,68 0,12 0,56 -0,83
Xetrov72011778 tox3 100158584 Str.5913 183986341,189230319 BC166269,NM_001128012 TOX high mobility group box family member 3 HMG-box transcription factor XB-GENEPAGE-5887159 XB-GENE-5887160 NA Tox3 244579 0 0 0 0 0 0 0 1 0 0 1 1,34 0,51 2,4 0,86 0,75 1,33
Xetrov72011820 bbox1 100145728 Str.53703 171847139,112808075,187608400 BC161551,CU075844,NM_001127102 NA NA NA XB-GENEPAGE-956891 XB-GENE-956892 NA Bbox1 170442 0 0 0 0 0 0 0 -1 0 0 0 -0,34 NA -1,15 -0,58 NA -0,46
Xetrov72011823 cacna2d2 100038148 Str.53706 301612324,77623014 XM_002935632,CT030510 calcium channel, voltage-dependent, alpha 2/delta subunit 2 voltage-gated calcium channel component XB-GENEPAGE-854936 XB-GENE-854937 Cacna2d2 56808 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,91 NA NA NA
Xetrov72011826 gng5 780245 Str.46428 110645431,284172417,77622545 BC118882,NM_001171605,CT030301 NA NA NA XB-GENEPAGE-963559 XB-GENE-963560 Xl.46974,Xl.23780,Xl.79298 Gng5 14707 0 0 0 0 0 0 0 -1 0 0 0 1 0,08 -1,11 0,22 0,06 -0,21
Xetrov72011832 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,15 NA NA -0,08
Xetrov72011848 slc6a6 100494063 Str.33236 301617711 XM_002938222 solute carrier family 6 (neurotransmitter transporter, taurine), member 6 Sodium-neurotransmitter symporter XB-GENEPAGE-991255 XB-GENE-991256 Slc6a6 21366 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,51 NA NA
Xetrov72011860 slc1a7 100497134 Str.75828 301603647 XM_002931423 NA NA NA XB-GENEPAGE-979918 XB-GENE-979919 NA Slc1a7 242607 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,19 NA NA NA
Xetrov72011891 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,6 NA NA -0,99
Xetrov72011910 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,04 NA NA 0,22
Xetrov72011916 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 NA -1,93 -0,17 NA -0,68
Xetrov72011922 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,37 NA NA -0,75
Xetrov72011936 tmem40 100485302 Str.62996 301628805 XM_002943491 NA NA NA XB-GENEPAGE-6462792 XB-GENE-6462793 Xl.56906 Tmem40 94346 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,61 NA NA -0,42
Xetrov72011943 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,25 1,18 1,29 0,87 1,46 0,05
Xetrov72011964 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,31 NA -1,04 -0,22 NA -0,63
Xetrov72011988 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,65 NA NA -0,78
Xetrov72012010 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,89 NA NA -2,11
Xetrov72012030 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,72
Xetrov72012032 pax6 448447 Str.20625 49522631,55742271 BC075551,NM_001006762 paired box 6 paired box transcription factor with homeodomain, involved in eye development pax-6|XLPAX6|xpax6|an2|mgda|wagr XB-GENEPAGE-484087 XB-GENE-484088 Xl.85439,Xl.647 Pax6 18508 0 0 0 0 0 -1 0 1 -1 0 0 -2,15 NA 4,16 -1,7 NA NA
Xetrov72012035 NA NA NA NA NA NA NA NA NA Xl.60637 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,32 NA NA 0,04
Xetrov72012055 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,8 NA NA
Xetrov72012084 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,51 NA 1,63 0,76 NA NA
Xetrov72012089 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 1,71 1,33 -0,25 1 1,46 0,33
Xetrov72012096 axdnd1 100498160 Str.41025 301615089 XM_002936968 NA NA NA XB-GENEPAGE-954590 XB-GENE-954591 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,09 0,02 -2,29 -0,01 -0,03 -0,94
Xetrov72012131 ltbp3 100490885 Str.38864 301611774 XM_002935363 NA NA NA XB-GENEPAGE-6050659 XB-GENE-6050660 Xl.1539,Xl.2350 Ltbp3 16998 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,72 7,12 NA NA
Xetrov72012137 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,51 0,32 NA -0,37
Xetrov72012145 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,3 -0,01 -2,54 -0,28 -0,01 -1,07
Xetrov72012162 ift27 100216008 Str.66108 213983086,169641911 NM_001142001,BC160586 NA NA NA XB-GENEPAGE-1001554 XB-GENE-1001555 Xl.25375 Ift27 67042 0 0 0 0 0 0 0 -1 0 0 0 0,75 -0,08 -1,56 0,19 -0,25 -0,7
Xetrov72012176 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,07 -2,18 NA -0,18 -0,98
Xetrov72012222 NA NA NA NA NA NA NA NA NA Xl.73236,Xl.73300 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,69 0,25 1,24 0,12 0,56 0
Xetrov72012262 mcph1 100038095 Str.45834 169642511,170016048,112807877,159155854 BC160436,NM_001122723,CU075646,BC154921 microcephalin 1 Transcriptional regulator BRCA1 microcephalin 1|brit1|microcephalin XB-GENEPAGE-487209 XB-GENE-487210 Xl.33072,Xl.57884,Xl.81001 Mcph1 244329 0 0 0 Mcph1 0 0 0 1 0 0 0 -0,18 -0,3 1,1 -0,41 -0,26 0,04
Xetrov72012267 lrrc4b 100124949 Str.36940 134023926,156717635 BC135859,NM_001102888 NA NA NA XB-GENEPAGE-5945981 XB-GENE-5945982 Xl.55648 Lrrc4b 272381 0 0 0 0 0 0 0 1 0 0 0 NA -0,35 2,75 NA 0,04 0,76
Xetrov72012314 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,56 NA NA -0,91
Xetrov72012347 NA NA NA NA NA NA NA NA NA Xl.85449 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,16 0,37 -1,72 -0,47 0,32 -0,69
Xetrov72012360 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,79 0,55 0,52 1,76 0,66 0,18
Xetrov72012364 dchs1 100495830 301629663 XM_002943911 NA NA NA XB-GENEPAGE-6049396 XB-GENE-6049397 NA Dchs1 233651 0 0 0 0 0 0 0 1 0 0 1 -1,24 -0,2 4,95 -0,35 0,16 2,27
Xetrov72012369 aadacl4 100492051 Str.11641 301632813 XM_002945429 NA NA NA XB-GENEPAGE-967821 XB-GENE-967822 Xl.49505 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,47 -0,01 -1,73 0,43 -0,31 -0,43
Xetrov72012372 NA NA NA NA NA NA NA NA NA Xl.23857,Xl.48254 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,38 -0,31 -1,16 -0,48 -0,29 -0,17
Xetrov72012384 zswim4 100497232 Str.54332 301623510,301623514,301623512,77621500 XM_002941011,XM_002941013,XM_002941012,CR761844 zinc finger, SWIM-type containing 4 Uncharacterized conserved protein XB-GENEPAGE-969526 XB-GENE-969527 Xl.53635 Zswim4 212168 0 0 0 Zswim4 0 0 0 0 1 0 0 -0,14 0,53 0,59 1,05 0,42 -0,01
Xetrov72012386 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,59 -0,01 2,15 NA 0,06 0,43
Xetrov72012407 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,76 NA NA 0,44
Xetrov72012408 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,18 NA NA NA
Xetrov72012411 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,55 NA NA NA
Xetrov72012413 ryr1 100495378 Str.69743 301619844 XM_002939248 NA NA NA XB-GENEPAGE-1013508 XB-GENE-1013509 Xl.51700 Ryr1 20190 0 0 0 0 0 0 0 0 1 0 0 0,5 NA 1,21 1,91 NA 0,69
Xetrov72012415 dync1h1 100126211 Str.20637 301614284,301614286,158254242 XM_002936576,XM_002936577,BC154077 dynein, cytoplasmic 1, heavy chain 1 microtubule motor component XB-GENEPAGE-854549 XB-GENE-854550 Xl.70218,Xl.2053 Dync1h1 13424 0 0 0 0 0 0 0 1 0 0 0 -0,99 0,34 1,17 -0,25 0,51 0,9
Xetrov72012420 stard9 NA Str.60960 NA NA NA NA NA XB-GENEPAGE-995219 XB-GENE-995220 Xl.21583 NA 668880 0 0 0 0 0 0 0 -1 0 0 0 -0,42 0,07 -1,94 -0,34 -0,18 -0,87
Xetrov72012424 ank2 100494806 Str.85896 301609479 XM_002934252 NA NA NA XB-GENEPAGE-984842 XB-GENE-984843 Xl.72123,Xl.8517 Ank2 109676 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,48 NA NA 1,63
Xetrov72012443 notch1 100037842 Str.59603 124481569,148236850,76559587 BC133053,NM_001097288,CT027958 notch 1 signal transduction, receptor for delta class ligands notch-1|xnotch|xotch|notch|xnotch1 XB-GENEPAGE-479317 XB-GENE-479318 Xl.1057,Xl.67325 Notch1 18128 0 0 0 0 0 0 1 1 1 1 0 0,36 1,5 1,53 1,27 1,56 0,01
Xetrov72012452 sec16a 100216253 Str.53195 197246356,301611505,197245680 BC168631,XM_002935232,BC168630 NA NA NA XB-GENEPAGE-986384 XB-GENE-986385 Xl.25436,Xl.74891,Xl.82900 Sec16a 227648 0 0 0 0 0 -1 0 0 0 0 0 -1,99 0,06 -0,25 -0,35 0,04 0,1
Xetrov72012507 kif26a 100491850 Str.40191 301620852 XM_002939734 NA NA NA XB-GENEPAGE-6051359 XB-GENE-6051360 Xl.77367,Xl.22048 Kif26a 668303 0 0 0 0 0 0 0 1 1 0 0 1,4 NA 2,52 2,15 NA 0,56
Xetrov72012509 nes 100486009 Str.86224 301624521 XM_002941503 nestin intermediate filament tanabin|nestin XB-GENEPAGE-490505 XB-GENE-490506 Xl.859,Xl.48051,Xl.72803 Nes 18008 0 0 0 0 0 0 0 1 0 0 1 0,24 0,45 2,16 0,59 0,25 1,71
Xetrov72012529 col5a1 100038277 Str.64686 134023683,301611492 BC135276,XM_002935229 NA NA NA XB-GENEPAGE-5954566 XB-GENE-5954567 Xl.23570,Xl.14608,Xl.70518,Xl.79434,Xl.80243 Col5a1 12831 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,51 3,44 NA NA
Xetrov72012534 tnc 100494697 Str.72079 301611448 XM_002935202 NA NA NA XB-GENEPAGE-1002815 XB-GENE-1002816 Xl.24480,Xl.80458 Tnc 21923 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,49 NA NA 1,42
Xetrov72012570 col4a5 100492984 Str.59812 301604357 XM_002931817 NA NA NA XB-GENEPAGE-6041868 XB-GENE-6041869 Xl.23713,Xl.74079,Xl.85782,Xl.85806 Col4a5 12830 0 0 0 0 0 0 0 1 0 0 1 -0,42 0,01 3,18 -0,13 0,51 1,73
Xetrov72012578 shroom3 100491559 Str.36000 301617457 XM_002938114 shroom family member 3 shroom|shrm|apxl3 XB-GENEPAGE-490223 XB-GENE-490224 Xl.12192,Xl.62481 Shroom3 27428 0 0 0 0 0 0 0 1 0 0 0 -0,12 0,88 1,75 0,54 0,34 0,75
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Xetrov72012582 pappa 100495014 301611464 XM_002935204 pregnancy-associated plasma protein A, pappalysin 1 metalloendopeptidase XB-GENEPAGE-482884 XB-GENE-482885 ,Xl.14419 Pappa 18491 0 0 0 0 0 0 0 0 1 0 0 0,19 NA 0,92 1,78 NA 0,05
Xetrov72012616 nid2 100036716 Str.719 120537347,147901427,77622684 BC129003,NM_001097263,CT030440 NA NA NA XB-GENEPAGE-967328 XB-GENE-967329 Xl.49159,Xl.80186 Nid2 18074 0 0 0 0 0 0 0 1 0 0 0 -0,13 0,09 3,29 0,06 -0,05 0,31
Xetrov72012617 lrrc9 780204 Str.33878 116487461,112807909,118404549 BC125746,CU075678,NM_001079279 NA NA NA XB-GENEPAGE-1011351 XB-GENE-1011352 Xl.69912 Lrrc9 78257 0 0 0 0 0 0 0 -1 0 0 0 NA -0,02 -2,43 NA -0,09 -0,92
Xetrov72012641 plekhg3 100497371 Str.69486 301606522 XM_002932838 NA NA NA XB-GENEPAGE-6468931 XB-GENE-6468932 Xl.70629 Plekhg3 263406 0 0 0 0 0 0 0 0 1 0 0 0,83 0,57 -0,02 1,19 0,62 -0,03
Xetrov72012659 insrr 100490498 301619318 XM_002938994 insulin receptor-related receptor growth factor receptor, contains protein kinase domain XB-GENEPAGE-483107 XB-GENE-483108 Xl.80841,Xl.34677 Insrr 23920 0 0 0 0 Insrr 0 0 -1 0 0 0 -0,29 -0,1 -1,06 0,1 -0,09 -0,08
Xetrov72012669 tdrd9 780352 Str.34709 116487421,118404873,77621974,354438015 BC125754,NM_001079422,CT025466,NM_001251817 NA NA NA XB-GENEPAGE-5893103 XB-GENE-5893104 Tdrd9 74691 0 0 0 0 0 0 0 -1 0 0 0 -0,11 0,05 -1,79 -0,24 -0,12 -0,92
Xetrov72012684 cdan1 100489865 301623656 XM_002941085 NA NA NA XB-GENEPAGE-1013861 XB-GENE-1013862 Xl.48976 Cdan1 68968 0 0 0 0 0 0 0 1 0 0 0 -0,35 -0,39 2,06 -0,41 -0,4 0,61
Xetrov72012700 ttc6 100485775 Str.34383 301611743 XM_002935347 tetratricopeptide repeat domain 6 TPrepeat XB-GENEPAGE-952849 XB-GENE-952850 4921506M07Rik,Ttc6 100503562 0 0 0 0 0 0 0 -1 0 0 0 -0,1 0,03 -2,26 -0,03 -0,1 -0,89
Xetrov72012713 plcb2 NA NA NA NA NA NA XB-GENEPAGE-6045996 XB-GENE-6045997 NA Plcb2 18796 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,03 NA NA 0,31
Xetrov72012722 thbs1 100170153 Str.61138 189571714,301615579 BC167555,XM_002937199 thrombospondin 1 adhesive glycoprotein tsp| thbs| tsp1| tsp-1| thbs-1| thrombospondin 1 XB-GENEPAGE-486188 XB-GENE-486189 Xl.23965,Xl.21621 Thbs1 21825 0 0 0 0 0 1 1 0 1 1 0 4,42 4,49 -0,26 5 4,36 0,43
Xetrov72012727 alpk1 100036729 Str.58407 147899999,120537299 NM_001097274,BC129022 NA NA NA XB-GENEPAGE-1001596 XB-GENE-1001597 NA Alpk1 71481 0 0 0 0 0 0 0 -1 0 0 0 -0,06 -0,33 -1,05 0,74 -0,28 -0,24
Xetrov72012732 atp2b3 100125191 Str.49019 140832772,196259963,195539974 BC136160,NM_001131043,BC167993 NA NA NA XB-GENEPAGE-977574 XB-GENE-977575 Xl.11872 Atp2b3 320707 0 0 0 0 0 0 0 1 0 0 0 -0,25 -0,01 1,06 -0,21 -0,17 0,71
Xetrov72012745 sel1l3 100492622 Str.38810 301619532 XM_002939102 NA NA NA XB-GENEPAGE-5891025 XB-GENE-5891026 Xl.49740 Sel1l3 231238 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,16 NA NA NA
Xetrov72012752 ttll5 100158545 Str.31297 189230253,183986329 NM_001127979,BC166210 NA NA NA XB-GENEPAGE-5889202 XB-GENE-5889203 ,Xl.70306 Ttll5 320244 0 0 0 0 0 0 0 -1 0 0 0 -0,29 -0,52 -1,15 -0,34 -0,44 -1,07
Xetrov72012753 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,58 NA NA -1,1
Xetrov72012828 smarca1 100101797 Str.51710 301604373,77622631 XM_002931820,CT030387 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 1 chromatin remodeling complex component snf2l XB-GENEPAGE-492010 XB-GENE-492011 Xl.47659 Smarca1 93761 0 0 0 0 0 0 0 1 0 0 0 0,07 0,14 2,38 -0,17 -0,05 NA
Xetrov72012834 cep128 100145134 Str.27365 166796952 BC158980 NA NA NA XB-GENEPAGE-5917650 XB-GENE-5917651 Xl.47105 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,53 -0,47 -1,9 -0,46 -0,45 -0,91
Xetrov72012835 agbl5 100145249 Str.4829 187607274,166797059 NM_001126731,BC159332 NA NA NA XB-GENEPAGE-958769 XB-GENE-958770 Xl.14892,Xl.14081 Agbl5 231093 0 0 0 0 0 0 0 -1 0 0 0 -0,36 -0,04 -1,38 -0,17 -0,19 -0,4
Xetrov72012839 arhgap4 100170556 Str.61549 194332632,189441799 NM_001130333,BC167605 NA NA NA XB-GENEPAGE-5965168 XB-GENE-5965169 ,Xl.22805,Xl.73156 Arhgap4 171207 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,87 2,17 NA 0,77
Xetrov72012840 gabbr1 100135080 Str.69586 161611454,166158179,213627787 BC155685,NM_001113819,BC171123 NA NA NA XB-GENEPAGE-956616 XB-GENE-956617 Xl.71895 Gabbr1 54393 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,19 NA NA 1,6
Xetrov72012848 stard8 100494346 301619144 XM_002938917 NA NA NA XB-GENEPAGE-992345 XB-GENE-992346 Xl.68857 Stard8 236920 0 0 0 0 0 0 0 1 1 0 0 0,32 0,69 1,15 2,51 NA 0,94
Xetrov72012869 ganc 100135094 Str.50723 213627395,161612078,166158233 BC171254,BC155700,NM_001113833 NA NA NA XB-GENEPAGE-5928422 XB-GENE-5928423 NA Ganc 76051 0 0 0 0 0 0 0 -1 0 0 0 NA 0,21 -1,2 NA 0,46 -0,51
Xetrov72012871 slc8a2 100495074 Str.28043 301619836 XM_002939246 solute carrier family 8 (sodium/calcium exchanger), member 2 transmembrane solute exchange ncx2 XB-GENEPAGE-992834 XB-GENE-992835 Slc8a2 110891 0 0 0 0 Slc8a2 0 0 1 1 0 1 NA NA 8,04 4,65 NA 6,4
Xetrov72012879 daxx 100038126 Str.29627 77620835,112807913,301618635 CR761686,CU075682,XM_002938667 death-associated protein 6 signal transduction XB-GENEPAGE-492952 XB-GENE-492953 Xl.24796 Daxx 13163 0 0 0 0 0 0 0 1 0 0 0 0,03 0,01 1,05 -0,12 -0,08 0,1
Xetrov72012881 plekhg2 100492670 Str.86237 301618458 XM_002938593 NA NA NA XB-GENEPAGE-6468885 XB-GENE-6468886 NA Plekhg2 101497 0 0 0 0 0 0 0 1 0 0 0 1,07 -0,68 1,94 1,14 -0,41 1,24
Xetrov72012890 ddx26b 548952 Str.5728 171847246,77681605,213624338,77623546 BC161503,NM_001016198,BC170959,CR926347 NA NA NA XB-GENEPAGE-964062 XB-GENE-964063 Xl.51831 Ddx26b 236790 0 0 0 0 0 0 0 1 0 0 0 -0,01 0,04 1,51 -0,01 0,05 0,22
Xetrov72012911 dnm1 448130 Str.12086 54020812,49257771 NM_001005652,BC074663 NA NA NA XB-GENEPAGE-986844 XB-GENE-986845 Xl.2713,Xl.8733 Dnm1 13429 0 0 0 0 Dnm1 0 0 1 0 0 0 NA NA 4,28 NA NA NA
Xetrov72012913 ppp4r4 100487144 301607358 XM_002933213 NA NA NA XB-GENEPAGE-1011050 XB-GENE-1011051 Ppp4r4 74521 0 0 0 0 0 0 0 -1 0 0 0 -0,27 -0,3 -1,87 -0,37 -0,45 -0,62
Xetrov72012916 pcdh19 100494505 Str.16394 301618012 XM_002938375 protocadherin 19 Cadherin repeats XB-GENEPAGE-1113171 XB-GENE-1113172 Xl.48545,Xl.73404 Pcdh19 279653 0 0 0 0 0 0 0 1 0 1 1 0,05 1,35 5,35 0,25 1,36 3,39
Xetrov72012922 LOC496296 100170576 Str.3642 77622044,194332670,189442300 CR762088,NM_001130353,BC167633 NA NA NA XB-GENEPAGE-5872816 XB-GENE-5872817 Xl.13675 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,07 -0,1 3,18 0,39 -0,28 0,71
Xetrov72012924 col4a6 100493153 Str.5588 301604359 XM_002931818 NA NA NA XB-GENEPAGE-6034567 XB-GENE-6034568 Xl.72939 Col4a6 94216 0 0 0 0 0 0 0 1 0 0 1 0,16 1,22 3,04 0,26 1,42 1,74
Xetrov72012932 sh2d3c 100488781 301612098 XM_002935488 NA NA NA XB-GENEPAGE-6258389 XB-GENE-6258390 Xl.2001,Xl.71007,Xl.75606 Sh2d3c 27387 0 0 0 0 0 0 0 1 0 0 1 -0,61 -0,33 4,08 -0,73 -0,32 3,55
Xetrov72012957 nhsl2 100486042 Str.60914 301614705 XM_002936789 NA NA NA XB-GENEPAGE-6467657 XB-GENE-6467658 Xl.20704 Nhsl2 100042480 0 0 0 0 0 0 0 -1 0 0 0 0,77 0,89 -1,16 0,43 1,9 -0,34
Xetrov72012963 hhipl1 100486805 Str.25209 301620716 XM_002939668 HHIP-like 1 Trypsin kiaa1822 XB-GENEPAGE-484304 XB-GENE-484305 Xl.16085 Hhipl1 214305 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,36 -2,28 -0,39 -0,43 -0,93
Xetrov72012964 garnl3 100486787 301611471 XM_002935221 NA NA NA XB-GENEPAGE-986410 XB-GENE-986411 NA Garnl3 99326 0 0 0 0 0 0 0 1 0 0 1 -0,14 -0,09 2,18 0,57 0,06 1,53
Xetrov72012968 odf2 100125786 Str.65922 134026064,77627582,157427697 BC135612,CR761380,NM_001105285 outer dense fiber of sperm tails 2 myosin ATPase XB-GENEPAGE-977563 XB-GENE-977564 Xl.13486,Xl.85651 Odf2 18286 0 0 0 0 0 0 0 -1 0 0 0 -0,16 -0,1 -2 -0,21 -0,2 -0,96
Xetrov72012971 dact1 493325 Str.3375 51513237,51967892,56118489 BC080457,CR761983,NM_001007949 dapper, antagonist of beta-catenin antagonist of beta-catenin and c-jun N-terminal kinase signaling dapper 1|Dapper|XDpr| frodo|dapper1|dpr|dpr1|hdpr1| thyex3 XB-GENEPAGE-478638 XB-GENE-478639 Xl.7602,Xl.19185 Dact1 59036 0 0 0 0 0 0 0 1 1 0 0 0,36 -0,2 1,25 1,19 0,02 -0,13
Xetrov72012980 eml2 100495318 Str.66345 165971156,301614302 BC158408,XM_002936583 NA NA NA XB-GENEPAGE-977930 XB-GENE-977931 Xl.1706,Xl.48022,Xl.73857 Eml2 72205 0 0 0 0 0 0 0 0 0 0 1 -0,28 -0,11 -0,31 -0,19 -0,17 1,7
Xetrov72013008 nlgn3 100329188 Str.84990 283139384,284795365 GQ489237,NM_001171827 NA NA NA XB-GENEPAGE-977260 XB-GENE-977261 Xl.8772 Nlgn3 245537 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,67 NA NA NA
Xetrov72013036 dnaaf2 779929 Str.4917 112418579,118404353,77624247 BC121889,NM_001079006,CR942535 NA NA NA XB-GENEPAGE-5887532 XB-GENE-5887533 Xl.58656 1110034A24Rik 109065 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,28 -1,58 -0,34 -0,26 -0,83
Xetrov72013045 vav2 733982 Str.6889 113931413,77624295 NM_001045691,CR942591 NA NA NA XB-GENEPAGE-6067165 XB-GENE-6067166 Xl.52205,Xl.56390 Vav2 22325 0 0 0 0 0 0 0 1 0 0 0 -0,32 -0,03 2,01 -0,12 -0,22 0,45
Xetrov72013047 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -0,72
Xetrov72013066 bicd2 100327237 Str.47774 301611458,77621656 XM_002935211,CR762029 bicaudal D homolog 2 Microtubule-associated protein Bicaudal-D XB-GENEPAGE-995876 XB-GENE-995877 Xl.26943 Bicd2 76895 0 0 0 0 0 0 0 1 0 0 0 0,04 -0,22 1,11 -0,05 -0,27 0
Xetrov72013084 lrch2 549134 Str.45756 77627268,140832851,77683006,213625640 CR761229,BC136058,NM_001016380,BC171029 NA NA NA XB-GENEPAGE-5753505 XB-GENE-5753506 Xl.33837 Lrch2 210297 0 0 0 0 0 0 0 1 0 0 0 -0,39 -0,18 2,41 -0,49 -0,21 1,23
Xetrov72013086 c14orf38 NA NA NA NA NA NA XB-GENEPAGE-1000738 XB-GENE-1000739 4930403N07Rik 73936 0 0 0 0 0 0 0 -1 0 0 0 0,07 0,03 -2 -0,27 -0,09 -0,78
Xetrov72013088 lrfn1 100487064 301622159 XM_002940361 NA NA NA XB-GENEPAGE-6045968 XB-GENE-6045969 NA Lrfn1 80749 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,58 NA NA 5,12
Xetrov72013104 exo1 100487930 Str.67462 77627357,301606137 CR761326,XM_002932617 NA NA NA XB-GENEPAGE-982077 XB-GENE-982078 Xl.489 Exo1 26909 0 0 0 0 0 0 0 1 0 0 0 -0,08 -0,41 1,84 0,2 -0,31 0,41
Xetrov72013113 sv2a 100379721 Str.86328 301618207 XM_002938462 NA NA NA XB-GENEPAGE-968428 XB-GENE-968429 ,Xl.25081 Sv2a 64051 0 0 0 0 0 0 0 1 0 0 0 NA -0,17 2,15 NA -0,24 0,9
Xetrov72013129 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,13 -1,15 -0,16 -0,09 -0,47
Xetrov72013144 acsl4 100494759 301618864 XM_002938790 NA NA NA XB-GENEPAGE-5966956 XB-GENE-5966957 Xl.55688,Xl.72277,Xl.78786,Xl.79068 Acsl4 50790 0 0 0 0 0 0 0 0 1 0 0 0,9 0,48 -0,58 1 0,18 0,18
Xetrov72013146 ak7 496818 Str.27785 58332555,56788827 NM_001011352,BC088514 NA NA NA XB-GENEPAGE-953546 XB-GENE-953547 Xl.3026 Ak7 78801 0 0 0 0 0 0 0 -1 0 0 0 0,13 -0,05 -2,35 0,06 -0,13 -0,78
Xetrov72013156 usp44 779843 Str.5094 118404141,112808071,111306298 NM_001078921,CU075840,BC121579 ubiquitin specific peptidase 44 ubiquitin-specific protease XB-GENEPAGE-1014111 XB-GENE-1014112 Xl.6668,Xl.49566 Usp44 327799 0 0 0 0 0 0 0 1 0 0 0 -0,28 -0,62 1,15 -0,46 -0,46 0,25
Xetrov72013162 NA NA NA NA NA NA NA NA NA Xl.8753 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,27 1,98 NA -0,25 -0,04
Xetrov72013187 unknown NA NA NA NA NA NA NA NA NA Xl.60220,Xl.74865 NA NA 0 0 0 0 0 1 0 0 1 0 0 2,9 NA -0,41 3,63 NA 0,04
Xetrov72013209 znf750 448470 Str.6731 77624342,49522520,77623024,52345901 CR942644,BC075584,CT030520,NM_001004995 NA NA NA XB-GENEPAGE-5775683 XB-GENE-5775684 Xl.7756,Xl.13681 NA NA 0 0 0 0 0 0 0 0 0 1 0 0,51 0,68 -0,64 -0,03 1,24 -0,1
Xetrov72013220 dbc1 100495314 301611468 XM_002935206 NA NA NA XB-GENEPAGE-1011964 XB-GENE-1011965 Xl.70408,Xl.72501 Dbc1 56710 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,74 NA NA NA
Xetrov72013235 ciz1 100379813 Str.52869 301612045,77623869 XM_002935502,CR855710 NA NA NA XB-GENEPAGE-1015494 XB-GENE-1015495 Xl.42328,Xl.78103 Ciz1 68379 0 0 0 0 Ciz1 0 0 1 0 0 0 0,39 0,06 1,68 0,31 0,22 0,64
Xetrov72013236 fgd6 100379840 Str.19905 169806775,301627182 BC160641,XM_002942710 NA NA NA XB-GENEPAGE-5824461 XB-GENE-5824462 Xl.13659,Xl.79380 Fgd6 13998 0 0 0 0 0 0 0 1 0 0 0 -0,63 -0,54 1,26 -0,42 -0,35 0,04
Xetrov72013239 asb2 100490014 301607352 XM_002933230 NA NA NA XB-GENEPAGE-983014 XB-GENE-983015 Asb2 65256 0 0 0 0 0 0 0 1 0 0 1 -0,12 NA 3,17 -0,32 NA 2,2
Xetrov72013247 NA NA NA NA NA NA NA NA NA Xl.58025 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,57 -0,17 1,32 -0,53 -0,34 0,19
Xetrov72013259 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA 0,24 -0,04 2,72 0,1 0,14
Xetrov72013268 dlc 100124798 Str.41137 134023764,156717403 BC135385,NM_001102772 NA NA NA XB-GENEPAGE-968496 XB-GENE-968497 Xl.68 NA NA 0 0 0 0 0 1 0 1 1 0 0 3,56 NA 3,31 5,37 2,39 0,17
Xetrov72013269 olfml2a 100125057 Str.40243 134024518,156717809 BC136146,NM_001102975 NA NA NA XB-GENEPAGE-996423 XB-GENE-996424 Xl.29429,Xl.70550 Olfml2a 241327 0 0 0 0 0 0 0 1 0 0 0 NA -0,33 1,32 NA -0,44 -0,43
Xetrov72013276 srpk2 100124819 Str.24249 134024055,156717433 BC135433,NM_001102787 NA NA NA XB-GENEPAGE-990796 XB-GENE-990797 Xl.85594,Xl.70112 Srpk2 20817 0 0 0 0 0 0 0 1 0 0 1 NA -0,41 1,7 NA -0,3 1,86
Xetrov72013299 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,16 -1,9 0,07 0,09 -0,75
Xetrov72013314 unknown NA NA NA NA NA NA NA NA NA Xl.2429,Xl.54786 NA NA 0 0 0 0 0 0 0 1 0 0 0 0 -0,12 1,19 -0,2 -0,04 0,52
Xetrov72013316 nrxn3 100379902 Str.78831 301619042,183980009 XM_002938860,BC161644 NA NA NA XB-GENEPAGE-956822 XB-GENE-956823 Nrxn3 18191 0 0 0 0 0 0 0 1 0 0 0 NA -0,66 4,28 NA -0,74 NA
Xetrov72013318 slc7a3 100144737 Str.78153 169641819,183986736 BC160422,NM_001123486 solute carrier family 7 (cationic amino acid transporter, y+ system), member 3 transmembrane solute exchange XB-GENEPAGE-1002484 XB-GENE-1002485 Xl.9609 Slc7a3 11989 0 0 0 0 0 0 0 1 0 0 0 0,54 0,45 1,67 0,4 0,97 0,56
Xetrov72013327 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,43 1,55 -0,15 -0,39 0,55
Xetrov72013342 alas2 448773 Str.24562 50369139,55741903 BC076921,NM_001006925 aminolevulinate, delta-, synthase 2 transferase mgc89126 XB-GENEPAGE-487572 XB-GENE-487573 Xl.23767,Xl.49519 Alas2 11656 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,58 NA NA -0,15
Xetrov72013348 stxbp1 779976 Str.53990 115292042,118405041 BC121967,NM_001079053 syntaxin binding protein 1 Vesicle trafficking protein Sec1 unc18|munc18-1|nsec1| rbsec1 XB-GENEPAGE-945142 XB-GENE-945143 Xl.26111,Xl.80704 Stxbp1 20910 0 0 0 0 0 0 0 1 0 0 1 -0,07 0,01 5,63 -0,23 -0,03 4,44
Xetrov72013358 rrnad1 733951 Str.85464 113931361,62732292 NM_001045663,CR942486 NA NA NA XB-GENEPAGE-5845704 XB-GENE-5845705 Xl.25332 Rrnad1 229503 0 0 0 0 0 0 0 1 0 0 0 NA -0,43 1,37 NA -0,25 NA
Xetrov72013370 NA NA NA NA NA NA NA NA NA Xl.14049 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,07 NA NA -0,22
Xetrov72013377 numbl 100488844 Str.79039 301618932 XM_002938816 numb homolog-like Adaptor protein NUMB nbl|cag3a|ctg3a|numbr|numb-r| tnrc23|numblike XB-GENEPAGE-961775 XB-GENE-961776 Xl.85725 Numbl 18223 0 0 0 0 0 1 1 1 1 1 0 3,47 2,64 1,53 3,61 2,58 0,48
Xetrov72013397 gria3 100127683 Str.39796 159155176,163915000 BC154691,NM_001113023 NA NA NA XB-GENEPAGE-1010482 XB-GENE-1010483 Xl.85707,Xl.85426 Gria3 53623 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,03 NA NA 1,74
Xetrov72013419 mars2 100488527 Str.32382 301622255 XM_002940403 NA NA NA XB-GENEPAGE-5862161 XB-GENE-5862162 Xl.12152 Mars2 212679 0 0 0 0 0 0 0 -1 0 0 0 0,32 0,48 -1,82 -0,37 0,43 -0,36
Xetrov72013429 ak1 448536 Str.8952 90017473,77623967,49904031 NM_001006816,CR855821,BC076704 adenylate kinase 1 Uridylate kinase/adenylate kinase XB-GENEPAGE-1012038 XB-GENE-1012039 Xl.25877,Xl.24195 Ak1 11636 0 0 0 0 0 0 0 -1 0 0 0 0,22 0,32 -2,32 0,4 0,31 -0,91
Xetrov72013430 fam161b 100492844 Str.48845 301618465 XM_002938594 NA NA NA XB-GENEPAGE-991868 XB-GENE-991869 Xl.13247 Fam161b 217705 0 0 0 0 0 0 0 -1 0 0 0 0,34 -0,09 -1,4 -0,23 -0,28 -0,48
Xetrov72013436 scai 100493243 Str.60762 301624807 XM_002941648 NA NA NA XB-GENEPAGE-6035607 XB-GENE-6035608 Xl.8413 Scai 320271 0 0 0 0 0 0 0 1 0 0 0 -0,43 -0,52 1,29 -0,27 -0,3 0,56
Xetrov72013443 galntl1 733908 Str.31499 134026191,111305588,77624069,113931289 BC135809,BC121347,CR942331,NM_001045626 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase-like 1 N-acetylgalactosaminyltransferase xGalntl-1 XB-GENEPAGE-986566 XB-GENE-986567 Xl.8926 Galntl1 108760 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,31 1,73 NA 1,94
Xetrov72013452 pak3 100495025 Str.17449 301618871 XM_002938791 p21 protein (Cdc42/Rac)-activated kinase 3 p21-activated serine/threonine protein kinase XPak3|bpak|mrx30|mrx47|ophn3|cdkn1a|pak3beta XB-GENEPAGE-961763 XB-GENE-961764 Xl.21033 Pak3 18481 0 0 0 0 0 0 0 1 1 0 1 1,21 0,12 3,57 1,91 -0,06 2,73
Xetrov72013466 NA NA NA NA NA NA NA NA NA Xl.24591 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,84 NA NA
Xetrov72013484 syt16 100145495 Str.65505 170284824,301620309 BC161149,XM_002939478 NA NA NA XB-GENEPAGE-5960679 XB-GENE-5960680 Syt16 238266 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,35 NA NA -0,28
Xetrov72013495 phf1 100038119 Str.53197 77624378,301618657,165905294 CR942689,XM_002938672,BC157554 PHD finger protein 1 zinc finger transcriptional regulator polycomblike PCL1|pcl1|xpcl1 XB-GENEPAGE-491883 XB-GENE-491884 Xl.54834,Xl.73466 Phf1 21652 0 0 0 0 0 1 0 1 1 0 0 2,45 0,27 2,18 2,99 -0,03 0,9
Xetrov72013496 p2ry4 595021 Str.32178 60550946,112808077,71895972 BC091589,CU075846,NM_001030462 NA NA NA XB-GENEPAGE-943445 XB-GENE-943446 Xl.1269 P2ry4 57385 0 0 0 0 0 0 0 1 0 0 0 0,92 NA 2,29 1,45 NA 1,04
Xetrov72013506 ehd4 100125054 Str.64305 306966165,134025679 NM_001102972,BC136141 EH-domain containing 4 signal transduction/endocytosis XB-GENEPAGE-1000710 XB-GENE-1000711 Xl.16487 Ehd4 98878 0 0 0 0 0 0 0 -1 0 0 0 -0,09 0,01 -1,03 -0,2 -0,08 -0,25
Xetrov72013515 clip3 100145183 Str.15399 187607446,163915882,163915883,166796280 NM_001126673,BC157781,BC157782,BC159136 NA NA NA XB-GENEPAGE-5806326 XB-GENE-5806327 Xl.49447 Clip3 76686 0 0 0 0 0 0 0 1 0 0 1 NA 0,04 3,46 NA -0,09 2,39
Xetrov72013527 c14orf45 100493007 Str.15636 301618469 XM_002938595 NA NA NA XB-GENEPAGE-5831964 XB-GENE-5831965 Xl.66678 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,85
Xetrov72013532 btbd6 779763 Str.52683 307344667,111305618 NM_001078842,BC121368 NA NA NA XB-GENEPAGE-6258081 XB-GENE-6258082 Xl.34957 Btbd6 399566 0 0 Xl.34957 0 0 0 0 0 1 0 0 1,3 0,73 0,56 1,8 -0,15 0,85
Xetrov72013568 rhbg 496595 Str.8601 113197949,46095016,58332051,53680596 BC121561,AY455819,NM_001011175,AY619985 Rh family, B glycoprotein ammonium transporter slc42a2 XB-GENEPAGE-1009285 XB-GENE-1009286 Xl.13973,Xl.34465 Rhbg 58176 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,5 NA NA 1,1
Xetrov72013573 wdr34 448417 Str.24476 49523284,55742526 BC075512,NM_001006745 NA NA NA XB-GENEPAGE-953026 XB-GENE-953027 Xl.53449 Wdr34 71820 0 0 0 0 0 0 0 -1 0 0 0 -0,14 -0,23 -1,77 -0,36 -0,3 -0,56
Xetrov72013595 ccdc61 100158509 Str.27159 183985568,77622026,189230189 BC166124,CR762069,NM_001127947 NA NA NA XB-GENEPAGE-999506 XB-GENE-999507 Xl.14899 Ccdc61 232933 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,44 -1,4 -0,21 -0,35 -1
Xetrov72013605 znf238.2 100489646 Str.24663 301622898 XM_002940716 zinc finger protein 238, gene 2 zinc finger, C2H2 type XB-GENEPAGE-1219065 XB-GENE-1219066 Xl.23523,Xl.21295,Xl.69198 NA NA 0 0 Xl.23523 0 0 0 1 -1 1 1 0 1 1,72 -1,43 1,52 1,18 -0,26
Xetrov72013606 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,02 NA -1,04 -0,06 NA -0,21
Xetrov72013619 mfsd6 100170426 Str.31383 301624702,187469522 XM_002941594,BC166970 NA NA NA XB-GENEPAGE-1013978 XB-GENE-1013979 Mfsd6 98682 0 0 0 0 0 0 0 -1 0 0 0 -0,19 -0,39 -1,08 -0,06 -0,31 -0,11
Xetrov72013660 unknown NA NA NA NA NA NA NA NA NA Xl.49141,Xl.81369 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,15 -0,11 -1,39 -0,05 -0,31 -0,62
Xetrov72013709 pip5kl1 100490940 Str.21226 301612091 XM_002935499 NA NA NA XB-GENEPAGE-986826 XB-GENE-986827 Xl.50228 Pip5kl1 227733 0 0 0 0 0 0 0 -1 0 0 -1 -0,37 -0,28 -2,36 -0,64 -0,35 -1,05
Xetrov72013724 itpka 100486229 Str.41177 301611758 XM_002935350 NA NA NA XB-GENEPAGE-986592 XB-GENE-986593 ,Xl.59118 Itpka 228550 0 0 0 0 0 0 0 0 1 0 0 1,15 0,82 -0,79 1,65 0,5 -0,15
Xetrov72013731 olfm4 549797 Str.6175 77621513,77682061 CR761859,NM_001017043 NA NA NA XB-GENEPAGE-5725071 XB-GENE-5725072 Xl.17389 Olfm4 380924 0 0 0 0 0 0 0 -1 0 0 0 0,58 -0,72 -1,51 -0,98 -0,63 -1
Xetrov72013750 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,03 -0,65 1,36 -0,43 -0,6 0,04
Xetrov72013754 insm2 100486087 Str.20716 301611753 XM_002935349 insulinoma-associated 2 zinc finger transcription factor XB-GENEPAGE-986608 XB-GENE-986609 NA Insm2 56856 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,8 NA NA
Xetrov72013772 olfm1 100101729 Str.12087 134024457,154147584 BC135743,NM_001100244 olfactomedin 1 secreted glycoprotein noelin-1 XB-GENEPAGE-491790 XB-GENE-491791 Xl.8515,Xl.48661,Xl.58798 Olfm1 56177 0 0 0 0 0 0 0 1 0 0 1 NA -0,31 2,88 NA -0,09 3,07
Xetrov72013782 fsip1 100145648 Str.61644 301615581,170284746 XM_002937203,BC161416 NA NA NA XB-GENEPAGE-6458324 XB-GENE-6458325 Xl.56044 Fsip1 71313 0 0 0 Fsip1 0 0 0 -1 0 0 0 0,96 -0,01 -1,32 1,34 -0,19 -0,67
Xetrov72013783 mecp2 100216110 Str.62779 195539663,213982782 BC168054,NM_001142091 methyl CpG binding protein 2 (Rett syndrome) methyl-CpG binding transcription factor XB-GENEPAGE-494739 XB-GENE-494740 Xl.439,Xl.3261,Xl.4282 Mecp2 17257 0 0 0 0 0 0 0 1 0 0 0 -0,13 -0,44 2,17 -0,45 -0,27 1,02
Xetrov72013795 meis3 448474 Str.65475 77625896,49523086,55742197 CR760178,BC075589,NM_001006781 Meis homeobox 3 homeodomain transcription factor XMeis3|mrg2 XB-GENEPAGE-485336 XB-GENE-485337 Xl.23066,Xl.452,Xl.80020,Xl.82977 Meis3 17537 0 0 0 0 0 0 0 1 0 0 0 0,17 0,47 1,45 0,18 0,15 0,12
Xetrov72013830 chga 493296 Str.16148 51512967,56118457,77622355 BC080353,NM_001007914,CR848134 NA NA NA XB-GENEPAGE-960410 XB-GENE-960411 Xl.3960,Xl.24545 Chga 12652 0 0 0 0 0 1 0 1 1 0 1 3,45 1,25 2,13 3,9 1,09 4,61
Xetrov72013833 zic3 448197 Str.10234 54020893,49522071 NM_001005691,BC075118 Zic family member 3 zinc finger, C2H2 type Zinc finger protein of the cerebellum 3|xzic3 XB-GENEPAGE-480430 XB-GENE-480431 Xl.7969,Xl.79856 Zic3 22773 0 0 0 0 0 0 0 1 -1 0 0 -0,21 -1,13 2 -1,09 -0,28 NA
Xetrov72013851 rgs6 100486845 Str.60674 301614918 XM_002936882 NA NA NA XB-GENEPAGE-954518 XB-GENE-954519 Xl.53967,Xl.29872 Rgs6 50779 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,73 NA NA NA
Xetrov72013867 foxg1 100144706 Str.58803 166796863,183986688 BC159144,NM_001123461 forkhead box G1 forkhead domain transcription factor foxg1b|XBF-1|bf1|XBf1 XB-GENEPAGE-480075 XB-GENE-480076 Xl.416,Xl.56535 Foxg1 15228 0 0 0 0 0 0 0 1 1 0 0 -1,02 NA 6,46 2,02 NA NA
Xetrov72013880 lgmn 448252 Str.67427 49523230,54020949 BC075316,NM_001005720 NA NA NA XB-GENEPAGE-950604 XB-GENE-950605 Xl.57214,Xl.76542,Xl.80436 Lgmn 19141 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,35 1,32 0,08 -0,14 0,86
Xetrov72013881 eda2r NA NA NA NA NA NA XB-GENEPAGE-940658 XB-GENE-940659 NA Eda2r 245527 0 0 0 0 0 0 0 1 0 0 0 0,17 -0,26 1,57 0,16 -0,08 0,46
Xetrov72013895 sept6 100125034 Str.8205 301622008,169642076,134025659 XR_097773,BC160789,BC136100 NA NA NA XB-GENEPAGE-958428 XB-GENE-958429 Xl.59724,Xl.82198,Xl.82563,Xl.9230 Sept6 56526 0 0 0 0 0 0 0 1 0 0 0 0,09 -0,13 2,6 -0,17 -0,19 0,85
Xetrov72013906 NA NA NA NA NA NA NA NA NA Xl.53644,Xl.80656 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,13 -1,27 -0,04 -0,3 -0,58
Xetrov72013908 foxa1 395059 Str.1180 45361690,26224741 NM_204088,AY157637 forkhead box A1 forkhead domain transcription factor HNF-3 alpha|HNF3 alpha|HNF3-alpha|HNF3alpha|xfkh2| tFoxA1|hnf3a| tcf3a XB-GENEPAGE-487351 XB-GENE-487352 Xl.68948,Xl.52787,Xl.9710 Foxa1 15375 0 0 0 0 0 1 0 0 1 1 1 2,19 1,57 -0,5 3,06 1,96 1,04
Xetrov72013920 NA NA NA NA NA NA NA NA NA Xl.19042,Xl.78836,Xl.80762,Xl.84798 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,81 0 -0,43 1,46 -0,02 -0,18
Xetrov72013923 nova1 100124925 Str.37596 134023954,156717597 BC135781,NM_001102869 NA NA NA XB-GENEPAGE-949962 XB-GENE-949963 Xl.47571,Xl.66930,Xl.79273 Nova1 664883 0 0 0 0 0 0 0 1 0 0 1 -0,3 -0,26 4,06 0,79 0,1 2,26
Xetrov72013928 spred3 100496277 Str.49608 301619838 XM_002939252 sprouty-related, EVH1 domain containing 3 regulation of signal transduction XB-GENEPAGE-487917 XB-GENE-487918 Spred3 101809 0 0 0 0 0 0 0 1 0 0 1 NA -0,25 4,5 0,46 -0,39 3,64
Xetrov72013945 lrr1 394892 Str.48842 45361400,110292732,39795747,77620773 NM_203947,CU024931,BC064158,CR761436 leucine rich repeat protein 1 cell signaling lrr-1|ppil5|4-1bblrr XB-GENEPAGE-1006186 XB-GENE-1006187 Xl.52348 Lrr1 69706 0 0 0 0 0 0 0 1 0 0 0 0,6 -0,83 1,58 0,3 -0,47 NA
Xetrov72013957 rsph6a 549514 Str.11803 77682045,119850676,77623926 NM_001016760,BC127351,CR855771 radial spoke head 6 homolog A Histone acetyltransferase (MYST family) rshl1| rsp4| rsp6| rsph4b XB-GENEPAGE-1014689 XB-GENE-1014690 Xl.80181,Xl.13320 Rsph6a 83434 0 0 0 0 0 0 0 -1 0 0 0 0,13 0,2 -2,63 -0,17 0,13 -0,81
Xetrov72013979 mamld1 100486942 301610098 XM_002934546 NA NA NA XB-GENEPAGE-6460426 XB-GENE-6460427 Xl.47616 Mamld1 333639 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,35 NA NA NA
Xetrov72013980 bmp4 549788 Str.490 284813513,163915455,77621614 NM_001017034,BC157285,CR761968 bone morphogenetic protein 4 TGF-beta related peptide growth factor XBMP-4|bmp-4|xbmp4|bone morphogenetic protein-4|zyme|bmp2b|ofc11|bmp2b1 XB-GENEPAGE-483057 XB-GENE-483058 Xl.4619,Xl.1141,Xl.40611,Xl.47869,Xl.78238 Bmp4 12159 0 0 0 0 0 0 0 -1 0 0 0 0,13 -0,39 -1,54 -0,94 0,01 -0,37
Xetrov72013995 gla 100145767 Str.33679 187607417,171847317 NM_001127134,BC161735 NA NA NA XB-GENEPAGE-1008595 XB-GENE-1008596 Xl.55467 Gla 11605 0 0 0 0 0 0 0 -1 0 0 0 0,6 0,31 -1,11 0,71 0,08 -0,12
Xetrov72014004 ccdc105 100487156 Str.28929 301618667 XM_002938674 NA NA NA XB-GENEPAGE-6464249 XB-GENE-6464250 Xl.14621 Ccdc105 70976 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -0,9
Xetrov72014010 esrrgr 100488364 301618912 XM_002938814 estrogen-related receptor gamma-related Hormone receptors XB-GENEPAGE-5997543 XB-GENE-5997544 NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,65 NA NA NA
Xetrov72014018 nr6a1 493367 Str.11424 51703823,56118936,77625996 BC080883,NM_001008004,CR760283 nuclear receptor subfamily 6, group A, member 1 steroid hormone receptor xGCNF|gcnf XB-GENEPAGE-487591 XB-GENE-487592 Xl.37734,Xl.80169,Xl.9202 Nr6a1 14536 0 0 0 0 0 0 0 -1 0 0 0 -0,29 0,17 -1,32 0,24 -0,02 -0,29
Xetrov72014027 rnf128 100145171 Str.30300 166796537,301610088 BC159083,XR_097327 ring finger protein 128 mediator of ubiquitin ligase activity greul1|grail XB-GENEPAGE-877066 XB-GENE-877067 Xl.60054,Xl.31948 Rnf128 66889 0 0 0 0 0 0 0 -1 0 0 0 -0,17 -0,05 -1,25 -0,1 -0,16 -0,45
Xetrov72014053 smoc1 100145733 Str.31287 187608511,171846330 NM_001127107,BC161563 NA NA NA XB-GENEPAGE-989093 XB-GENE-989094 Xl.73181,Xl.56280 Smoc1 64075 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,04 NA NA 1,07
Xetrov72014059 foxp3 100485747 301623423 XM_002940971 NA NA NA XB-GENEPAGE-6460075 XB-GENE-6460076 Xl.56751 Foxp3 20371 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,22 NA NA -0,98
Xetrov72014083 NA NA NA NA NA NA NA NA NA Xl.13768 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -1,11
Xetrov72014116 hibch 548942 Str.26857 77681967,163916018,77621421 NM_001016188,BC157188,CR761811 NA NA NA XB-GENEPAGE-947695 XB-GENE-947696 Xl.56704 Hibch 227095 0 0 0 0 0 0 0 1 0 0 0 0,6 -0,19 1,49 -0,11 -0,16 0,75
Xetrov72014136 ckm 395005 Str.67961 39849959,45361590 BC064186,NM_204043 creatine kinase, muscle ATP transphosphorylase ckmm|m-ck|creatine kinase XB-GENEPAGE-493627 XB-GENE-493628 Xl.5860,Xl.76246,Xl.81097,Xl.83723,Xl.84217 Ckm 12715 0 0 0 0 0 1 0 0 1 0 0 2,92 0,13 -0,18 3,09 -0,2 -0,06
Xetrov72014139 NA NA NA NA NA NA NA NA NA Xl.64509,Xl.65770,Xl.73846,Xl.80709 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,01 1,1 -0,18 -0,14 0,11
Xetrov72014144 rage NA NA NA NA NA NA NA NA NA Xl.10381 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 -0,31 -2,2 -0,28 -0,41 -0,87
Xetrov72014145 ribc1 100216275 Str.26840 213983120,77621541,197246806 NM_001142228,CR761888,BC168813 NA NA NA XB-GENEPAGE-5787750 XB-GENE-5787751 Xl.16266,Xl.17973,Xl.45825,Xl.5053 Ribc1 66611 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,49 NA NA -0,9
Xetrov72014190 cadm3 100490204 Str.58432 301616717,301616715 XM_002937753,XM_002937752 NA NA NA XB-GENEPAGE-1012964 XB-GENE-1012965 Xl.23549,Xl.25167 Cadm3 94332 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,17 NA NA NA
Xetrov72014195 bgn 780007 Str.55321 134085324,134025740,112418637 NM_001079084,BC135470,BC122066 NA NA NA XB-GENEPAGE-1003138 XB-GENE-1003139 Xl.47345,Xl.939 Bgn 12111 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,1 NA NA 3,16
Xetrov72014197 dusp9 100493388 301612071 XM_002935512 dual specificity phosphatase 9 MAP kinase phosphatase XB-GENEPAGE-986834 XB-GENE-986835 Dusp9 75590 0 0 0 0 0 0 0 1 0 0 0 0,39 -0,85 1,42 0,35 -0,58 0,36
Xetrov72014198 fos 548954 Str.20514 116063499,77623544,77681540 BC123032,CR926345,NM_001016200 FBJ murine osteosarcoma viral oncogene homolog basic-leucine zipper (bZIP) transcription factor c-fos|xfos XB-GENEPAGE-866810 XB-GENE-866811 Xl.10283,Xl.65736 Fos 14281 0 0 0 0 0 0 -1 0 -1 0 0 -0,39 -1,59 -0,59 -1,45 -1,05 -0,23
Xetrov72014234 pou3f4 100036711 Str.41167 119850890,148235591 BC127328,NM_001097259 POU class 3 homeobox 4 homeodomain transcription factor brn4|XlPOU2|XlPOU 2|XlPOU-2|POU 2|pou2 XB-GENEPAGE-479666 XB-GENE-479667 Xl.1023,Xl.81580 Pou3f4 18994 0 0 0 0 0 0 0 1 1 0 0 0,74 1,07 1,51 1,54 0,75 0,81
Xetrov72014236 dcx 100493401 301618876 XM_002938781 NA NA NA XB-GENEPAGE-992091 XB-GENE-992092 NA Dcx 13193 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,25 NA NA 4,23
Xetrov72014238 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -1,01
Xetrov72014259 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 1,27 0,35 3,77 2,31 0,31 NA
Xetrov72014262 wnt11b 549489 Str.27098 77683014,77621208 NM_001016735,CR760014 wingless-type MMTV integration site family, member 11B secreted growth factor/developmental regulator wnt-11|wnt11|Xwnt-11|xwnt11 XB-GENEPAGE-5858980 XB-GENE-5858981 Xl.24008 NA NA 0 0 0 0 0 1 0 1 1 0 0 1,32 0,46 5,19 2,4 0,33 NA
Xetrov72014263 gpr4 100490705 301606085 XM_002932634 G protein-coupled receptor 4 7 transmembrane receptor XB-GENEPAGE-940811 XB-GENE-940812 Xl.72818,Xl.10037 Gpr4 319197 0 0 0 0 0 0 0 1 0 0 0 -0,55 0,4 2,46 -0,84 0,71 NA
Xetrov72014298 unknown NA NA NA NA NA NA NA NA NA Xl.63801 NA NA 0 0 0 0 0 0 0 1 0 0 1 0,36 0,47 1,47 0,33 0,6 1,21
Xetrov72014306 st6galnac6 100329192 Str.85049 283799552,284795369 FN550109,NM_001171831 NA NA NA XB-GENEPAGE-1012033 XB-GENE-1012034 Xl.73559 St6galnac6 50935 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,05 NA NA 3,13
Xetrov72014309 nkx2-1 100135015 Str.77266 301611749,162417290,301611751 XM_002935337,AM922299,XM_002935338 NK2 homeobox 1 homeodomain transcription factor Xnkx-2.1| titf1| ttf1|nkx2.1|xnkx2-1 XB-GENEPAGE-485984 XB-GENE-485985 Xl.688 Nkx2-1 21869 0 0 0 0 0 1 0 0 1 0 0 3,14 1,59 -1 4,48 1,83 -0,42
Xetrov72014310 vash1 100216209 Str.5601 213982976,197246688 NM_001142178,BC168537 NA NA NA XB-GENEPAGE-956493 XB-GENE-956494 Xl.51960 Vash1 238328 0 0 0 0 0 0 0 1 0 0 0 -0,22 -0,11 1,32 -0,14 -0,05 0,51
Xetrov72014322 NA NA NA NA NA NA NA NA NA Xl.17174,Xl.67242 NA NA 0 0 0 0 0 1 1 1 1 1 0 5,78 4,03 3,33 5,9 2,72 NA
Xetrov72014325 gfi1b 100489910 Str.49110 301613455 XM_002936177 growth factor independent 1B transcription repressor zinc finger, C2H2 type znf544|zinc finger protein 544 XB-GENEPAGE-944425 XB-GENE-944426 Xl.48425 Gfi1b 14582 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,27 2,94 NA 0,99
Xetrov72014334 pou4f1.2 100037865 Str.12826 148226808,134024015 NM_001097307,BC135127 POU class 4 homeobox 1 transcription factor Brn3d XB-GENEPAGE-5996033 XB-GENE-5996034 Xl.701,Xl.11423 Pou4f1 18996 0 0 0 0 0 0 0 1 0 0 1 -1,11 NA 5,75 -2,01 NA 6,22
Xetrov72014399 tnfsf10l 100497331 301614701 XM_002936775 NA NA NA XB-GENEPAGE-6460387 XB-GENE-6460388 Xl.85590 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,23 0,23 -3,52 -0,07 0,83 -0,86
Xetrov72014405 NA NA NA NA NA NA NA NA NA Xl.56902 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,5 NA NA
Xetrov72014409 gpr65 100135008 Str.53649 301607288,60552397,197246537 XM_002933193,BC091094,BC169176 G protein-coupled receptor 65 G protein-coupled receptor XB-GENEPAGE-964573 XB-GENE-964574 Gpr65 14744 0 0 0 0 0 0 0 -1 0 0 0 0,33 0,3 -2,06 -0,27 0,1 -0,3
Xetrov72014434 rtn2 100135745 Str.53598 70721657,166795978,110289867,70721655 BK005003,NM_001114267,CU025177,BK005002 reticulon 2 Reticulon xrtn2 XB-GENEPAGE-941643 XB-GENE-941644 Xl.45326 Rtn2 20167 0 0 0 0 0 0 0 1 0 0 1 NA 0,02 2,1 NA -0,11 1,12
Xetrov72014442 lgals4 100496749 Str.74571 301619853 XM_002939255 NA NA NA XB-GENEPAGE-5891874 XB-GENE-5891875 Xl.10868 Lgals4 16855 0 0 0 0 0 0 0 -1 0 0 0 0,16 0,06 -1,41 0,07 0,05 -0,56
Xetrov72014483 fam125b 549326 Str.52271 110292823,213625491,77626413,213627116,77683219 CU024969,BC170728,CR760659,BC170758,NM_001016572 NA NA NA XB-GENEPAGE-945520 XB-GENE-945521 Xl.32390,Xl.17195 Fam125b 72543 0 0 0 0 0 0 0 1 0 0 0 -0,04 -0,2 1,54 -0,12 -0,34 NA
Xetrov72014498 NA NA NA NA NA NA NA NA NA Xl.59600 NA NA 0 0 0 0 0 0 -1 0 0 0 1 -0,02 -1,17 0,65 -0,33 -0,28 1,86
Xetrov72014508 chst9 NA NA NA NA NA NA XB-GENEPAGE-6035699 XB-GENE-6035700 Xl.16589,Xl.79572 Chst9 71367 0 0 0 0 0 0 0 -1 0 0 0 0,47 0,32 -1,16 0,6 0,1 -0,41
Xetrov72014511 otx2 548931 Str.10021 134025766,77682001,77621516 BC135884,NM_001016177,CR761863 orthodenticle homeobox 2 homeodomain transcription factor otx-2|Xotx2|Xotx-2 XB-GENEPAGE-485219 XB-GENE-485220 Xl.47281,Xl.3004,Xl.78995,Xl.82898 Otx2 18424 0 0 0 0 0 0 0 0 -1 0 0 -1,01 NA 0,94 -1,94 0,82 0,25
Xetrov72014548 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,7 -0,49 3,65 -0,42 -0,38 NA
Xetrov72014550 NA NA NA NA NA NA NA NA NA Xl.74693 NA NA 0 0 0 0 0 0 0 1 1 0 0 1,27 0,37 5,24 2,24 -0,13 NA
Xetrov72014558 wdr38 100493075 301624815 XM_002941647 NA NA NA XB-GENEPAGE-959155 XB-GENE-959156 Xl.71498 Wdr38 76646 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,69 NA NA -1,04
Xetrov72014562 mospd1 548478 Str.17325 62751549,111308988,213624498,213627361,58477344,77622792 NM_001015761,BC121274,BC171186,BC171188,BC089697,CR848211 NA NA NA XB-GENEPAGE-877097 XB-GENE-877098 Xl.26524 Mospd1 70380 0 0 0 0 0 0 0 1 0 0 1 0,2 0,68 2,77 0,85 0,73 1,54
Xetrov72014576 ankrd9 100124767 Str.47932 161760662,134026135 NM_001102746,BC135835 NA NA NA XB-GENEPAGE-955834 XB-GENE-955835 ,Xl.14199,Xl.49576,Xl.59761,Xl.69181,Xl.73464,Xl.77385,Xl.78863 Ankrd9 74251 0 0 0 0 0 0 0 -1 0 0 0 0,16 0,09 -2,61 0,22 0,22 -0,91
Xetrov72014581 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,59 0,14 -1,18 0,67 0 -0,49
Xetrov72014585 exosc2 595050 Str.5017 60688074,71895888 BC091582,NM_001030487 NA NA NA XB-GENEPAGE-977772 XB-GENE-977773 Xl.5428,Xl.50245 Exosc2 227715 0 0 0 0 0 0 0 1 0 0 0 0,38 -0,1 1,01 0,03 -0,15 0,23
Xetrov72014590 gsc 549458 Str.10803 213624233,213627156,77625856,77682033,160774167 BC170819,BC170823,CR760138,NM_001016704,BC155019 goosecoid homeobox homeodomain transcription factor goosecoid|Xgsc XB-GENEPAGE-486770 XB-GENE-486771 Xl.797,Xl.801 Gsc 14836 0 0 0 0 0 0 0 0 -1 0 0 -0,85 NA NA -1,45 NA NA
Xetrov72014609 crx 548775 Str.2944 170284808,213625610,54648561,213624360,77622387,77683199 BC161339,BC170967,BC085002,BC170992,CR848167,NM_001016021 cone-rod homeobox homeodomain transcription factor Xotx5b|Xotx5|otx5|otx5b XB-GENEPAGE-478451 XB-GENE-478452 Xl.511,Xl.42160 Crx 12951 0 0 0 0 0 0 0 0 -1 0 0 -1,48 0,71 NA -2,44 1,33 NA
Xetrov72014618 st6galnac4 779760 Str.44397 111307845,118403707 BC121364,NM_001078839 NA NA NA XB-GENEPAGE-953043 XB-GENE-953044 St6galnac4 20448 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,34 NA NA NA
Xetrov72014623 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,28 NA NA
Xetrov72014630 NA NA NA NA NA NA NA NA NA Xl.43014,Xl.83051 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,59 0,87 4,49 0,42 0,84 NA
Xetrov72014636 six1 100101702 Str.64641 154147582,134023870 NM_001100223,BC135608 SIX homeobox 1 homeodomain transcription factor XSix1 XB-GENEPAGE-480716 XB-GENE-480717 Xl.683,Xl.55974 Six1 20471 0 0 0 0 0 0 0 1 1 0 0 -0,06 0,47 5,82 1,55 0,84 0,88
Xetrov72014641 mcart6 100489481 301622247 XM_002940409 NA NA NA XB-GENEPAGE-6045974 XB-GENE-6045975 Mcart6 67062 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,87 NA NA 4,85
Xetrov72014642 snrpa 549538 Str.65020 60618429,62990146,55295217 BC090598,NM_001016784,CR855685 small nuclear ribonucleoprotein polypeptide A spliceosomal protein XB-GENEPAGE-494245 XB-GENE-494246 Xl.5225,Xl.81008 Snrpa 53607 0 0 0 0 0 0 0 0 0 1 0 0,65 0,46 0,46 0,37 1,1 0,04
Xetrov72014643 lmx1b.1 100495130 Str.18490 301616968,301616966 XM_002937873,XM_002937872 LIM homeobox transcription factor 1, beta, gene 1 homeodomain transcription factor Xlmx1b XB-GENEPAGE-494749 XB-GENE-494750 Xl.12464 Lmx1b 16917 0 0 0 0 0 0 0 1 0 0 0 0,26 -0,41 3,92 NA -0,34 NA
Xetrov72014664 cdx4 395056 Str.50557 16118865,77622987,195540100,45361686,213624269,213624267 AF417199,CT030483,BC167866,NM_204086,BC170869,BC170865 caudal type homeobox 4 homeodomain transcription factor Xcad-3|Xtcad3|Xcad3|cad3|mgc130769|mgc68909 XB-GENEPAGE-482786 XB-GENE-482787 Xl.26888 Cdx4 12592 0 0 0 0 0 0 0 -1 0 0 -1 0,11 NA -2,49 -0,79 NA -1,31
Xetrov72014665 fam155b 100124919 Str.61403 156717585,134024382 NM_001102863,BC135763 NA NA NA XB-GENEPAGE-952378 XB-GENE-952379 NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,02 NA NA 3,26
Xetrov72014674 prdm12 780360 Str.52298 118405051,110645421 NM_001079430,BC118858 NA NA NA XB-GENEPAGE-953728 XB-GENE-953729 Xl.19035 Prdm12 381359 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,52 NA NA NA
Xetrov72014708 NA NA NA NA NA NA NA NA NA Xl.46076 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,05 -1,18 0,63 -0,14 -0,39
Xetrov72014761 egln3 100145602 Str.27848 187607184,170284700 NM_001127012,BC161354 NA NA NA XB-GENEPAGE-964333 XB-GENE-964334 Xl.12606,Xl.16140 Egln3 112407 0 Xl.12606 0 0 0 0 0 -1 0 0 0 0,87 0,77 -1,25 1,36 0,82 -0,42
Xetrov72014783 gch1 448485 Str.6098 49522532,55742078 BC075602,NM_001006788 NA NA NA XB-GENEPAGE-961364 XB-GENE-961365 Gch1 14528 0 0 0 0 0 0 0 0 0 0 1 0,68 0,19 0,25 0,38 -0,08 1,29
Xetrov72014787 atp6v1d 549829 Str.42612 77620951,77682419 CR761530,NM_001017075 NA NA NA XB-GENEPAGE-973446 XB-GENE-973447 Xl.79218,Xl.22727,Xl.48278 Atp6v1d 73834 0 0 0 0 0 0 0 -1 0 0 0 0,64 -0,15 -1,04 0,64 -0,22 -0,33
Xetrov72014796 fgf13 780024 Str.46846 218684458,218684460,218684456,118404829,114107708,110289828 FJ480180,FJ480181,FJ480179,NM_001079101,BC122912,CU025138 fibroblast growth factor 13 heparin-binding growth factor mgc81084 XB-GENEPAGE-484331 XB-GENE-484332 Xl.13859 Fgf13 14168 0 0 0 0 0 0 0 0 1 0 1 NA NA NA 2,69 NA 2,72
Xetrov72014821 clic1 394484 Str.46703 45360516,37589991,77623839,77624241 NM_203558,BC059765,CR855678,CR942528 chloride intracellular channel 1 voltage-gated chloride channel component xclic1|ncc27 XB-GENEPAGE-479418 XB-GENE-479419 Xl.24738,Xl.47639 Clic1 114584 0 0 0 0 0 0 0 -1 0 0 0 0,16 -0,5 -1,02 -0,62 -0,45 -0,29
Xetrov72014827 prrt1 100038083 Str.11632 148234406,118341663 NM_001097355,BC127556 proline-rich transmembrane protein 1 transcription factor XB-GENEPAGE-484399 XB-GENE-484400 Xl.26449,Xl.52284 Prrt1 260297 0 0 0 0 0 0 0 1 0 0 0 -0,03 0,32 2,03 1 0,72 NA
Xetrov72014847 NA NA NA NA NA NA NA NA NA Xl.18268 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,06 0,09 2,96 -0,81 -0,02 NA
Xetrov72014869 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,05 NA NA NA
Xetrov72014884 unknown NA NA NA NA NA NA NA NA NA Xl.56805,Xl.56886 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,66 NA NA
Xetrov72014892 vgll1 100302396 Str.52938 301606046,77623030 XM_002932594,CT030526 vestigial like 1 vgl1 XB-GENEPAGE-982099 XB-GENE-982100 Xl.85903 Vgll1 170828 0 0 0 0 0 0 0 -1 0 0 0 0,05 0,16 -1,37 0,16 0,14 -0,49
Xetrov72014902 c14orf50 NA NA NA NA NA NA NA NA NA Xl.9808 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,39 NA NA -0,48
Xetrov72014932 NA NA NA NA NA NA NA NA NA Xl.6180 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,37 NA NA -0,27
Xetrov72014935 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,99
Xetrov72014942 rab33a 779982 Str.53774 118405067,112419364 NM_001079059,BC121980 RAB33A, member RAS oncogene family small GTPase XB-GENEPAGE-494411 XB-GENE-494412 Xl.47462 Rab33a 19337 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,48 NA NA 1,32
Xetrov72014947 c9orf9 779836 Str.54899 111305720,350276283 BC121496,NM_001078914 NA NA NA XB-GENEPAGE-1012282 XB-GENE-1012283 Xl.46798 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,73 NA NA -1,06
Xetrov72014950 stxbp6 448250 Str.2147 54020953,49522328 NM_001005719,BC075314 syntaxin binding protein 6 (amisyn) interacts with SNARE complex mgc88977 XB-GENEPAGE-489065 XB-GENE-489066 Xl.5823 Stxbp6 217517 0 0 0 0 Stxbp6 0 0 1 0 0 0 -0,01 -0,43 1,65 0,04 -0,37 0,32
Xetrov72014956 rab39b 100486510 Str.85706 301604367,301604365 XM_002931782,XM_002931781 RAB39B, member RAS oncogene family small GTPase mrx72 XB-GENEPAGE-493569 XB-GENE-493570 Rab39b 67790 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,45 NA NA 1,77
Xetrov72014957 neurog2 100493110 Str.45498 301609472 XM_002934243 neurogenin 2 basic helix-loop-helix transcription factor XNgnr1|neurogenin-related-1|X-ngnr-1|neurogenin-2|ngn-2|Ngnr1|ngn2|atoh4|Ngnr-1|Xngnr-1|xngn2|neurogenin 2 XB-GENEPAGE-491039 XB-GENE-491040 Xl.369,Xl.370,Xl.79613 Neurog2 11924 0 0 0 0 0 1 0 1 1 0 0 2,8 0,32 5,32 4,67 NA NA
Xetrov72014970 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,38 0,39 -1,11 0,32 1,05 -0,16
Xetrov72014987 scg5 496700 Str.5635 110645578,134024053,56789355,348041406 BC118712,BC135359,BC086498,NM_001078694 NA NA NA XB-GENEPAGE-1010885 XB-GENE-1010886 Xl.1105,Xl.47184 Scg5 20394 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,31 NA NA 3,51
Xetrov72015002 hmgb3 448228 Str.5144 52345681,49522961,77627296 NM_001004888,BC075290,CR761259 NA NA NA XB-GENEPAGE-1002013 XB-GENE-1002014 Xl.56405,Xl.80892,Xl.81485,Xl.81596,Xl.81868,Xl.82690,Xl.84459,Xl.85689,Xl.8947 Hmgb3 15354 0 0 0 0 0 0 0 0 0 1 0 0,69 0,47 0,86 0,42 1,16 0,24
Xetrov72015017 dnal1 549066 Str.26524 77620910,213625583,213627737,77681576,166796700,171846344 CR761486,BC170912,BC170910,NM_001016312,BC158985,BC161581 NA NA NA XB-GENEPAGE-983791 XB-GENE-983792 Xl.49781 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,78 0,03 -2,19 NA -0,13 -0,89
Xetrov72015042 chp 448152 Str.27994 77623760,52345621,56410039,49522810 CR855591,NM_001004859,CR926234,BC074687 NA NA NA XB-GENEPAGE-1007597 XB-GENE-1007598 Xl.6272,Xl.55520,Xl.71113 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 -0,53 -1,04 -0,66 -0,41 -0,19
Xetrov72015053 cxorf41 100127880 Str.53218 160774163,301619764,58476306 BC155531,XM_002939198,BC089650 NA NA NA XB-GENEPAGE-992768 XB-GENE-992769 Xl.54538 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,35 -1,85 NA 0,34 -0,93
Xetrov72015072 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,83 NA NA 3,13
Xetrov72015089 morn5 548897 Str.27129 213624097,195539824,77621634,213627046,77681558 BC170642,BC168068,CR762007,BC170640,NM_001016143 NA NA NA XB-GENEPAGE-958917 XB-GENE-958918 Morn5 75495 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,8 NA NA -0,87
Xetrov72015123 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,86 NA NA
Xetrov72015157 NA NA NA NA NA NA NA NA NA Xl.29648 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,74 NA NA NA
Xetrov72015193 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,2 -1,91 NA -0,27 -0,88
Xetrov72015198 ly6g6c 100038197 Str.45468 77621983,301620251 CT025476,XM_002939450 lymphocyte antigen 6 complex, similar to G6C XB-GENEPAGE-482159 XB-GENE-482160 Xl.11924 Ly6g6c 68468 0 0 0 0 0 0 0 -1 0 0 0 0,11 0,19 -1,15 0,36 0,22 -0,77
Xetrov72015217 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,58 NA NA NA
Xetrov72015242 crabp1 100037896 Str.64490 134024320 BC135219 cellular retinoic acid binding protein 1 fatty acid binding XB-GENEPAGE-962770 XB-GENE-962771 Xl.84686,Xl.76540 Crabp1 12903 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,99 NA NA 1,15
Xetrov72015243 tmem35 100038262 Str.44098 134024413,148230227 BC135118,NM_001097381 NA NA NA XB-GENEPAGE-957193 XB-GENE-957194 Tmem35 67564 0 0 0 0 0 0 0 1 0 0 1 -0,08 -0,23 3,39 -0,22 -0,33 2,71
Xetrov72015244 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,08 0,7 -1,51 0,12 0,83 -0,61
Xetrov72015276 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,5 -0,3 1,76 -0,66 -0,11 0,22
Xetrov72015297 NA NA NA NA NA NA NA NA NA Xl.59587 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,92 0,22 -1,38 0,4 1,01 -0,3
Xetrov72015307 c9orf116 NA Str.53501 NA NA NA NA NA XB-GENEPAGE-986394 XB-GENE-986395 Xl.13305 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,77 NA NA -0,9
Xetrov72015308 atp6v1g2 780301 Str.53955 112419257,134026060,118403769 BC121968,BC135509,NM_001079372 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G2 vacuolar proton translocating ATPase component XB-GENEPAGE-487413 XB-GENE-487414 Atp6v1g2 66237 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,35 NA NA NA
Xetrov72015315 tsc22d3 100145088 Str.57221 187607148,165970607,170284997,170284577 NM_001126607,BC158518,BC161218,BC161153 NA NA NA XB-GENEPAGE-1004588 XB-GENE-1004589 Xl.12378,Xl.25895 Tsc22d3 14605 0 0 0 0 0 1 1 0 0 1 0 1,44 3,36 0,17 0,23 3,94 -0,28
Xetrov72015333 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,13 NA NA NA
Xetrov72015357 sptssa 448487 Str.8281 52345913,49898912 NM_001005001,BC076647 NA NA NA XB-GENEPAGE-949951 XB-GENE-949952 Xl.19048,Xl.29795 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,01 -1,16 -0,09 0,02 -0,28
Xetrov72015393 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,27 NA NA -1,25
Xetrov72015400 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 0 0 1 0 1,33 3,39 0,13 0,15 3,99 -0,2
Xetrov72015428 rps29 549520 Str.65744 170284816,77623902,110645425,77682967 BC161384,CR855746,BC118862,NM_001016766 NA NA NA XB-GENEPAGE-1016213 XB-GENE-1016214 Xl.77317,Xl.2525 Rps29 20090 0 0 0 0 0 1 0 0 0 0 0 1,55 1,03 0,48 0,58 0,76 0,02
Xetrov72015435 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,55 NA NA NA
Xetrov72015446 esrrb 100494008 301618489 XM_002938601 estrogen-related receptor beta nuclear hormone receptor nr3b2 XB-GENEPAGE-483509 XB-GENE-483510 NA Esrrb 26380 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,52 NA NA -0,35
Xetrov72015451 tmtops 100488877 301606048 XM_002932623 multiple tissue opsin 7 transmembrane receptor XB-GENEPAGE-1018914 XB-GENE-1018915 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,09 NA NA 0,14
Xetrov72015458 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,36 -2 NA -0,71 -0,9
Xetrov72015461 srpx2 100495278 Str.75377 301622309 XM_002940439 NA NA NA XB-GENEPAGE-994516 XB-GENE-994517 Xl.47623 Srpx2 68792 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,19 NA NA
Xetrov72015473 il28b.2 100329165 Str.85053 256860237,284520106 FJ581036,NM_001171766 interleukin 28B (interferon, lambda 3), gene 2 cytokine ifnl3| il28c| il-28b| ifnl5 XB-GENEPAGE-479168 XB-GENE-479169 NA Il28b 338374 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,98 NA NA
Xetrov72015494 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,77 NA NA -1,08
Xetrov72015522 syngap1 100038210 Str.44803 119850873,198282040,197246310 BC127326,NM_001134816,BC168473 synaptic Ras GTPase activating protein 1 GTPase-activating protein XB-GENEPAGE-487269 XB-GENE-487270 NA 240057 0 0 0 0 0 0 0 1 1 0 0 NA 0,09 2,33 2,1 0,2 NA
Xetrov72015525 pacs2 100488732 Str.85708 301620469,301620471 XM_002939547,XM_002939548 NA NA NA XB-GENEPAGE-5903638 XB-GENE-5903639 Xl.8556,Xl.62948 Pacs2 217893 0 0 0 0 0 0 0 1 0 0 0 -1,01 -0,63 1,03 -0,64 -0,49 0,72
Xetrov72015543 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,51 NA 1,52 0,98 NA -0,01
Xetrov72015556 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,07 NA NA -1,82
Xetrov72015591 NA NA NA NA NA NA NA NA NA Xl.11238 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,06 3,94 NA -0,04 NA
Xetrov72015595 spock3 100124745 Str.15670 156717307,134024391 NM_001102726,BC135841 NA NA NA XB-GENEPAGE-983157 XB-GENE-983158 Spock3 72902 0 0 0 0 0 0 0 -1 0 0 0 0,08 0,11 -1,35 -0,13 0,12 -0,39
Xetrov72015605 ak8 394708 Str.5246 45360856,38566161 NM_203773,BC062516 NA NA NA XB-GENEPAGE-5831326 XB-GENE-5831327 Xl.16566 Ak8 68870 0 0 0 0 0 0 0 -1 0 0 0 NA 0,43 -2,42 NA 0,07 -0,91
Xetrov72015606 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 -0,21 -1,42 0,7 -0,54 -0,26 1,93
Xetrov72015627 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 1 1 0 0 3,36 NA 2,95 4,58 NA 0,77
Xetrov72015630 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,2 -2,27 NA -0,26 -0,88
Xetrov72015651 unknown NA NA NA NA NA NA NA NA NA Xl.50244 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,95 NA NA -1
Xetrov72015666 dio2 100036737 Str.56960 121104164 EF052283 deiodinase, iodothyronine, type 2 thyroxine 5'-deiodinase type II iodothyronine deiodinase| type 2 deiodinase XB-GENEPAGE-1017476 XB-GENE-1017477 Xl.21638 Dio2 13371 0 0 0 0 0 0 0 -1 1 0 0 NA NA -2,25 2,81 NA -0,53
Xetrov72015698 pear1 100489801 301619322 XM_002938990 NA NA NA XB-GENEPAGE-6045592 XB-GENE-6045593 Pear1 73182 0 0 0 0 0 0 0 -1 0 0 0 -0,04 NA -1,69 0,68 NA -0,8
Xetrov72015707 unknown NA NA NA NA NA NA NA NA NA Xl.19593,Xl.45565 NA NA 0 0 0 0 0 0 0 1 0 0 0 1,02 0,76 1,72 0,36 0,33 0,22
Xetrov72015712 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,48 -0,41 -1,11 -0,29 -0,29 -0,17
Xetrov72015798 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,76 NA 1,74 0,78 NA NA
Xetrov72015838 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 3,06 NA -0,61 3,57 NA 0,19
Xetrov72015868 acyp1 548914 Str.11031 213627016,77621576,213625431,77682935 BC170595,CR761924,BC170599,NM_001016160 NA NA NA XB-GENEPAGE-5909300 XB-GENE-5909301 Xl.48341 Acyp1 66204 0 0 0 0 0 0 0 -1 0 0 0 NA -0,12 -1,06 NA 0,01 -0,47
Xetrov72015900 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,47 1,48 -0,23 -0,42 0,39
Xetrov72015903 heatr4 100495576 301608379 XM_002933720 NA NA NA XB-GENEPAGE-951133 XB-GENE-951134 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -1,14
Xetrov72015904 syp 100144928 Str.68622 77623009,187607470,165971075 CT030505,NM_001126502,BC158217 NA NA NA XB-GENEPAGE-943860 XB-GENE-943861 Xl.230,Xl.232 Syp 20977 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,95 NA NA 5,74
Xetrov72015925 c14orf148 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,66 NA NA -1,15
Xetrov72015943 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,04 0,06 2,06 0,01 0,05 NA
Xetrov72015953 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,98 NA NA NA
Xetrov72015967 frmd6 548781 Str.27415 77683153,77622367 NM_001016027,CR848147 NA NA NA XB-GENEPAGE-977938 XB-GENE-977939 NA Frmd6 319710 0 0 0 0 0 0 0 0 1 0 0 1,03 0,16 0,44 1,47 -0,41 -0,25
Xetrov72015974 ppp1r14a 493331 Str.5879 89886043,77622332,51513407 NM_001007955,CR848110,BC080468 protein phosphatase 1, regulatory (inhibitor) subunit 14A serine/threonine kinase mgc89743 XB-GENEPAGE-489486 XB-GENE-489487 Xl.4651,Xl.78431,Xl.85313 Ppp1r14a 68458 0 0 0 Ppp1r14a 0 0 0 1 0 0 0 0,28 -0,26 1,56 -0,14 -0,29 0,97
Xetrov72016027 ston2 100379909 Str.28985 301618004,141796052 XM_002938371,BC136153 NA NA NA XB-GENEPAGE-968413 XB-GENE-968414 Ston2 108800 0 0 0 0 0 0 1 0 1 1 0 1,4 2,61 -0,82 1,52 2,75 -0,05
Xetrov72016060 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,78 0,78 1,92 -0,38 0,82 NA
Xetrov72016063 sox3 493228 Str.27268 55926071,51261383,77622680 NM_001007501,BC079938,CT030436 SRY (sex determining region Y)-box 3 HMG-box transcription factor Sry|xSox3|Xtsox3|Xlsox3 XB-GENEPAGE-484814 XB-GENE-484815 Xl.22,Xl.37985 Sox3 20675 0 0 0 0 0 0 0 1 0 0 0 -0,5 -0,28 1,81 -0,62 -0,1 0,22
Xetrov72016068 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,81 NA -2,9 1,04 NA -1,38
Xetrov72016094 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,62 NA NA -0,29
Xetrov72016119 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,44 NA NA NA
Xetrov72016120 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,68 NA NA -0,62
Xetrov72016136 lonrf3 100486178 Str.43226 301610078 XM_002934542 LON peptidase N-terminal domain and ring finger 3 E3 ubiquitin ligase XB-GENEPAGE-985289 XB-GENE-985290 Lonrf3 74365 0 0 0 0 0 0 0 1 0 0 0 -0,48 -0,18 1,39 -0,23 -0,16 NA
Xetrov72016165 bmf 100495515 301606520 XM_002932827 Bcl2 modifying factor XB-GENEPAGE-982388 XB-GENE-982389 Xl.71448 Bmf 171543 0 0 0 0 0 0 0 1 0 0 0 0,51 0,12 2,96 1,28 -0,02 NA
Xetrov72016175 plekhd1 100485012 301611723 XM_002935342 NA NA NA XB-GENEPAGE-6044239 XB-GENE-6044240 NA NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 6,73 6,64 NA NA
Xetrov72016197 plekho1 100491617 301618203 XM_002938461 NA NA NA XB-GENEPAGE-1006511 XB-GENE-1006512 Xl.70077,Xl.10136 Plekho1 67220 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,03 1,19 0,94 -0,16 0,71
Xetrov72016201 nova2 595078 Str.31508 62205008,71895774 BC093475,NM_001030515 neuro-oncological ventral antigen 2 nucleic acid binding XB-GENEPAGE-489036 XB-GENE-489037 Xl.58275,Xl.65826,Xl.75781,Xl.83508 Nova2 384569 0 0 0 0 0 0 0 1 0 0 1 0,41 0,64 5,16 -0,14 1,28 3,49
Xetrov72016211 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 1 0,01 -1,13 0,62 -0,33 -0,29 1,83
Xetrov72016218 znf534 448416 Str.8320 49522467,55742615 BC075511,NM_001006744 zinc finger protein 534 zinc finger, C2H2 type XB-GENEPAGE-1219091 XB-GENE-1219092 Xl.56373,Xl.70028,Xl.72968 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,74 0,01 -1,57 -0,05 0,36 -0,27
Xetrov72016224 pld3 496432 Str.4390 77622518,58332375,52221196 CT030274,NM_001011023,BC082717 NA NA NA XB-GENEPAGE-1006823 XB-GENE-1006824 Xl.8361 Pld3 18807 0 0 0 Pld3 0 0 0 -1 0 0 0 0,12 -0,21 -1,12 -0,2 -0,18 -0,56
Xetrov72016256 znf653 100486237 Str.59927 301619558 XM_002939118 zinc finger protein 653 zinc finger, C2H2 type XB-GENEPAGE-1021705 XB-GENE-1021706 Xl.15416,Xl.53115 Zfp653 319601 0 0 0 0 0 0 0 1 0 0 0 0,31 -0,04 1,7 0,28 0,27 0,18
Xetrov72016257 rgl3 100485337 Str.10262 301619554 XM_002939112 ral guanine nucleotide dissociation stimulator-like 3 guanine-nucleotide releasing factor XB-GENEPAGE-493045 XB-GENE-493046 NA Rgl3 71746 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,04 NA NA -0,21
Xetrov72016261 ccdc151 100145237 Str.26627 301619556,166796797 XM_002939113,BC159313 NA NA NA XB-GENEPAGE-877177 XB-GENE-877178 Ccdc151 77609 0 0 0 0 0 0 0 -1 0 0 0 0,44 0,52 -2,83 0,69 0,74 -0,86
Xetrov72016278 calr 407962 Str.70037 47575817,45768832 NM_001001253,BC067917 calreticulin calcium ion binding (storage) protein in endoplasmic reticulum crc|calreticulin|crt XB-GENEPAGE-1018212 XB-GENE-1018213 Xl.20555,Xl.3439,Xl.82260 Calr 12317 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,07 -1,21 -0,16 0,08 -0,41
Xetrov72016283 elavl3 594912 Str.46013 51261570,134026263,77620853,77682340 BC080177,BC136134,CR761704,NM_001030326 ELAV (embryonic lethal, abnormal vision)-like 3 (Hu antigen C) RNA binding elrC XB-GENEPAGE-490863 XB-GENE-490864 Xl.1035,Xl.35785 Elavl3 15571 0 0 Xl.1035 0 0 0 1 1 1 1 1 1,49 4,37 6,04 2,26 4,02 5,3
Xetrov72016297 acp5 493572 Str.46311 51704180,77624148,56118261 BC081357,CR942420,NM_001008209 NA NA NA XB-GENEPAGE-957093 XB-GENE-957094 Xl.10948,Xl.29661 Acp5 11433 0 0 0 0 0 0 0 1 0 0 0 -0,14 -0,06 1,18 -0,2 -0,13 -0,04
Xetrov72016298 NA NA NA NA NA NA NA NA NA Xl.48159,Xl.62330 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,06 -0,01 -1,01 0,03 -0,1 -0,4
Xetrov72016302 tmem56.2 394789 Str.15451 45361208,38649162 NM_203851,BC063336 NA NA NA XB-GENEPAGE-5756242 XB-GENE-5756243 Xl.5942 Tmem56 99887 0 Xl.5942 0 0 0 1 0 0 0 0 0 2,14 0,08 -0,56 1,5 -0,35 -0,18
Xetrov72016307 c19orf39 NA NA NA NA NA NA NA NA NA Xl.40387 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,44 NA NA NA
Xetrov72016335 sspo 100497129 Str.29426 301626897 XM_002942577 NA NA NA XB-GENEPAGE-6045236 XB-GENE-6045237 Xl.48302,Xl.62304 Sspo 243369 0 0 0 0 0 0 0 0 0 1 0 -0,11 2,88 NA 0,57 3,73 NA
Xetrov72016342 trpm4 100491139 Str.42393 301629749 XM_002943951 NA NA NA XB-GENEPAGE-6257460 XB-GENE-6257461 NA Trpm4 68667 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,26 NA NA -0,83
Xetrov72016351 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,43
Xetrov72016352 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 5,74
Xetrov72016353 fam163b 779655 Str.37579 76559541,110645375,118404073 CT027912,BC118774,NM_001078741 NA NA NA XB-GENEPAGE-5846538 XB-GENE-5846539 NA Fam163b 109349 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 5,82
Xetrov72016360 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,76 NA NA -0,8
Xetrov72016363 ddr2 779954 Str.53755 112419253,118404967 BC121931,NM_001079031 NA NA NA XB-GENEPAGE-5884185 XB-GENE-5884186 Xl.73118 Ddr2 18214 0 0 0 0 0 0 0 1 0 0 0 -0,19 0,08 1,33 0,85 -0,16 0,12
Xetrov72016366 unknown NA NA NA NA NA NA NA NA NA Xl.48571 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA -0,69 1,35 2,44 -0,4 NA
Xetrov72016371 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,36
Xetrov72016406 rab25 493286 Str.10328 77622875,56118661,51513189 CR848299,NM_001007902,BC080339 RAB25, member RAS oncogene family small GTPase mgc79587 XB-GENEPAGE-494255 XB-GENE-494256 Xl.3804,Xl.15068 Rab25 53868 0 0 0 0 0 0 0 -1 0 0 0 0,79 0,5 -1,49 0,47 0,71 -0,33
Xetrov72016417 ttc24 100379937 Str.52264 110289730,301619203 CU025040,XM_002938944 NA NA NA XB-GENEPAGE-5799675 XB-GENE-5799676 NA Ttc24 214191 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,98 NA NA -1,01
Xetrov72016430 rassf10 100492205 Str.85824 301629352 XM_002943761 NA NA NA XB-GENEPAGE-5915048 XB-GENE-5915049 Xl.17336 NA 78748 0 0 0 0 0 0 0 -1 1 0 0 0,98 -0,1 -1,18 3,19 -0,64 -0,24
Xetrov72016432 birc7 100127811 Str.67597 163915258,160774417 NM_001113122,BC155423 baculoviral IAP repeat containing 7 apoptosis inhibitor xEIAP|XLX|kiap| livin|mliap| rnf50|ml-iap XB-GENEPAGE-5914028 XB-GENE-5914029 Xl.77585,Xl.77548,Xl.6954,Xl.77719,Xl.79109,Xl.83610 Birc7 329581 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,47 -1,63 -0,23 -0,37 -1,02
Xetrov72016436 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,24 NA NA -1,69
Xetrov72016437 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,05 -0,22 1,14 0,55 -0,21 0,75
Xetrov72016440 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,63 1,98 NA 0,39 NA
Xetrov72016461 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,49 -0,14 1,29 -0,96 -0,29 0,32
Xetrov72016477 tmem216 100490116 301629224 XM_002943701 NA NA NA XB-GENEPAGE-5943044 XB-GENE-5943045 Xl.50335 Tmem216 68642 0 0 0 0 0 0 0 -1 0 0 0 0,36 0,11 -1,31 0,18 0,07 -0,81
Xetrov72016483 dbh 100492247 301626284 XM_002942278 NA NA NA XB-GENEPAGE-959494 XB-GENE-959495 NA Dbh 13166 0 0 0 0 0 0 0 0 0 0 1 NA -0,09 0,29 NA 0,21 4,88
Xetrov72016492 efnb1 100494328 Str.60129 301610845 XM_002934895 NA NA NA XB-GENEPAGE-1011782 XB-GENE-1011783 Xl.302 Efnb1 13641 0 0 0 0 0 0 0 0 1 0 0 1,31 1,3 0,81 3,07 0,62 0,32
Xetrov72016503 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,72 NA NA NA
Xetrov72016504 polr2a 100498183 301628366 XM_002943281 NA NA NA XB-GENEPAGE-6257520 XB-GENE-6257521 NA Polr2a 20020 0 0 0 0 0 -1 0 0 0 0 0 -1,5 -0,05 0,56 -0,34 0,14 0,27
Xetrov72016507 aldh3b2 100145787 Str.51217 187607885,171847021 NM_001127150,BC161766 NA NA NA XB-GENEPAGE-5776191 XB-GENE-5776192 Xl.54784 Aldh3b2 621603 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,05 -2,38 -0,27 -0,19 -0,69
Xetrov72016519 cat2 100496580 Str.10504 301618608 XM_002938659 calcium transporter 2 Ankyrin repeat protein XCAT2 XB-GENEPAGE-5815384 XB-GENE-5815385 Xl.21383 NA 111335 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,25 NA NA -0,64
Xetrov72016522 atg9b 100486160 Str.79361 301627803 XM_002943013 NA NA NA XB-GENEPAGE-6257561 XB-GENE-6257562 NA Atg9b 213948 0 0 0 0 0 1 0 0 1 0 0 2,1 0,33 0,96 2,84 -0,1 0,4
Xetrov72016527 cdk5 780236 Str.16435 110645529,118404795,138519724 BC118780,NM_001079308,BC135926 cyclin-dependent kinase 5 early-expressed neuronal cyclin-dependent kinase XB-GENEPAGE-1010260 XB-GENE-1010261 Xl.67 Cdk5 12568 0 0 0 0 0 0 0 1 0 0 0 NA -0,54 1,14 NA -0,45 0,48
Xetrov72016528 abcb8 100158634 Str.55614 189230042,183986359 NM_001128043,BC166360 NA NA NA XB-GENEPAGE-1010255 XB-GENE-1010256 Abcb8 74610 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,02 NA NA 0,7
Xetrov72016534 cyp3a4 548503 Str.69050 158328070,59808129,62752007 CU469379,BC089731,NM_001015786 NA NA NA XB-GENEPAGE-971749 XB-GENE-971750 Xl.85131,Xl.5444,Xl.82298 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,37 -0,04 -1,02 0 -0,19 -0,69
Xetrov72016564 sdk2 100485585 Str.86353 301616393 XM_002937589 sidekick cell adhesion molecule 2 Immunoglobulin C-2 Type/fibronectin type III domains sidekick-2|sidekick2 XB-GENEPAGE-990315 XB-GENE-990316 Xl.75866 Sdk2 237979 0 0 0 0 0 0 0 -1 0 0 0 -0,77 0,04 -1,44 -0,33 -0,09 -1,25
Xetrov72016565 ccdc40 100492307 301629500 XM_002943832 coiled-coil domain containing 40 Myosin class II heavy chain XB-GENEPAGE-986683 XB-GENE-986684 Ccdc40 207607 0 0 0 0 Ccdc40 0 0 -1 0 0 0 -0,18 -0,07 -2,13 -0,13 -0,06 -0,69
Xetrov72016569 rpl38 448672 Str.49302 52346093,49900027 NM_001005094,BC077025 NA NA NA XB-GENEPAGE-967892 XB-GENE-967893 Xl.47191 Rpl38 67671 0 0 0 0 0 1 0 0 0 0 0 1,35 0,53 0,37 0,41 0,3 0,07
Xetrov72016577 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1 0,75 -0,24 2,65 0,66 -0,19
Xetrov72016579 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,44 NA NA NA
Xetrov72016585 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,18 -1,87 -0,12 0,09 -0,59
Xetrov72016601 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,56 NA NA -0,43
Xetrov72016605 atp1b2 394667 Str.6151 38174033,77621279,45360792 BC061283,CR760087,NM_203739 NA NA NA XB-GENEPAGE-1007084 XB-GENE-1007085 Xl.64607,Xl.53667 Atp1b2 11932 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,23 -1,43 -0,65 0,51 -0,45
Xetrov72016630 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 0 0 1 0 1,56 3,3 0,16 0,36 3,83 -0,33
Xetrov72016631 dnah9 100494609 301615148 XM_002937002 NA NA NA XB-GENEPAGE-5753498 XB-GENE-5753499 Xl.21651,Xl.13942 Dnahc9 237806 0 0 0 0 0 0 0 -1 0 0 0 -1 -0,06 -2,58 -0,4 -0,13 -0,88
Xetrov72016632 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 -0,1 0,33 1,39 1,59 0,77 -0,3
Xetrov72016636 cacna1g 100497283 301620514 XM_002939576 NA NA NA XB-GENEPAGE-993390 XB-GENE-993391 Xl.85717 Cacna1g 12291 0 0 0 0 0 0 0 1 0 0 0 NA 0 2,79 1,15 -0,15 NA
Xetrov72016650 ncoa6 100496995 Str.85407 301606606 XM_002932875 nuclear receptor coactivator 6 transcriptional coactivator nrc|aib3|antp|asc2|prip| trbp|hoxa7|hox1.1| rap250 XB-GENEPAGE-982449 XB-GENE-982450 Xl.58786,Xl.10152,Xl.18590,Xl.71200 Ncoa6 56406 0 0 0 0 0 0 0 1 1 0 0 0,73 0,12 1,08 2,02 -0,01 0,21
Xetrov72016665 itgb4 100485847 Str.68615 301621370 XM_002939974 NA NA NA XB-GENEPAGE-1013661 XB-GENE-1013662 NA Itgb4 192897 0 0 0 0 0 1 0 1 1 0 0 2,81 NA 2,18 4,26 NA -0,88
Xetrov72016683 abcc3 100135090 Str.58494 116063335,166158219,161611923 BC122987,NM_001113829,BC155696 NA NA NA XB-GENEPAGE-1003736 XB-GENE-1003737 Abcc3 76408 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,21 NA NA -0,03
Xetrov72016685 NA NA NA NA NA NA NA NA NA Xl.70766,Xl.9692 NA NA 0 0 0 0 0 0 0 1 1 0 1 NA 0,1 4,59 2,41 -0,33 2,22
Xetrov72016686 prex1 100488039 Str.37746 301607216 XM_002933157 NA NA NA XB-GENEPAGE-982961 XB-GENE-982962 Xl.4436,Xl.56960 Prex1 277360 0 0 0 0 0 0 0 1 0 0 0 -0,67 -0,41 1,39 -0,28 -0,41 0,71
Xetrov72016688 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,11 0,42 2,19 0,01 0,34 0,92
Xetrov72016691 mrc2 100036697 Str.44148 148231753,118763655 NM_001097247,BC128647 mannose receptor, C type 2 sugar binding cd280|uparap|clec13e|endo180 XB-GENEPAGE-486995 XB-GENE-486996 Xl.67388,Xl.15940,Xl.1977 Mrc2 17534 0 0 0 0 0 0 0 1 0 0 0 -0,24 NA 1,83 0,22 NA NA
Xetrov72016694 col1a1 496414 Str.68477 52139098,58332411 BC082718,NM_001011005 NA NA NA XB-GENEPAGE-6258378 XB-GENE-6258379 Xl.47042,Xl.76258,Xl.81124,Xl.83677,Xl.85762,Xl.85859 Col1a1 12842 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,69 NA NA 3,31
Xetrov72016697 aatk NA Str.60341 NA NA NA NA NA XB-GENEPAGE-989909 XB-GENE-989910 NA Aatk 11302 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,31
Xetrov72016707 ptprt NA NA NA NA NA NA XB-GENEPAGE-5717728 XB-GENE-5717729 Xl.21537,Xl.26232 Ptprt 19281 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,05 1,63 NA NA
Xetrov72016721 myt1 100490628 Str.57565 301626514 XM_002942382 myelin transcription factor 1 transcription factor containing C2HC type zinc finger X-MyT1|xmyt1 XB-GENEPAGE-1009974 XB-GENE-1009975 Xl.57163,Xl.31433,Xl.85112 Myt1 17932 Xl.57163 0 0 0 0 1 1 1 1 1 1 2,57 4,82 2,69 3,4 4,25 1,4
Xetrov72016724 erbb2 100492078 Str.85749 301622187 XM_002940374 v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog epidermal growth factor receptor XB-GENEPAGE-5938587 XB-GENE-5938588 Xl.14390,Xl.73088 Erbb2 13866 0 0 0 0 0 0 0 -1 0 0 0 -0,53 -0,17 -1,06 -0,1 -0,3 -0,22
Xetrov72016756 sall4 407860 Str.21608 47825350,45501094,77621980 NM_001001458,BC067314,CT025472 sal-like 4 zinc finger transcription factor drrs|znf797 XB-GENEPAGE-485251 XB-GENE-485252 Xl.77515,Xl.34542,Xl.68474,Xl.82346,Xl.85552,Xl.914 Sall4 99377 0 0 0 0 0 0 -1 0 -1 0 0 -0,86 -1,25 -0,01 -1,43 -0,86 0,22
Xetrov72016758 acly 493390 Str.7236 56118259,51703370 NM_001008027,BC080908 NA NA NA XB-GENEPAGE-992493 XB-GENE-992494 Xl.49101,Xl.70440 Acly 104112 0 0 0 0 0 0 0 -1 0 0 0 -0,11 0,03 -1,08 -0,18 -0,11 -0,36
Xetrov72016765 phf20 100126218 Str.66107 156230318,112807603,301606655,134025505,170284658 BC152026,CU075559,XM_002932860,BC135667,BC161268 PHD finger protein 20 zinc finger, C2H2 type nzf| tzp|glea2|hca58 XB-GENEPAGE-960340 XB-GENE-960341 Xl.17757,Xl.58220,Xl.71047 Phf20 228829 0 0 0 0 Phf20 0 0 1 0 0 0 -0,15 -0,47 1,45 -0,13 -0,17 0,56
Xetrov72016773 rbl1 100216140 Str.7030 195539848,213982838 BC168105,NM_001142115 NA NA NA XB-GENEPAGE-976493 XB-GENE-976494 Xl.9618 Rbl1 19650 0 0 0 Rbl1 0 0 0 1 0 0 0 0,38 0,76 1,05 0,61 1,11 -0,1
Xetrov72016784 slc12a5 779759 Str.73566 140832786,145553952,111309013 BC136157,NM_001078838,BC121363 solute carrier family 12 (potassium/chloride transporter), member 5 transmembrane solute exchange kcc2 XB-GENEPAGE-483435 XB-GENE-483436 Xl.49109 Slc12a5 57138 0 0 0 0 0 0 0 1 0 0 0 -0,45 NA 2,86 -1,25 NA NA
Xetrov72016799 ccdc30 100380085 Str.53339 301615242,77627011 XM_002937043,CR760987 NA NA NA XB-GENEPAGE-1004903 XB-GENE-1004904 Xl.71328,Xl.83675 Ccdc30 73332 0 0 0 0 0 0 0 -1 0 0 0 -0,09 0,17 -1,63 -0,13 0,26 -0,82
Xetrov72016822 card14 100486738 301615791 XM_002937309 NA NA NA XB-GENEPAGE-989886 XB-GENE-989887 NA Card14 170720 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,79 NA NA NA
Xetrov72016823 fbxw10 NA Str.46840 NA NA NA NA NA XB-GENEPAGE-989338 XB-GENE-989339 NA Fbxw10 213980 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,38 NA NA -0,97
Xetrov72016833 unknown NA NA NA NA NA NA NA NA NA Xl.10544 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,74 -0,46 1,57 -0,25 -0,35 NA
Xetrov72016834 slc4a1 100486998 Str.59620 301612129 XM_002935535 NA NA NA XB-GENEPAGE-986934 XB-GENE-986935 Xl.13563,Xl.79850 Slc4a1 20533 0 0 0 0 0 0 0 -1 0 0 0 -0,59 -0,64 -2,07 -0,8 -0,27 -0,34
Xetrov72016858 myocd 100498057 Str.60083 301612921 XM_002935936 myocardin transcription factor with myb-like domains myocardin|SRF cofactor protein XB-GENEPAGE-485260 XB-GENE-485261 Xl.50383 Myocd 214384 0 0 0 0 0 0 0 -1 0 0 0 NA -0,65 -1,39 NA -0,65 -0,59
Xetrov72016868 fam171a2 100158616 Str.5450 183986488,307219205 BC166337,NM_001128032 NA NA NA XB-GENEPAGE-5900473 XB-GENE-5900474 Xl.58689,Xl.11903 Fam171a2 217219 0 0 0 0 0 0 0 1 0 0 1 -0,38 0,05 2,19 0,29 -0,27 1,68
Xetrov72016871 dbf4b 100379975 Str.57906 301612159,301612157,77624195 XM_002935561,XM_002935560,CR942472 NA NA NA XB-GENEPAGE-5829757 XB-GENE-5829758 Xl.44935 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,49 -0,61 1,43 -0,34 -0,33 0,58
Xetrov72016889 mycbpap 100497598 Str.29718 301620520 XM_002939578 NA NA NA XB-GENEPAGE-6257905 XB-GENE-6257906 Xl.55424 Mycbpap 104601 0 0 0 0 0 0 0 -1 0 0 0 NA 0,29 -2,17 NA 0,37 -0,69
Xetrov72016900 itgb3 100498495 Str.71421 301626447 XM_002942355 NA NA NA XB-GENEPAGE-1009963 XB-GENE-1009964 Xl.29245 Itgb3 16416 0 0 0 0 0 0 0 -1 0 0 0 NA 0,02 -1,7 NA -0,2 -0,45
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Xetrov72016913 aoc3 594972 Str.37206 60551268,71896176 BC091028,NM_001030413 NA NA NA XB-GENEPAGE-941576 XB-GENE-941577 Xl.77228,Xl.23168,Xl.56350,Xl.82414 Aoc3 11754 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,35 NA NA -0,35
Xetrov72016915 hap1 100038245 Str.32106 281427335,195539840,77623502 NM_001170499,BC168091,CT030602 huntingtin-associated protein 1 Uncharacterized coiled coil protein hlp|hap2|hip5 XB-GENEPAGE-493039 XB-GENE-493040 Xl.77755,Xl.78406,Xl.85483,Xl.85540,Xl.85559 Hap1 15114 0 0 0 0 0 0 0 0 0 1 0 0,45 0,83 -0,25 0,77 1,44 0,16
Xetrov72016921 nsf 780249 Str.20818 113197622,118405043 BC121254,NM_001079320 NA NA NA XB-GENEPAGE-5936010 XB-GENE-5936011 Xl.64897,Xl.18051 Nsf 18195 0 0 0 Nsf 0 0 0 -1 0 0 0 -0,33 0,04 -1,63 -0,33 -0,21 -0,41
Xetrov72016923 ppp1r9b 100490992 Str.60634 301612149 XM_002935559 protein phosphatase 1, regulatory subunit 9B regulatory subunit of protein phosphatase-1 catalytic subunit [Entrez] spinophilin|spino|spn XB-GENEPAGE-492590 XB-GENE-492591 Xl.76055 Ppp1r9b 217124 0 0 0 0 0 0 0 1 1 0 1 NA NA 5,31 2,51 NA 4,22
Xetrov72016936 nfe2l1 100151700 Str.68033 301617248,183980015,189571713,301617250 XM_002938015,BC161723,BC167640,XM_002938016 nuclear factor (erythroid-derived 2)-like 1 basic-leucine zipper (bZIP) transcription factor XB-GENEPAGE-481362 XB-GENE-481363 Xl.56499 Nfe2l1 18023 0 0 0 Nfe2l1 0 0 0 0 1 0 0 0,28 -0,04 -0,04 1,4 0 -0,06
Xetrov72016945 kcnq2 NA Str.49124 NA NA NA NA NA XB-GENEPAGE-6047372 XB-GENE-6047373 NA Kcnq2 16536 0 0 0 0 Kcnq2 0 0 1 0 0 0 NA NA 3,41 NA NA NA
Xetrov72016982 acss2.1 100486264 Str.56731 301606659 XM_002932894 NA NA NA XB-GENEPAGE-1010923 XB-GENE-1010924 Xl.4217 Acss2 60525 0 0 0 Acss2 0 0 0 -1 0 0 0 -0,25 0 -1,68 -0,16 -0,15 -0,69
Xetrov72016987 tgm2 100170618 Str.16090 189442342,194332724 BC167727,NM_001130380 transglutaminase 2 (C polypeptide, protein-glutamine-gamma-glutamyltransferase) tg2| tgc|gnah|g-alpha-h XB-GENEPAGE-5940893 XB-GENE-5940894 Xl.21563,Xl.2480 Tgm2 21817 0 0 0 0 0 0 0 1 0 0 0 -0,32 NA 4,76 -0,35 NA NA
Xetrov72016991 march10 100497649 Str.33996 301617200 XM_002937986 NA NA NA XB-GENEPAGE-1005930 XB-GENE-1005931 March10 632687 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -0,88
Xetrov72017015 tgm5 100486682 Str.50107 301612116 XM_002935533 NA NA NA XB-GENEPAGE-986929 XB-GENE-986930 Xl.68890 Tgm5 74176 0 0 0 0 0 0 0 0 0 0 -1 1,36 0,5 -0,54 1,24 1,27 -1,03
Xetrov72017039 matn4 100492840 Str.68439 301617276 XM_002938014 NA NA NA XB-GENEPAGE-990977 XB-GENE-990978 Xl.57870,Xl.85786,Xl.85802 Matn4 17183 0 0 0 0 Matn4 0 0 0 1 0 0 NA NA NA 2,58 NA NA
Xetrov72017051 ggt7 100496833 Str.59067 301606604 XM_002932874 NA NA NA XB-GENEPAGE-1010909 XB-GENE-1010910 Xl.9126,Xl.17984 Ggt7 207182 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,73 0,22 NA 1,06
Xetrov72017054 arhgap44 100497272 Str.35653 301615194 XM_002937019 NA NA NA XB-GENEPAGE-6037572 XB-GENE-6037573 NA Arhgap44 216831 0 0 0 0 0 0 0 1 0 0 1 NA 0,08 2,64 NA -0,1 2,02
Xetrov72017075 pck1 733907 Str.6047 112808064,118601165,77624051,116063346 CU075833,NM_001079568,CR926436,BC123058 NA NA NA XB-GENEPAGE-1009229 XB-GENE-1009230 Xl.18730,Xl.12459 Pck1 18534 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,3 NA NA 0,84
Xetrov72017082 wdr16 100127736 Str.44059 159155495,163915116 BC154922,NM_001113074 NA NA NA XB-GENEPAGE-989291 XB-GENE-989292 Xl.9077,Xl.16441 Wdr16 71860 0 0 0 0 0 0 0 -1 0 0 0 0,03 0,39 -2,64 0,23 0,94 -0,84
Xetrov72017103 epn3 448199 Str.8958 49523203,54020897 BC075256,NM_001005693 NA NA NA XB-GENEPAGE-946744 XB-GENE-946745 Xl.73120,Xl.4892 Epn3 71889 0 0 0 0 0 0 0 -1 0 0 0 0,03 0,16 -1,3 -0,11 0,59 -0,16
Xetrov72017107 acsf2 100497121 Str.29974 301620512 XM_002939575 NA NA NA XB-GENEPAGE-993378 XB-GENE-993379 Xl.72687 Acsf2 264895 0 0 0 0 0 0 0 0 1 0 0 0,31 -0,29 -0,01 2,58 -0,17 -0,25
Xetrov72017119 cacnb1 100158521 Str.72505 189230211,183985662 NM_001127958,BC166170 NA NA NA XB-GENEPAGE-995021 XB-GENE-995022 Xl.53876 Cacnb1 12295 0 0 0 0 0 0 0 1 0 0 0 -0,07 0,09 1,04 0,12 0,11 0,92
Xetrov72017130 rundc3a 780373 Str.54248 111309024,118404685 BC121377,NM_001079443 NA NA NA XB-GENEPAGE-1003169 XB-GENE-1003170 Xl.55050,Xl.73020,Xl.80352 Rundc3a 51799 0 0 0 0 0 0 0 1 0 0 1 0,14 -0,08 3,1 0,52 -0,41 2,74
Xetrov72017131 ttc25 100145076 Str.34409 301619403,165971567 XM_002939039,BC158491 NA NA NA XB-GENEPAGE-5960303 XB-GENE-5960304 Xl.1507 Ttc25 74407 0 0 0 0 0 0 0 -1 0 0 0 0,02 0,2 -2,18 -0,12 0,26 -0,81
Xetrov72017134 cbfa2t2 100124871 Str.57512 156717511,134025483 NM_001102826,BC135600 core-binding factor, runt domain, alpha subunit 2; translocated to, 2 transcription factor, expressed during neurogenesis MTGR1|XETOR XB-GENEPAGE-950033 XB-GENE-950034 Xl.4960,Xl.16456 Cbfa2t2 12396 Xl.4960 0 0 0 Cbfa2t2 1 1 0 1 1 0 2,81 3,71 0,97 3,32 3,45 0,5
Xetrov72017135 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,49 NA NA NA
Xetrov72017137 tbkbp1 100496177 Str.5764 301621727 XM_002940153 NA NA NA XB-GENEPAGE-962067 XB-GENE-962068 Tbkbp1 73174 0 0 0 0 0 0 0 1 0 0 0 NA 1,58 3,46 NA 2,35 1,48
Xetrov72017149 fam83d 100496367 Str.4790 301606598 XM_002932871 NA NA NA XB-GENEPAGE-964362 XB-GENE-964363 Xl.76737,Xl.54991 Fam83d 71878 0 0 0 Fam83d 0 0 0 -1 0 0 0 -0,03 -0,15 -1,03 -0,37 -0,11 0,08
Xetrov72017193 grb7 100491741 Str.37074 301622181 XM_002940372 growth factor receptor-bound protein 7 signal transduction XB-GENEPAGE-855909 XB-GENE-855910 Xl.13508 Grb7 14786 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,23 4,98 NA -0,09
Xetrov72017202 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,47
Xetrov72017212 slc32a1 448348 Str.5507 49523024,52345793 BC075429,NM_001004943 solute carrier family 32 (GABA vesicular transporter), member 1 solute transport xVIAAT XB-GENEPAGE-489829 XB-GENE-489830 Xl.19057 Slc32a1 22348 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,25 NA NA NA
Xetrov72017221 NA NA NA NA NA NA NA NA NA Xl.19855 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,47 NA NA 0,07
Xetrov72017227 pltp 549505 Str.15666 134025720,77623956,349732130,349732132 BC136236,CR855805,NM_001016751,NM_001244909 phospholipid transfer protein BPI/LBP/CETP family protein XB-GENEPAGE-981860 XB-GENE-981861 Xl.17800 Pltp 18830 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,38 2,13 NA 1,25
Xetrov72017231 tox2 100124824 Str.40299 134026033,183985557,301606629 BC135452,BC166058,XM_002932882 TOX high mobility group box family member 2 transcriptional regulator XB-GENEPAGE-982430 XB-GENE-982431 Xl.30526,Xl.83015 Tox2 269389 0 0 0 0 Tox2 0 0 1 0 0 0 -0,96 0,21 1,87 -0,73 -0,01 0,89
Xetrov72017250 foxj1 496834 Str.533 51965799,77621694,58332585,56789644 CR759983,CT025166,NM_001011367,BC088533 forkhead box J1 forkhead domain transcription factor xfoxj1'|xfoxj1|hfh4|hfh-4 XB-GENEPAGE-853647 XB-GENE-853648 Xl.1396,Xl.34501 Foxj1 15223 0 0 0 0 0 0 0 -1 0 0 0 -0,71 -0,53 -2,28 -0,19 -0,5 -0,71
Xetrov72017266 tekt3 549229 Str.15141 77626929,77682010,134025976 CR760902,NM_001016475,BC135257 NA NA NA XB-GENEPAGE-989320 XB-GENE-989321 Xl.64108,Xl.22601 Tekt3 71062 0 0 0 0 0 0 0 -1 0 0 0 0,13 0,03 -1,68 -0,28 -0,26 -0,47
Xetrov72017270 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,47 NA NA -0,58
Xetrov72017273 notum 100145278 Str.27884 187607935,169642313 NM_001126756,BC160399 NA NA NA XB-GENEPAGE-996985 XB-GENE-996986 Xl.47365,Xl.16032 Notum 77583 0 0 0 0 Notum 0 0 1 0 0 0 -0,06 -0,08 2,33 -0,06 -0,1 -0,41
Xetrov72017275 krt24 496660 Str.27727 56556328,58332143 BC087788,NM_001011224 keratin 24 fibrous structural protein xak-a XB-GENEPAGE-920272 XB-GENE-920273 Xl.72 Krt24 75706 0 0 0 0 0 0 0 -1 0 0 0 0,83 0,39 -1,1 0,59 0,3 -0,19
Xetrov72017287 ubp1 496964 Str.27786 56972011,58332797 BC088609,NM_001011473 upstream binding protein 1 (LBP-1a) transcription factor cp-2| lbp-1| lbp1|ubp-1|cp2 XB-GENEPAGE-958758 XB-GENE-958759 Xl.72388,Xl.22874,Xl.79707 Ubp1 22221 0 0 0 0 0 0 0 -1 0 0 0 -0,85 -0,13 -2,57 -0,76 -0,05 -0,47
Xetrov72017291 cbx2 100491304 Str.66327 301627302,301627304 XM_002942769,XM_002942770 NA NA NA XB-GENEPAGE-970246 XB-GENE-970247 Xl.26473,Xl.57454 Cbx2 12416 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,25 1,19 -0,39 -0,25 0,2
Xetrov72017315 eef1a2 496898 Str.21740 56971172,58332685 BC088010,NM_001011418 NA NA NA XB-GENEPAGE-975438 XB-GENE-975439 Xl.8564,Xl.82642,Xl.85454 Eef1a2 13628 0 0 0 0 0 0 0 -1 0 0 0 0,41 0,46 -1,07 -0,02 0,76 -0,24
Xetrov72017317 pard6b 733488 Str.51797 191961773,189442524,77626468 NM_001128639,BC167691,CR760394 par-6 partitioning defective 6 homolog beta cell polarity Par-6|par6 XB-GENEPAGE-489860 XB-GENE-489861 Xl.626 Pard6b 58220 0 0 0 0 Pard6b 0 0 -1 0 0 0 -0,37 -0,22 -1,31 -0,58 -0,12 -0,25
Xetrov72017327 cdr2l 100486752 Str.15398 301621349 XM_002939980 NA NA NA XB-GENEPAGE-969162 XB-GENE-969163 Xl.9895 Cdr2l 237988 0 0 0 0 0 0 0 1 0 0 1 NA -0,27 2,63 0,83 -0,44 1,49
Xetrov72017331 krt17 100490897 301619397 XM_002939031 keratin 17 fibrous structural protein XB-GENEPAGE-490368 XB-GENE-490369 Xl.49520,Xl.17663,Xl.81359,Xl.81438 Krt17 16667 0 0 0 0 0 0 0 -1 0 0 0 0,85 0,51 -1,02 0,71 0,36 -0,22
Xetrov72017332 NA NA NA NA NA NA NA NA NA Xl.43371,Xl.58713,Xl.70261 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,29 0,52 3,15 0,14 0,27 1,21
Xetrov72017341 scrn2 779903 Str.37522 118404273,111308003 NM_001078981,BC121706 NA NA NA XB-GENEPAGE-1005949 XB-GENE-1005950 Xl.49594 Scrn2 217140 0 0 0 0 0 0 0 -1 0 0 0 NA -0,53 -1,53 NA -0,45 -0,94
Xetrov72017355 ift52 549341 Str.20368 77682361,77626368,140832716 NM_001016587,CR760612,BC135678 intraflagellar transport 52 homolog Sensory cilia assembly protein XB-GENEPAGE-982456 XB-GENE-982457 Xl.26052 Ift52 245866 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,3 -1,13 -0,04 -0,41 -0,39
Xetrov72017370 nptx1 100158577 Str.49285 183986183,189230309 BC166253,NM_001128007 neuronal pentraxin 1 Fibrillins and related proteins containing Ca2+-binding EGF-like domains neuronal pentraxin I|np1 XB-GENEPAGE-989879 XB-GENE-989880 Xl.76659 Nptx1 18164 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,46
Xetrov72017389 e2f1 100493924 Str.66912 301606623 XM_002932857 E2F transcription factor 1 transcription factor involved in control of cell cycle progression xE2F XB-GENEPAGE-481740 XB-GENE-481741 Xl.70573,Xl.80948 E2f1 13555 0 0 0 0 0 0 0 1 0 0 0 -0,05 -0,92 2,79 -0,13 -0,4 0,64
Xetrov72017394 bmp7.1 394805 Str.2661 45361238,38648997 NM_203866,BC063373 bone morphogenetic protein 7, gene 1 TGF-beta related peptide growth factor bmp7|bmp-7|op-1 XB-GENEPAGE-486013 XB-GENE-486014 Xl.442,Xl.79823 Bmp7 12162 0 0 0 0 0 0 0 -1 0 0 0 1,84 NA -1,73 NA NA -0,3
Xetrov72017457 gjc1 100491606 301612166 XM_002935563 gap junction protein, gamma 1, 45kDa connexon channel component gja7|cx45|connexin 45 XB-GENEPAGE-491088 XB-GENE-491089 Xl.3337 Gjc1 14615 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,51 NA NA NA
Xetrov72017461 zmynd12 496847 Str.3332 58332609,56788854,77623291 NM_001011379,BC088560,CR848399 zinc finger, MYND-type containing 12 XB-GENEPAGE-978194 XB-GENE-978195 NA Zmynd12 332934 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,23 NA NA -0,72
Xetrov72017497 spo11 493562 Str.26760 56118717,51513368 NM_001008199,BC080352 NA NA NA XB-GENEPAGE-995589 XB-GENE-995590 NA Spo11 26972 0 0 0 0 0 0 0 0 1 0 0 1,85 NA NA 2,48 NA NA
Xetrov72017499 ptrf 448589 Str.68545 49903490,52346011 BC076925,NM_001005049 NA NA NA XB-GENEPAGE-996119 XB-GENE-996120 Xl.10139 Ptrf 19285 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,24 NA NA -0,36
Xetrov72017522 chad NA NA NA NA NA NA XB-GENEPAGE-957653 XB-GENE-957654 ,Xl.24593 Chad 12643 0 0 0 0 Chad 0 0 0 1 0 0 NA NA NA 4,07 NA NA
Xetrov72017525 g6pc2 100125173 Str.58281 138519717,156717977 BC135814,NM_001103061 NA NA NA XB-GENEPAGE-963988 XB-GENE-963989 Xl.47697,Xl.12866 G6pc2 14378 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,66 NA NA 2,26
Xetrov72017526 NA NA NA NA NA NA NA NA NA Xl.5979 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,94 NA NA 1,52
Xetrov72017529 g6pc 100127753 Str.12632 159155567,163915158 BC154943,NM_001113088 NA NA NA XB-GENEPAGE-5765473 XB-GENE-5765474 Xl.23539,Xl.5165 G6pc 14377 0 0 0 0 0 0 0 1 0 0 0 0,26 0,02 3,02 0,28 0,1 0,99
Xetrov72017535 NA NA NA NA NA NA NA NA NA Xl.79122 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,69 NA 2,02 1,14 NA NA
Xetrov72017542 sgk2 100036607 Str.77580 117558468,301606588,183985757,163916059 BC125760,XM_002932868,BC166332,BC157291 serum/glucocorticoid regulated kinase 2 Ribosomal protein S6 kinase and related proteins XB-GENEPAGE-982511 XB-GENE-982512 NA Sgk2 27219 0 0 0 0 0 0 0 -1 0 0 0 0,18 0,16 -1,29 0,18 0,24 -0,26
Xetrov72017553 NA NA NA NA NA NA NA NA NA Xl.50456,Xl.82280 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,03 -2,44 NA -0,06 -0,86
Xetrov72017571 snai1 394880 Str.28107 39795794,45361378,54110590 BC064223,NM_203936,CR759990 snail homolog 1 zinc finger transcriptional repressor sna|snail|xSna|Xsnail|snail1 XB-GENEPAGE-479969 XB-GENE-479970 Xl.13309,Xl.78203,Xl.78611 Snai1 20613 Xl.13309 0 0 0 0 1 1 0 1 1 0 2,1 2,14 -0,05 4,92 2,03 0,07
Xetrov72017595 rbfox3 100496414 Str.31553 301605849 XM_002932517 NA NA NA XB-GENEPAGE-976380 XB-GENE-976381 Xl.57891 Rbfox3 52897 0 0 0 0 0 0 0 1 0 0 0 -0,09 -0,46 2,19 0,13 -0,42 1,34
Xetrov72017609 mafb 595086 Str.10135 71895746,65306487,63102301 NM_001030523,DQ018731,BC094951 v-maf musculoaponeurotic fibrosarcoma oncogene homolog B basic leucine zipper (bZIP) transcription factor kreisler|xmafb XB-GENEPAGE-6085858 XB-GENE-6085859 Xl.19807,Xl.12769 Mafb 16658 0 Xl.12769 0 0 0 0 0 -1 1 0 0 -0,53 -0,09 -2,06 1,82 0,01 -0,98
Xetrov72017624 dhrs7c 100135266 Str.29246 163915637,166158026 BC157553,NM_001113951 NA NA NA XB-GENEPAGE-5956200 XB-GENE-5956201 Xl.18984 Dhrs7c 68460 0 0 0 0 0 0 0 -1 0 0 0 NA -0,6 -1,81 NA -0,41 -0,46
Xetrov72017625 tob1 549365 Str.11008 134023698,134085390,77626287 BC135195,NM_001016611,CR760526 transducer of ERBB2, 1 anti-proliferative factor XB-GENEPAGE-852942 XB-GENE-852943 Xl.6421 Tob1 22057 0 0 0 0 0 0 0 -1 0 0 0 0,54 0,12 -1,4 -0,17 0,18 -0,15
Xetrov72017630 lrrc59 407863 Str.65214 47575721,45501088 NM_001001205,BC067310 NA NA NA XB-GENEPAGE-963186 XB-GENE-963187 Xl.7355,Xl.79317,Xl.80932 Lrrc59 98238 0 0 0 0 Lrrc59 0 0 -1 0 0 0 0,36 0,12 -1,03 0,03 0,08 -0,47
Xetrov72017656 cdk5r1 100497533 301612174 XM_002935515 cyclin-dependent kinase 5, regulatory subunit 1 (p35) CDK5 kinase activator XB-GENEPAGE-1032902 XB-GENE-1032903 Xl.178 Cdk5r1 12569 0 0 0 0 0 0 0 1 0 0 1 -0,31 -0,27 2,55 -0,45 -0,08 1,8
Xetrov72017684 afmid 100127853 Str.31427 163914840,160774243 NM_001113152,BC155482 NA NA NA XB-GENEPAGE-5885602 XB-GENE-5885603 Afmid 71562 0 0 0 0 Afmid 0 0 -1 0 0 0 NA NA -1,42 NA NA -0,59
Xetrov72017690 c20orf118 100493022 Str.71081 301626296,301626294 XM_002942284,XM_002942283 NA NA NA XB-GENEPAGE-996509 XB-GENE-996510 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,41
Xetrov72017695 tgif2 100127190 Str.51993 301606584,77623058,301606582 XM_002932852,CT030554,XM_002932851 TGFB-induced factor homeobox 2 homeodomain transcription factor xtgif2 XB-GENEPAGE-876496 XB-GENE-876497 Xl.7324,Xl.39944 Tgif2 228839 0 0 0 0 0 0 0 1 0 0 0 0,18 0,24 1,56 -0,4 0,63 0,1
Xetrov72017698 unknown NA NA NA NA NA NA NA NA NA Xl.10911,Xl.54521 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA 1,02 6,16 NA 0,38
Xetrov72017729 ccdc103 496703 Str.1698 90017448,140833064,56789361,77626441 NM_001039733,BC135828,BC086501,CR760363 coiled-coil domain containing 103 XB-GENEPAGE-922049 XB-GENE-922050 Xl.85861,Xl.49841 Ccdc103 73293 0 0 0 Ccdc103 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -1,18
Xetrov72017736 cyb561 448092 Str.125 77622363,54020774,49257757 CR848143,NM_001005633,BC074620 NA NA NA XB-GENEPAGE-955820 XB-GENE-955821 Xl.6682 Cyb561 13056 0 0 0 0 0 0 0 -1 0 0 0 0,38 0,39 -1,65 0,42 0,52 -0,38
Xetrov72017744 hoxb8 100493882 301617262 XM_002938021 homeobox B8 homeodomain transcription factor hoxb-8 XB-GENEPAGE-990960 XB-GENE-990961 Xl.79158,Xl.9701 Hoxb8 15416 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,32 NA NA -1,89
Xetrov72017765 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,17 NA NA NA
Xetrov72017783 nog 493191 Str.85046 284813511,50982265 NM_001171898,AY672091 noggin extracellular BMP antagonist noggin-1|nog1|noggin|noggin 1|nog-A XB-GENEPAGE-487723 XB-GENE-487724 Xl.834 Nog 18121 0 0 0 0 0 0 0 0 -1 0 0 -1,02 -1,33 0,28 -2,25 -0,48 0,12
Xetrov72017786 rbm38 448763 Str.65021 77622805,55742351,49523026 CR848225,NM_001006915,BC075431 RNA binding motif protein 38 nucleic acid binding rnpc1|XSeb4R XB-GENEPAGE-489544 XB-GENE-489545 Xl.54070,Xl.76943,Xl.77919,Xl.84751 Rbm38 56190 0 0 0 0 0 0 0 0 1 0 0 1,03 0,68 -0,64 1,5 0,66 0,21
Xetrov72017788 rab37 100495221 301620508 XM_002939563 RAB37, member RAS oncogene family small GTPase XB-GENEPAGE-493127 XB-GENE-493128 Xl.58735 Rab37 58222 0 0 0 0 0 0 0 -1 0 0 0 NA -0,15 -1,4 NA -0,46 -0,55
Xetrov72017800 mxra7 594877 Str.29637 301612981,60551293,301612979 XM_002935926,BC091054,XM_002935925 NA NA NA XB-GENEPAGE-953445 XB-GENE-953446 Xl.48885,Xl.15502 Mxra7 67622 Xl.15502 0 0 0 0 1 1 1 1 1 1 6,99 5,43 2,94 7,2 5,65 2,66
Xetrov72017836 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,65 NA NA -0,97
Xetrov72017855 NA NA NA NA NA NA NA NA NA Xl.14572 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,08 -0,12 -1,39 -0,42 -0,19 -0,34
Xetrov72017857 dlx3 594954 Str.1302 71896232,77624399,60688065 NM_001030395,CR942714,BC090605 distal-less homeobox 3 homeodomain and LIM zinc binding domain transcription factor xdlx3|ai4| tdo XB-GENEPAGE-5879292 XB-GENE-5879293 Xl.59850,Xl.838,Xl.75902 Dlx3 13393 0 0 0 0 0 0 0 -1 0 0 0 0,27 1,02 -1,72 -0,21 0,86 -0,29
Xetrov72017858 ppp1r1b 100124928 Str.22036 134025784,156717603 BC135788,NM_001102872 protein phosphatase 1, regulatory (inhibitor) subunit 1B XB-GENEPAGE-958545 XB-GENE-958546 Xl.46867,Xl.81817 Ppp1r1b 19049 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 3,35
Xetrov72017877 arl5c 733518 Str.51945 77626819,113205637 CR760784,NM_001044444 NA NA NA XB-GENEPAGE-5898152 XB-GENE-5898153 Xl.42258,Xl.7620,Xl.81032 Arl5c 217151 0 0 0 0 0 0 0 1 0 0 0 0,13 -0,61 1,27 -0,17 -0,35 0,29
Xetrov72017882 limd2 496845 Str.9984 58332605,56789759 NM_001011377,BC088558 NA NA NA XB-GENEPAGE-986973 XB-GENE-986974 Xl.57614,Xl.47419 Limd2 67803 0 0 0 0 0 0 0 1 0 0 0 -0,43 -1,05 1,31 -0,37 -0,92 0,69
Xetrov72017901 hn1 100271760 Str.20774 171847155,54114963,49903587,224809528 BC161642,BK001573,BC077053,NM_001145748 hematological and neurological expressed 1 XB-GENEPAGE-958067 XB-GENE-958068 Xl.57380,Xl.6289 Hn1 15374 0 0 0 0 0 0 0 1 0 0 0 0,4 -0,63 1,75 -0,42 -0,42 0,9
Xetrov72017902 timp2 548477 Str.28762 62751547,58476362 NM_001015760,BC089696 NA NA NA XB-GENEPAGE-949670 XB-GENE-949671 Xl.67021,Xl.19983 Timp2 21858 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,04 NA NA NA
Xetrov72017942 NA NA NA NA NA NA NA NA NA Xl.68929 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,45 NA NA
Xetrov72017945 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 1 0 0 2,13 NA -1,12 2,67 NA -0,21
Xetrov72017965 NA NA NA NA NA NA NA NA NA Xl.72075 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,2
Xetrov72017971 rps21 448708 Str.50364 50418439,77623286,52346163 BC077662,CR848394,NM_001005126 NA NA NA XB-GENEPAGE-1007929 XB-GENE-1007930 Xl.29265,Xl.78526 Rps21 66481 0 0 0 0 0 1 0 0 0 0 0 1,63 1,08 0,86 0,83 0,95 0,05
Xetrov72017990 NA NA NA NA NA NA NA NA NA Xl.12910 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,25 NA NA -0,17
Xetrov72018003 pkig 100380005 Str.53367 301607240,77621760 XM_002933162,CT025238 NA NA NA XB-GENEPAGE-950511 XB-GENE-950512 Xl.55737,Xl.55811 Pkig 18769 0 0 0 0 0 0 0 1 0 0 0 NA -0,37 2,85 NA -0,26 0,93
Xetrov72018007 pmp22 594946 Str.40256 60618400,112808006,71896260 BC090587,CU075775,NM_001030381 NA NA NA XB-GENEPAGE-1004857 XB-GENE-1004858 Xl.2292,Xl.14729 Pmp22 18858 0 0 0 0 0 0 0 1 1 0 1 NA NA 1,37 3,28 NA 1,68
Xetrov72018018 val NA NA NA NA NA NA XB-GENEPAGE-6492238 XB-GENE-6492239 Xl.15505 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -3 NA NA -1,21
Xetrov72018051 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,96 NA NA -0,61
Xetrov72018054 xak-b NA NA NA NA NA NA XB-GENEPAGE-6492018 XB-GENE-6492019 Xl.73 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,84 0,39 -1,07 0,56 0,29 -0,18
Xetrov72018069 syngr2 448480 Str.19173 49522528,55742457 BC075595,NM_001006784 NA NA NA XB-GENEPAGE-1005720 XB-GENE-1005721 Xl.48307 Syngr2 20973 0 0 0 0 Syngr2 0 0 -1 0 0 0 0,08 -0,08 -1,1 -0,4 -0,18 -0,14
Xetrov72018089 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,63 NA NA -1,16
Xetrov72018099 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,66 NA NA -0,87
Xetrov72018111 aoc2 100497523 301605870 XM_002932521 NA NA NA XB-GENEPAGE-949683 XB-GENE-949684 Xl.9482 Aoc2 237940 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,46 NA NA -0,12
Xetrov72018117 c20orf85 100497814 Str.28428 301626797 XM_002942529 NA NA NA XB-GENEPAGE-6032449 XB-GENE-6032450 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,11 NA NA -0,76
Xetrov72018119 dlgap4 100216183 Str.69530 213982914,197246548 NM_001142152,BC168475 NA NA NA XB-GENEPAGE-1010900 XB-GENE-1010901 Xl.79713 Dlgap4 228836 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,52 NA NA NA
Xetrov72018122 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,44 NA -1,19 0,77 NA -0,07
Xetrov72018124 cdc6 493356 Str.55497 51704004,56118453,77621393 BC080872,NM_001007993,CR761778 NA NA NA XB-GENEPAGE-974719 XB-GENE-974720 Xl.61272,Xl.46378 Cdc6 23834 0 0 0 Cdc6 0 0 0 1 0 0 0 0,25 0,04 2,24 0,08 0,13 0,14
Xetrov72018136 osbpl2 403099 Str.3404 112808009,77625831,45433587,42490780 CU075778,CR760113,NM_205832,BC066128 oxysterol binding protein-like 2 steroid metabolism XB-GENEPAGE-855644 XB-GENE-855645 Xl.70192,Xl.14521 Osbpl2 228983 0 0 0 0 0 0 0 -1 0 0 0 0,37 -0,02 -1,04 0,36 -0,02 -0,27
Xetrov72018177 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,23 0,52 NA -0,51
Xetrov72018182 shisa6 779586 Str.79570 301624963,116063520 XM_002941722,BC123002 NA NA NA XB-GENEPAGE-6045582 XB-GENE-6045583 NA Shisa6 380702 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,53 NA NA NA
Xetrov72018199 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,77 0,4 -1,91 -0,27 0,41 -0,49
Xetrov72018219 pnmt 100492236 301622189 XM_002940375 NA NA NA XB-GENEPAGE-962103 XB-GENE-962104 Pnmt 18948 0 0 0 0 0 0 0 0 0 0 1 -0,21 -0,16 NA -0,48 -0,19 3,4
Xetrov72018240 znf451 100485490 301612201 XM_002935525 zinc finger protein 451 zinc finger, C2H2 type XB-GENEPAGE-5770743 XB-GENE-5770744 Xl.77902,Xl.78183 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,36 1,77 -0,04 -0,37 -0,14
Xetrov72018277 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,29 0,02 3,74 -0,49 -0,24 NA
Xetrov72018279 lix1l 100489293 Str.66599 301630534 XM_002944326 NA NA NA XB-GENEPAGE-6040736 XB-GENE-6040737 Xl.80940 Lix1l 280411 0 0 0 0 0 0 0 1 0 0 0 -0,2 0,02 3,46 -0,3 -0,31 NA
Xetrov72018288 thbs3 496875 Str.29011 58332657,56789650 NM_001011401,BC088610 NA NA NA XB-GENEPAGE-5761977 XB-GENE-5761978 Xl.198 Thbs3 21827 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,55 NA NA
Xetrov72018290 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,56 NA NA NA
Xetrov72018294 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,4 NA NA -0,91
Xetrov72018295 zfyve28 779953 Str.54793 118404953,112419070 NM_001079030,BC121929 zinc finger, FYVE domain containing 28 FYVE finger-containing protein XB-GENEPAGE-1219056 XB-GENE-1219057 Xl.2094 Zfyve28 231125 0 0 0 0 0 0 0 -1 0 0 0 -0,91 -0,45 -1,06 -0,71 -0,23 -0,19
Xetrov72018296 mxd4 100124794 Str.36563 134025402,156717397 BC135370,NM_001102769 MAX dimerization protein 4 mst149|mstp149|bhlhc12|xmad4 XB-GENEPAGE-6257572 XB-GENE-6257573 Xl.486,Xl.26468 Mxd4 17122 0 0 0 0 0 0 0 -1 0 0 0 NA -0,89 -1,98 NA -0,42 -1,35
Xetrov72018301 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,36 NA NA -0,31
Xetrov72018307 a2ml1 100127688 Str.70039 163915014,159155961 NM_001113027,BC154698 NA NA NA XB-GENEPAGE-5943820 XB-GENE-5943821 Xl.80096 NA NA 0 0 0 0 0 0 0 0 1 0 1 1,47 NA 1,33 2,14 NA 3,13
Xetrov72018322 psmb8 445258 Str.4 158518463,157423122,7527368 NM_001110042,BC153713,AB033151 proteasome (prosome, macropain) subunit, beta type, 8 (large multifunctional peptidase 7) 20S proteasome, regulatory subunit low molecular mass protein-7 (LMP-7) homolog| lmp7 XB-GENEPAGE-479063 XB-GENE-479064 Xl.162,Xl.169 Psmb8 16913 0 0 0 0 0 0 0 -1 0 0 0 0,38 0,01 -1,62 -0,2 0,08 -0,78
Xetrov72018330 dnmt1 100151716 Str.55146 77621984,301609668 CT025477,XM_002934338 DNA (cytosine-5-)-methyltransferase 1 maintenance methyltransferase xDnmt1|DNA MeTase XB-GENEPAGE-965561 XB-GENE-965562 Xl.55544,Xl.76219 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,58 -0,52 2,28 -0,51 -0,48 0,45
Xetrov72018404 plxna3 448633 Str.53500 55742295,49903530 NM_001006865,BC076975 plexin A3 semaphorin co-receptor plexin A3|plxn3|plxn4|xap-6|plexin-A3 XB-GENEPAGE-856556 XB-GENE-856557 Xl.51841,Xl.80319 Plxna3 18846 0 0 0 0 0 0 0 1 0 0 0 -0,44 -0,32 1,7 0,11 -0,26 0,49
Xetrov72018408 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,33 NA NA 0,42
Xetrov72018432 ttf2 100488872 Str.34376 301630531 XM_002944325 NA NA NA XB-GENEPAGE-5761928 XB-GENE-5761929 Xl.16195 Ttf2 74044 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,02 2,29 NA 0,09
Xetrov72018437 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,04 1,42 -0,02 -0,22 -0,02
Xetrov72018440 pik3r5 733968 Str.40841 77624237,113931391 CR942524,NM_001045678 NA NA NA XB-GENEPAGE-1015956 XB-GENE-1015957 Xl.2361 Pik3r5 320207 0 0 0 0 Pik3r5 0 0 0 1 0 0 2,15 NA NA 3,86 NA NA
Xetrov72018443 mfsd6l 100379844 Str.45817 301615186,77622646 XM_002936996,CT030402 NA NA NA XB-GENEPAGE-5841490 XB-GENE-5841491 Xl.17718,Xl.30347 Mfsd6l 215723 0 0 0 0 0 0 0 -1 0 0 0 0,15 -0,36 -1,09 -0,35 -0,36 -0,21
Xetrov72018461 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,26 -1,23 NA 0,04 -0,18
Xetrov72018470 iqcb1 780113 Str.70416 118404569,115313719 NM_001079188,BC123941 NA NA NA XB-GENEPAGE-975372 XB-GENE-975373 Xl.46776 Iqcb1 320299 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,03 -1,17 -0,09 -0,14 -0,61
Xetrov72018481 lhx2 100486746 301618804 XM_002938749 LIM homeobox 2 homeodomain transcription factor x-Lhx2|XLhx2 XB-GENEPAGE-490330 XB-GENE-490331 Xl.85824,Xl.21557,Xl.21558 Lhx2 16870 0 0 0 0 0 1 0 0 1 0 0 5,86 NA NA 5,99 NA NA
Xetrov72018499 tspan4 549038 Str.11817 77681351,213625423,213625435,77621022,189442043 NM_001016284,BC170584,BC170610,CR761602,BC167361 NA NA NA XB-GENEPAGE-958394 XB-GENE-958395 Xl.2260 Tspan4 64540 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,37 NA NA 0,52
Xetrov72018503 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,5 0,24 -1,17 -0,12 0,1 -0,44
Xetrov72018505 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,42 1,87 NA -0,25 NA
Xetrov72018507 pm20d2 613074 Str.42226 73853797,63146255 NM_001032311,BC096002 NA NA NA XB-GENEPAGE-969481 XB-GENE-969482 Xl.74139 Pm20d2 242377 0 0 0 0 0 0 0 1 0 0 0 0,29 -0,07 2,37 0,06 -0,31 NA
Xetrov72018527 celf3 549245 Str.15393 213625603,77681503,158253637,77626860 BC170955,NM_001016491,BC154063,CR760829 NA NA NA XB-GENEPAGE-5796617 XB-GENE-5796618 Xl.12160,Xl.986 Celf3 78784 0 0 0 0 Celf3 0 0 1 0 0 1 NA NA 5,57 NA NA 4,78
Xetrov72018574 fat1 100489070 Str.68780 301623206,301623208 XM_002940865,XM_002940866 FAT tumor suppressor homolog 1 cadherin/protocadherin superfamily, cell adhesion/signal transduction me5|cdhf7 XB-GENEPAGE-920278 XB-GENE-920279 Xl.9028,Xl.76709 Fat1 14107 0 0 0 0 0 0 0 0 1 0 0 0,57 0,17 0,84 1,28 0,29 -0,01
Xetrov72018579 dnah10 100492440 Str.38700 301611442 XM_002935198 dynein, axonemal, heavy chain 10 Dyneins, heavy chain XB-GENEPAGE-5715440 XB-GENE-5715441 Xl.7994 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,19 0,22 -2,38 -0,12 0,1 -0,91
Xetrov72018581 c12orf51 100145058 Str.8612 301621675,165970573 XR_097766,BC158469 NA NA NA XB-GENEPAGE-5899474 XB-GENE-5899475 Xl.58094,Xl.58643,Xl.80383 NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,77 -0,04 1,6 -0,08 0,04 1,2
Xetrov72018582 fras1 100487299 Str.63374 301611977 XM_002935451 Fraser syndrome 1 extracellular matrix protein XB-GENEPAGE-478806 XB-GENE-478807 ,Xl.12439 Fras1 231470 0 0 0 0 0 0 0 1 0 0 0 -0,19 0,03 1,52 0,69 0,08 0,63
Xetrov72018584 dnah6 100487613 Str.72238 301611981 XM_002935453 NA NA NA XB-GENEPAGE-6050690 XB-GENE-6050691 Dnahc6 330355 0 0 0 0 0 1 0 -1 0 0 0 4,67 NA -1,98 NA NA -0,83
Xetrov72018587 vcan 100101672 Str.67562 77623006,113197712,301612479 CT030502,BC121258,XM_002935704 versican extracellular matrix chondroitin sulfate proteoglycan 2|Xversican|versican XB-GENEPAGE-922301 XB-GENE-922302 Xl.70991,Xl.84046 Vcan 13003 0 0 0 0 0 0 0 1 1 0 1 1,8 1,1 4,56 3,44 1,08 4,93
Xetrov72018592 fat4 100145590 Str.28502 301604927,170285296 XM_002932058,BC161325 NA NA NA XB-GENEPAGE-981051 XB-GENE-981052 Xl.51690 Fat4 329628 0 0 0 0 Fat4 0 0 1 1 0 0 1,47 NA 6,27 3,56 NA NA
Xetrov72018611 dmxl1 100495447 Str.85380 301604248 XM_002931732 NA NA NA XB-GENEPAGE-948749 XB-GENE-948750 Dmxl1 240283 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,35 -1,02 -0,33 0,1 -0,22
Xetrov72018624 fbn3 100151721 Str.66746 188528940,183986218 NM_001127424,BC166351 fibrillin 3 Fibrillins and related proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-1217675 XB-GENE-1217676 Xl.15872,Xl.12214,Xl.73318,Xl.79250 NA NA 0 0 0 0 0 0 0 1 0 0 1 1,11 NA 2,92 1,48 NA 1,44
Xetrov72018628 fbn2 100494368 Str.63170 301604218 XM_002931725 fibrillin 2 (congenital contractural arachnodactyly) extracellular matrix structural constituent XB-GENEPAGE-494556 XB-GENE-494557 Fbn2 14119 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,16 2,1 -0,12 -0,31 1,04
Xetrov72018652 cspg4 100145673 Str.26829 51967874,301623706 CR761965,XM_002941112 NA NA NA XB-GENEPAGE-5893459 XB-GENE-5893460 NA Cspg4 121021 0 0 0 0 0 0 0 0 0 1 0 0,28 0,99 0,56 0,61 1,18 -0,04
Xetrov72018659 apc2 100487473 Str.84778 301623723 XM_002941120 NA NA NA XB-GENEPAGE-995290 XB-GENE-995291 Xl.8904,Xl.13877,Xl.50320 Apc2 23805 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,95 NA NA 4,64
Xetrov72018663 pole 100498309 Str.37371 301609550 XM_002934292 NA NA NA XB-GENEPAGE-1011588 XB-GENE-1011589 Xl.7695 Pole 18973 0 0 0 0 0 0 0 1 0 0 0 -0,64 -0,1 1,76 -0,47 -0,22 0,4
Xetrov72018664 map1b 779460 Str.12875 301610676,111307856,156230528,165905277 XM_002934819,BC121382,BC152029,BC157760 NA NA NA XB-GENEPAGE-6044421 XB-GENE-6044422 Xl.8447,Xl.8859 Mtap1b 17755 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,36 NA NA 6,18
Xetrov72018667 abca1 100491942 Str.70554 301608937 XM_002933982 ATP-binding cassette, sub-family A (ABC1), member 1 Lipid exporter ABCA1 and related proteins, ABC superfamily tgd|abc1|cerp|abc-1|hdldt1 XB-GENEPAGE-1001142 XB-GENE-1001143 Abca1 11303 0 0 0 0 0 0 0 1 0 0 0 -0,52 -0,03 1,71 0,02 -0,06 0,49
Xetrov72018679 dock8 100488105 Str.54164 301612281 XM_002935601 NA NA NA XB-GENEPAGE-987087 XB-GENE-987088 Dock8 76088 0 0 0 0 0 0 0 -1 0 0 0 -0,37 -0,48 -1,09 -0,07 -0,35 -0,58
Xetrov72018690 pcm1 100145303 Str.78178 169642332,187608457 BC160470,NM_001126780 NA NA NA XB-GENEPAGE-958590 XB-GENE-958591 Xl.925 Pcm1 18536 0 0 0 0 0 0 0 -1 0 0 0 -0,32 0,07 -1,61 -0,12 0,12 -0,82
Xetrov72018694 ttc28 100485210 Str.40303 301604997 XM_002932099 NA NA NA XB-GENEPAGE-998937 XB-GENE-998938 NA 209683 0 0 0 0 0 0 0 1 0 0 0 NA -0,54 3,35 NA -0,4 0,68
Xetrov72018703 myh6 100216059 Str.31688 195539955,301619361 BC167941,XM_002939016 myosin, heavy chain 6, cardiac muscle, alpha Myosin class II heavy chain muzak|muz|MHC-alpha|MHCalpha XB-GENEPAGE-968717 XB-GENE-968718 Xl.50419,Xl.1097,Xl.3161,Xl.42685,Xl.76374,Xl.85123 Myh6 17888 0 0 0 0 0 0 0 1 1 0 0 1,08 NA 2,66 1,57 NA 1,32
Xetrov72018725 myo5b 100379760 Str.16320 211853161,301614156 BC168628,XM_002936508 NA NA NA XB-GENEPAGE-988438 XB-GENE-988439 Xl.12959 Myo5b 17919 0 0 0 0 0 0 0 -1 0 0 0 -0,22 0,17 -1,12 0,65 0,11 -0,09
Xetrov72018737 adamtsl1 NA Str.37632 NA NA ADAMTS-like 1 disintegrin metalloprotease punctin|adamtsr1 XB-GENEPAGE-987229 XB-GENE-987230 NA Adamtsl1 77739 0 0 0 0 Adamtsl1 0 0 1 0 0 0 -0,11 -0,26 3,49 1,12 -0,07 NA
Xetrov72018755 spef2 100491905 Str.43042 301621320 XM_002939957 NA NA NA XB-GENEPAGE-5821387 XB-GENE-5821388 Xl.50027 Spef2 320277 0 0 0 0 0 0 0 -1 0 0 0 -0,23 0,02 -2,67 -0,16 -0,06 -0,84
Xetrov72018763 loxhd1 100487617 301614134 XM_002936511 NA NA NA XB-GENEPAGE-6467523 XB-GENE-6467524 NA Loxhd1 240411 0 0 0 0 0 0 0 -1 0 0 0 -0,93 0,05 -2,58 -0,14 -0,11 -0,83
Xetrov72018777 nwd1 100492543 Str.60173 301609744 XM_002934378 NA NA NA XB-GENEPAGE-985039 XB-GENE-985040 Nwd1 319555 0 0 0 0 0 1 0 -1 1 0 0 3 2,5 -1,68 4,02 NA -0,87
Xetrov72018778 kif21b 779607 Str.54756 111306093,301605087 BC121388,XR_097131 NA NA NA XB-GENEPAGE-981199 XB-GENE-981200 Xl.11734 Kif21b 16565 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,88 NA NA NA
Xetrov72018781 kiaa0922 100144926 Str.66778 112807927,165971481,77621743,301607901 CU075696,BC158191,CT025219,XM_002933479 NA NA NA XB-GENEPAGE-983403 XB-GENE-983404 Xl.78818,Xl.78678,Xl.9794 NA NA 0 0 0 0 0 0 -1 1 0 0 0 -0,76 -1,16 1,18 -0,71 -0,76 0,46
Xetrov72018795 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,17 2,93 0,84 0,12 1,25
Xetrov72018810 golga3 100490349 Str.67159 301604571 XM_002931878 NA NA NA XB-GENEPAGE-963701 XB-GENE-963702 Xl.74208 Golga3 269682 0 0 0 0 0 0 0 -1 0 0 0 -0,74 -0,21 -1,04 -0,47 -0,19 -0,29
Xetrov72018824 NA NA NA NA NA NA NA NA NA Xl.79284 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,05 0,3 1,86 0,12 0,2 0,57
Xetrov72018835 ptch1 100492061 Str.86166 301610986 XM_002934973 patched 1 hedgehog receptor, signal transduction XPtc1|patched1|patched|Ptc-1 XB-GENEPAGE-488221 XB-GENE-488222 Xl.759 Ptch1 19206 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,07 1,01 0,14 0,19 0,08
Xetrov72018842 rimbp2 780347 Str.22475 118404791,116487756 NM_001079417,BC125708 NA NA NA XB-GENEPAGE-994107 XB-GENE-994108 Xl.14264 Rimbp2 231760 0 0 0 0 0 0 0 1 0 0 0 0,49 -0,41 3,62 0,6 -0,22 NA
Xetrov72018851 frmpd1 NA NA NA NA NA NA XB-GENEPAGE-954373 XB-GENE-954374 NA Frmpd1 666060 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 5,11
Xetrov72018853 trpm3 100486999 Str.74996 301612256 XM_002935595 NA NA NA XB-GENEPAGE-6037553 XB-GENE-6037554 NA Trpm3 226025 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,44 NA NA NA
Xetrov72018862 tmem2 100379691 Str.52774 77627455,301612254 CR761108,XM_002935585 NA NA NA XB-GENEPAGE-953063 XB-GENE-953064 Xl.23798 Tmem2 83921 0 0 0 0 0 0 0 1 0 0 0 -0,17 -0,11 1,72 0 -0,2 0,82
Xetrov72018883 pitpnm2 100216221 Str.38493 197245639,213983000 BC168561,NM_001142189 phosphatidylinositol transfer protein, membrane-associated 2 Phosphatidylinositol transfer protein XB-GENEPAGE-1011953 XB-GENE-1011954 Pitpnm2 19679 0 0 0 0 Pitpnm2 0 0 0 1 0 0 1,19 0,81 0,58 1,16 1,16 -0,03
Xetrov72018901 ankle1 100498215 Str.44718 301617099 XM_002937942 NA NA NA XB-GENEPAGE-6045313 XB-GENE-6045314 Xl.41239,Xl.30277,Xl.69094 Ankle1 234396 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,22 1,12 0,06 -0,06 0,24
Xetrov72018902 cntln 100379901 Str.58048 77621742,301612410 CT025218,XM_002935668 NA NA NA XB-GENEPAGE-953150 XB-GENE-953151 Xl.70448 Cntln 338349 0 0 0 0 0 0 0 -1 0 0 0 -0,09 -0,07 -1,24 0,03 -0,01 -0,8
Xetrov72018911 whsc1 100125213 Str.51297 170284945,301614672,77622397 BC161082,XM_002936763,CT027915 Wolf-Hirschhorn syndrome candidate 1 transcription factor XB-GENEPAGE-988823 XB-GENE-988824 Xl.21216,Xl.41905,Xl.71062,Xl.80891 Whsc1 107823 0 0 0 0 0 0 0 1 0 0 0 -0,48 -0,36 1,83 -0,3 -0,3 0,08
Xetrov72018915 cacna1s 100485035 Str.29286 301624315 XM_002941406 NA NA NA XB-GENEPAGE-5823873 XB-GENE-5823874 Xl.11094,Xl.57854,Xl.85714 Cacna1s 12292 0 0 0 0 0 0 0 1 0 0 0 0,33 NA 1,85 0,23 NA NA
Xetrov72018918 nek1 100036653 Str.57372 147898615,117558085 NM_001097211,BC127335 NA NA NA XB-GENEPAGE-983161 XB-GENE-983162 Xl.52938,Xl.71620,Xl.71833 Nek1 18004 0 0 0 0 0 0 0 -1 0 0 0 -0,13 0,19 -1,03 -0,09 0,1 -0,39
Xetrov72018941 c9orf93 100379793 Str.59138 301612418,77623815 XM_002935670,CR855650 NA NA NA XB-GENEPAGE-1003302 XB-GENE-1003303 NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,19 -0,73 -1,04 -0,58 -0,51 -1,17
Xetrov72018957 mn1 100101660 Str.79182 154147693,134025746 NM_001100202,BC135419 meningioma (disrupted in balanced translocation) 1 Chitinase meningioma|mgcr|mgcr1|mgcr1-pen XB-GENEPAGE-855610 XB-GENE-855611 Xl.57334,Xl.69093,Xl.82818 Mn1 433938 0 0 0 0 Mn1 0 1 1 1 1 0 0,85 2,69 2,88 2,38 1,88 0,53
Xetrov72018958 NA NA NA NA NA NA NA NA NA Xl.9652 NA NA 0 0 0 0 0 1 0 -1 1 0 0 2,14 0,47 -1,04 1,92 0,48 -0,22
Xetrov72018959 wdr19 100144725 Str.20897 166796225,183986718 BC159182,NM_001123477 WD repeat domain 19 WD40 repeat-containing protein XB-GENEPAGE-920012 XB-GENE-920013 Wdr19 213081 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,14 -1,44 -0,2 -0,33 -0,64
Xetrov72018966 agtpbp1 100135097 Str.23100 161611925,166158243 BC155703,NM_001113836 NA NA NA XB-GENEPAGE-5932582 XB-GENE-5932583 Xl.48335,Xl.58192 Agtpbp1 67269 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,17 -1,97 0,03 -0,32 -0,39
Xetrov72018971 arhgef40 100498627 301609559 XM_002934294 NA NA NA XB-GENEPAGE-6050451 XB-GENE-6050452 Arhgef40 268739 0 0 0 0 0 0 0 1 1 0 0 NA NA 3,16 2,54 NA NA
Xetrov72018981 rgnef 100492169 Str.86598 301610690 XM_002934839 NA NA NA XB-GENEPAGE-952323 XB-GENE-952324 NA Rgnef 110596 0 0 0 0 Rgnef 0 0 -1 0 0 0 NA NA -1,1 0,92 NA -0,55
Xetrov72019023 atp8a1 733571 Str.53460 301607844,77620754 XM_002933466,CR761417 NA NA NA XB-GENEPAGE-1000406 XB-GENE-1000407 Xl.52387,Xl.54750 Atp8a1 11980 0 0 0 0 0 0 0 1 0 0 1 -0,46 -0,35 1,63 -0,39 -0,34 1,59
Xetrov72019029 lamb3 100125073 Str.43227 134024217,301607980 BC136179,XM_002933504 NA NA NA XB-GENEPAGE-983490 XB-GENE-983491 Xl.56891 Lamb3 16780 0 0 0 0 0 1 1 0 0 0 0 2,36 2,3 0,69 1,16 0,8 0,13
Xetrov72019041 pcdh18 496568 Str.26404 58332001,54311357 NM_001011150,BC084899 protocadherin 18 Cadherin repeats XB-GENEPAGE-486208 XB-GENE-486209 Xl.85812 Pcdh18 73173 0 0 0 0 0 0 1 1 1 1 0 1,01 3,03 2,38 2,6 4,29 -0,19
Xetrov72019066 jak2 100036599 Str.39589 148222247,189441619,117558460,110289874 NM_001097165,BC167392,BC125682,CU025184 Janus kinase 2 (a protein tyrosine kinase) protein tyrosine kinase XB-GENEPAGE-483711 XB-GENE-483712 Xl.3112,Xl.77651,Xl.80150 Jak2 16452 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,1 -1,12 -0,29 -0,32 0,06
Xetrov72019070 tbc1d1 733547 Str.52481 77627300,301618593 CR761263,XM_002938655 NA NA NA XB-GENEPAGE-5959647 XB-GENE-5959648 Tbc1d1 57915 0 0 0 0 0 0 0 -1 0 0 0 -0,33 -0,13 -1,02 -0,2 -0,2 -0,3
Xetrov72019086 fhdc1 734113 Str.52068 77624454,301607903 CR942785,XM_002933493 NA NA NA XB-GENEPAGE-983432 XB-GENE-983433 Fhdc1 229474 0 0 0 0 0 0 0 -1 0 0 0 -1,07 -0,59 -1,24 -0,51 0,12 -0,62
Xetrov72019090 megf10 780183 Str.46279 118404387,116487752 NM_001079258,BC125696 multiple EGF-like-domains 10 Proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-491973 XB-GENE-491974 NA Megf10 70417 0 0 0 0 0 0 0 1 1 0 0 NA NA 7,11 4,44 NA NA
Xetrov72019115 pdgfra 100124862 Str.58602 156717499,134023838 NM_001102820,BC135576 NA NA NA XB-GENEPAGE-6072919 XB-GENE-6072920 Xl.20029 Pdgfra 18595 0 0 0 0 0 0 0 1 0 0 0 0,36 NA 2,58 0,9 NA NA
Xetrov72019132 znf532 100493656 Str.39959 301614471 XM_002936667 zinc finger protein 532 zinc finger, C2H2 type XB-GENEPAGE-491147 XB-GENE-491148 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,76 -0,71 1,48 -0,83 -0,54 0,73
Xetrov72019148 wdr66 100491337 Str.29654 301616612 XM_002937703 NA NA NA XB-GENEPAGE-6047514 XB-GENE-6047515 Xl.15603,Xl.34138 Wdr66 269701 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,63 NA NA -0,92
Xetrov72019162 ulk1 100127200 Str.53452 163915068,159155180,112807639 NM_001112917,BC154695,CU075595 unc-51-like kinase 1 serine/threonine kinase involved in autophagy XB-GENEPAGE-492028 XB-GENE-492029 Xl.9682 Ulk1 22241 0 0 0 0 0 0 0 1 1 0 1 0,94 0,96 2,4 1,91 1,21 1,76
Xetrov72019163 sh3d19 100486995 Str.25995 301607919 XM_002933498 NA NA NA XB-GENEPAGE-976722 XB-GENE-976723 Xl.48451,Xl.74396,Xl.79794 Sh3d19 27059 0 0 0 0 0 0 0 0 1 0 0 0,01 -0,06 0,31 1,21 -0,06 -0,13
Xetrov72019165 otud4 780053 Str.53069 118404761,114108237 NM_001079130,BC122971 NA NA NA XB-GENEPAGE-5900160 XB-GENE-5900161 Xl.50458,Xl.53383,Xl.79241,Xl.80805 Otud4 73945 0 0 0 0 0 0 0 0 1 0 0 0,73 -0,73 0,16 1,29 -0,5 -0,1
Xetrov72019171 smarca5 493355 Str.27202 56118944,51704070,82653368 NM_001007992,BC080870,CT485714 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5 chromatin remodeling complex component imitation switch ISWI| iswi XB-GENEPAGE-494816 XB-GENE-494817 Xl.8812,Xl.77815 Smarca5 93762 0 0 0 0 0 0 0 1 0 0 0 0 -0,13 2,7 -0,19 -0,23 0,7
Xetrov72019178 pcdh7 100124985 Str.54680 197246322,307133691,134025595 BC168528,NM_001134820,BC135972 protocadherin 7 Cadherin repeats nfpc XB-GENEPAGE-1007356 XB-GENE-1007357 Xl.315 Pcdh7 54216 0 0 0 0 0 1 1 0 1 1 0 1,39 1,93 -0,45 1,79 2,04 -0,09
Xetrov72019182 c20orf194 100486685 Str.40617 301613825 XM_002936365 NA NA NA XB-GENEPAGE-988244 XB-GENE-988245 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,19 -0,02 -1,68 0,17 0,03 -0,29
Xetrov72019199 gldc 100497481 Str.64891 301609315 XM_002934179 glycine dehydrogenase (decarboxylating) Glycine dehydrogenase (decarboxylating) XB-GENEPAGE-1221321 XB-GENE-1221322 Xl.1361 Gldc 104174 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,3 1,1 0,15 0,03 -0,27
Xetrov72019200 sec24c 100494048 Str.67224 301609491 XM_002934248 NA NA NA XB-GENEPAGE-977054 XB-GENE-977055 Xl.80193,Xl.51408 Sec24c 218811 0 0 0 Sec24c 0 0 0 -1 0 0 0 0,42 0,07 -1,46 0,87 0 -0,25
Xetrov72019210 kiaa1324 100488479 Str.10951 301620654 XM_002939640 NA NA NA XB-GENEPAGE-6257879 XB-GENE-6257880 NA NA NA 0 0 0 0 0 1 1 0 1 1 0 1,77 2,23 -0,53 1,56 3,58 0,08
Xetrov72019213 atp8b1 594952 Str.3162 71896236,60618371 NM_001030391,BC090602 ATPase, aminophospholipid transporter, class I, type 8B, member 1 phospholipid-transporting ATPase bric| fic1|pfic|atpic|pfic1 XB-GENEPAGE-490142 XB-GENE-490143 Xl.64890,Xl.29332,Xl.70333,Xl.78439 Atp8b1 54670 0 0 0 0 0 0 0 -1 0 0 0 -0,31 -0,17 -1,09 -0,33 -0,26 -0,16
Xetrov72019218 pcdh10 779938 Str.73374 115292040,118404909 BC121910,NM_001079015 NA NA NA XB-GENEPAGE-5866460 XB-GENE-5866461 Xl.6840 Pcdh10 18526 0 0 0 0 0 0 0 1 0 0 0 NA 0,05 1,19 0,57 0,11 0,64
Xetrov72019222 fam160a1 100486834 301607917 XM_002933497 NA NA NA XB-GENEPAGE-951016 XB-GENE-951017 Fam160a1 229488 0 0 0 0 0 0 0 -1 0 0 0 -0,45 -0,12 -1,03 -0,35 -0,18 -0,12
Xetrov72019238 nfasc 100485986 Str.32714 301613547 XM_002936220 neurofascin neural cell adhesion molecule XB-GENEPAGE-922968 XB-GENE-922969 Xl.66925 Nfasc 269116 0 0 0 0 0 0 0 1 0 0 1 -0,1 -0,17 4,34 -0,09 -0,27 3,73
Xetrov72019253 rfc1 733476 Str.16608 313760611,77625898,138519661,149999650 NM_001199567,CR760180,BC135734,CU464105 NA NA NA XB-GENEPAGE-964733 XB-GENE-964734 Xl.57559 Rfc1 19687 0 0 0 0 0 0 0 1 0 0 0 -0,27 -0,18 1,32 -0,13 -0,16 -0,15
Xetrov72019257 egflam 100485123 Str.53307 301617621 XM_002938190 NA NA NA XB-GENEPAGE-968341 XB-GENE-968342 Xl.62431,Xl.11133,Xl.71496 Egflam 268780 0 0 0 0 0 0 0 1 0 0 0 -0,53 -0,32 3,38 -0,65 -0,29 1,09
Xetrov72019259 haus6 100216179 Str.40630 77621810,197245533,213982904 CT025294,BC168454,NM_001142148 NA NA NA XB-GENEPAGE-987219 XB-GENE-987220 Xl.4476,Xl.73661,Xl.9393 Haus6 230376 0 0 0 0 0 0 0 1 0 0 0 -0,14 -0,47 1,51 -0,28 -0,43 0,13
Xetrov72019275 fbxo10 100493653 301612850 XM_002935876 NA NA NA XB-GENEPAGE-987646 XB-GENE-987647 Fbxo10 269529 0 0 0 0 0 0 0 1 0 0 0 -0,32 -0,24 3,17 -0,54 -0,31 1,59
Xetrov72019278 srgap2 100145814 Str.52901 301622474,77622884 XM_002940508,CR848308 NA NA NA XB-GENEPAGE-5897848 XB-GENE-5897849 Xl.32617 Srgap2 14270 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,34 1,3 0,16 -0,27 0,4
Xetrov72019280 kit 100216090 Str.42508 195539638,213982746 BC168021,NM_001142073 v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog serine/threonine kinase c-kit|krk1|pbt|scfr|xkl-1 XB-GENEPAGE-492511 XB-GENE-492512 Xl.21648,Xl.30 Kit 16590 0 0 0 0 0 0 0 -1 0 1 0 0,42 1,42 -2,72 1 1,81 -0,98
Xetrov72019291 thbs4 780130 Str.53553 118404527,134023704,115312957 NM_001079205,BC135149,BC124000 NA NA NA XB-GENEPAGE-1008366 XB-GENE-1008367 Xl.76047,Xl.12952 Thbs4 21828 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,08 NA NA
Xetrov72019294 sncaip 448237 Str.24486 54020935,49523131 NM_001005712,BC075299 NA NA NA XB-GENEPAGE-948742 XB-GENE-948743 Sncaip 67847 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,38 2,59 -0,58 -0,34 NA
Xetrov72019309 myo18b 100496668 Str.53199 301604965,77621242 XM_002932086,CR760048 myosin 18b motor activity myosin XVIIIB XB-GENEPAGE-876491 XB-GENE-876492 NA Myo18b 74376 0 0 0 0 0 0 0 1 0 0 1 NA 0,03 6,16 NA -0,39 5,29
Xetrov72019310 paics.2 100036662 Str.52977 147905847,117558000,110289802 NM_001097216,BC127365,CU025112 NA NA NA XB-GENEPAGE-5872993 XB-GENE-5872994 Xl.47018 Paics 67054 0 0 0 0 0 0 0 1 0 0 0 -0,01 -0,05 1,57 -0,23 -0,19 0,57
Xetrov72019314 dennd2c 780108 Str.55532 77622349,118404597,115313444 CR848128,NM_001079183,BC123934 NA NA NA XB-GENEPAGE-5955505 XB-GENE-5955506 ,Xl.13826 Dennd2c 329727 0 0 0 0 0 0 0 1 0 0 0 0,55 0,37 2,66 0,81 0,06 0,07
Xetrov72019321 pcsk1 100496933 Str.54806 301607793 XM_002933430 proprotein convertase subtilisin/kexin type 1 protease/proprotein convertase XB-GENEPAGE-983313 XB-GENE-983314 Pcsk1 18548 0 0 0 0 0 0 0 -1 0 0 1 NA NA -2,08 NA NA 1,7
Xetrov72019323 adamts6 100490362 Str.38515 301609376 XM_002934207 NA NA NA XB-GENEPAGE-951749 XB-GENE-951750 Adamts6 108154 0 0 0 0 0 0 0 1 0 0 0 -0,28 -0,59 2,19 -0,56 -0,54 NA
Xetrov72019354 nedd4l 448382 Str.10684 77624219,49522433,55742239 CR942505,BC075469,NM_001006726 neural precursor cell expressed, developmentally down-regulated 4-like ubiquitin-protein ligase nedd4-2 XB-GENEPAGE-489247 XB-GENE-489248 Xl.206,Xl.82435 Nedd4l 83814 0 0 0 0 0 0 0 -1 0 0 0 -0,48 -0,17 -1,1 -0,22 -0,28 -0,29
Xetrov72019363 NA NA NA NA NA NA NA NA NA Xl.16035 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,32 0,01 -2,29 -0,2 -0,03 -0,9
Xetrov72019365 susd1 394830 Str.51162 45361288,38648934 NM_203891,BC063189 NA NA NA XB-GENEPAGE-944709 XB-GENE-944710 NA Susd1 634731 0 0 0 0 0 0 0 0 1 0 0 1,77 NA NA 6,15 NA NA
Xetrov72019366 akap2 100170566 Str.54317 189441910,323690124 BC167622,NM_001130343 NA NA NA XB-GENEPAGE-961311 XB-GENE-961312 Xl.2612,Xl.51497,Xl.51952,Xl.54927,Xl.59392,Xl.77318 Akap2,Gm20459 11641 0 0 0 0 0 0 0 1 0 0 0 -0,41 0,17 1,03 -0,43 0,33 0,3
Xetrov72019367 ror2 548551 Str.20011 58475895,62751880 BC090120,NM_001015834 receptor tyrosine kinase-like orphan receptor 2 kinase Xror2 XB-GENEPAGE-491497 XB-GENE-491498 Xl.79325,Xl.54821,Xl.82357 Ror2 26564 0 0 0 0 0 0 1 1 1 1 1 0,93 1,51 2,8 1,1 1,24 1,23
Xetrov72019378 pigg 100487165 Str.86629 301623735 XM_002941118 NA NA NA XB-GENEPAGE-6046153 XB-GENE-6046154 Pigg 433931 0 0 0 0 0 0 0 -1 0 0 0 -0,5 -0,28 -1,08 -0,33 -0,31 -0,39
Xetrov72019379 tlr3 100486223 Str.74375 301609775 XM_002934402 toll-like receptor 3 Leucine-rich repeat protein XB-GENEPAGE-491048 XB-GENE-491049 Xl.76148 Tlr3 142980 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,43 NA NA
Xetrov72019390 chaf1a 100485264 301608984 XM_002934004 NA NA NA XB-GENEPAGE-1001154 XB-GENE-1001155 Xl.54092,Xl.7155 Chaf1a 27221 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,28 1,52 -0,2 -0,35 0,05
Xetrov72019419 uhrf2 100124801 Str.25898 134025408,156717407 BC135389,NM_001102774 NA NA NA XB-GENEPAGE-6054033 XB-GENE-6054034 Xl.16359,Xl.10758,Xl.81794,Xl.9684 Uhrf2 109113 0 0 0 0 0 0 0 1 0 0 0 0,07 -0,7 1,98 -0,02 -0,67 0,04
Xetrov72019427 pcsk5 779961 Str.68106 118404987,112419076 NM_001079038,BC121945 proprotein convertase subtilisin/kexin type 5 Subtilisin-like proprotein convertase fur2|spc6a|pc6|spc6 XB-GENEPAGE-959595 XB-GENE-959596 Xl.29115,Xl.49848 Pcsk5 18552 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,19 3,03 0,03 -0,28 0,9
Xetrov72019460 jmy 100127594 Str.53378 157422841,76559482,163914834 BC153370,CT027853,NM_001112955 NA NA NA XB-GENEPAGE-5832534 XB-GENE-5832535 Jmy 57748 0 0 0 0 0 0 0 1 0 0 0 -0,69 -0,39 1,11 -0,31 -0,37 0,94
Xetrov72019465 clcn3 100216107 Str.57764 195540174,213982776 BC168049,NM_001142088 NA NA NA XB-GENEPAGE-950793 XB-GENE-950794 Xl.248,Xl.78271 Clcn3 12725 0 0 0 0 0 0 0 -1 0 0 0 -0,32 -0,22 -1,08 -0,48 -0,21 -0,39
Xetrov72019466 mcc 100216150 Str.12996 195539691,213982854 BC168123,NM_001142123 mutated in colorectal cancers Uncharacterized conserved coiled-coil protein XB-GENEPAGE-953989 XB-GENE-953990 NA Mcc 328949 0 0 0 0 0 1 0 1 1 0 0 2,05 -0,19 1,57 2,56 -0,56 0,69
Xetrov72019490 znf219 100495520 Str.13147 301609557 XM_002934275 zinc finger protein 219 zinc finger, C2H2 type zfp219 XB-GENEPAGE-1001694 XB-GENE-1001695 Xl.48263,Xl.54803,Xl.58013 Zfp219 69890 0 0 0 0 0 0 0 1 0 0 1 -0,96 -0,02 4,94 0,14 0,05 1,57
Xetrov72019543 tbc1d14 100489752 Str.59255 301617776 XM_002938265 NA NA NA XB-GENEPAGE-991333 XB-GENE-991334 Xl.34692,Xl.61923,Xl.83207 Tbc1d14 100855 0 0 0 0 0 0 0 -1 0 0 0 0,04 -0,01 -1,39 0,37 -0,04 -0,32
Xetrov72019563 ppargc1a 100491667 301614569 XM_002936713 peroxisome proliferator-activated receptor gamma, coactivator 1 alpha transcriptional coactivator XB-GENEPAGE-494717 XB-GENE-494718 Xl.85900 Ppargc1a 19017 0 0 0 0 0 0 0 -1 0 0 0 -0,39 -0,47 -1,98 -0,5 -0,4 -0,35
Xetrov72019566 abcb9 100490138 Str.32131 301611437,301611435 XM_002935186,XM_002935185 ATP-binding cassette, sub-family B (MDR/TAP), member 9 peptide exporter XB-GENEPAGE-1002810 XB-GENE-1002811 Abcb9 56325 0 0 0 0 Abcb9 0 0 1 0 0 0 0,93 1,16 2,84 0,62 1,39 1,94
Xetrov72019574 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 1,46 0,68 -2,61 0,71 0,9 -1,17
Xetrov72019581 c1orf116 100036700 Str.53368 77624227,148229165,118763629 CR942514,NM_001097249,BC128652 NA NA NA XB-GENEPAGE-1014589 XB-GENE-1014590 ,Xl.52328 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,56 -1,01 -1,32 -0,83 -0,76 -0,56
Xetrov72019597 tle2 548559 Str.4386 62751360,58475904,77624444,270356722 NM_001015842,BC090131,CR942766,GU014559 transducin-like enhancer of split 2 (E(sp1) homolog, Drosophila) transcriptional regulator esg2|grg2 XB-GENEPAGE-876619 XB-GENE-876620 Xl.387,Xl.77933,Xl.80350 Tle2 21886 0 0 0 0 0 0 0 1 0 0 1 -0,12 0,02 1,53 -0,13 -0,13 1,01
Xetrov72019646 acsbg2 100158533 Str.27815 195539785,183985675,189230233 BC167876,BC166192,NM_001127969 NA NA NA XB-GENEPAGE-1006639 XB-GENE-1006640 Xl.5085 Acsbg2 328845 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,19 -1,08 -0,25 -0,27 -0,05
Xetrov72019678 kiaa1958 100170467 Str.34028 189441992,349585170 BC167351,NM_001130250 NA NA NA XB-GENEPAGE-5969965 XB-GENE-5969966 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,61 -1,05 2,57 -0,57 -0,81 NA
Xetrov72019684 trim36 734110 Str.47754 113931585,77624449,111307820 NM_001045780,CR942777,BC121324 tripartite motif containing 36 zinc finger, B-box Haprin XB-GENEPAGE-1017280 XB-GENE-1017281 Xl.6926 Trim36 28105 0 0 0 0 0 0 0 1 0 0 0 -0,36 -0,32 1,34 -0,48 -0,09 0,96
Xetrov72019695 dclk1 100487296 301607924 XM_002933500 NA NA NA XB-GENEPAGE-960487 XB-GENE-960488 Dclk1 13175 0 0 0 0 0 0 0 1 0 0 0 0,03 0,11 1,23 0,22 0,24 0,45
Xetrov72019706 sv2c 100490137 301610709 XM_002934827 NA NA NA XB-GENEPAGE-960876 XB-GENE-960877 NA Sv2c 75209 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,35 NA NA 1,68
Xetrov72019717 pik3r1 100486835 Str.69339 301609350 XM_002934186 NA NA NA XB-GENEPAGE-6067220 XB-GENE-6067221 Xl.19583,Xl.17384 Pik3r1 18708 0 0 0 0 0 0 0 0 1 0 0 0,2 0,11 -0,56 1,03 0,02 -0,22
Xetrov72019760 crmp1 779767 Str.69460 111306070,118403679,134026071 BC121372,NM_001078846,BC135793 NA NA NA XB-GENEPAGE-992562 XB-GENE-992563 Xl.50837 Crmp1 12933 0 0 0 0 0 0 0 1 1 0 1 NA 0,17 6,46 3,42 -0,25 3,76
Xetrov72019761 lppr3 100145312 Str.57559 169642216,187608563 BC160501,NM_001126788 NA NA NA XB-GENEPAGE-990098 XB-GENE-990099 Xl.8666 BC005764 216152 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,31 NA NA 2,06
Xetrov72019767 tbx3 613116 Str.29075 73853877,68534664 NM_001032353,BC099621 T-box 3 T-box transcription factor xtbx3|Xltbx3 XB-GENEPAGE-1018230 XB-GENE-1018231 Xl.975,Xl.538 Tbx3 21386 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,91 NA NA -0,2
Xetrov72019771 patz1 100494086 Str.39656 301604650,301604652 XM_002931896,XM_002931897 POZ (BTB) and AT hook containing zinc finger 1 zinc finger, C2H2 type XB-GENEPAGE-976136 XB-GENE-976137 Xl.79769,Xl.69115 Patz1 56218 0 0 0 0 0 0 0 1 0 0 0 -0,31 -0,18 1,22 -0,47 -0,22 0,36
Xetrov72019775 hhip 448466 Str.71500 49523082,55742123 BC075579,NM_001007190 hedgehog interacting protein regulatory component of hedgehog signaling pathway hip|Xhip XB-GENEPAGE-487498 XB-GENE-487499 Xl.9580 Hhip 15245 0 0 0 0 Hhip 0 0 1 0 0 0 -0,27 NA 6,57 0,48 0,47 NA
Xetrov72019785 galnt7 407859 Str.21590 47575715,45501096 NM_001001200,BC067317 NA NA NA XB-GENEPAGE-950784 XB-GENE-950785 Xl.15104,Xl.40150 Galnt7 108150 0 0 0 0 0 0 0 -1 0 0 0 -0,29 -0,07 -1,25 -0,34 -0,07 -0,4
Xetrov72019792 rufy3 779660 Str.66441 110645491,118404057 BC118783,NM_001078746 RUN and FYVE domain containing 3 RUN domain-containing protein XB-GENEPAGE-1020954 XB-GENE-1020955 Xl.8516,Xl.13608,Xl.72886 Rufy3 52822 0 0 0 0 0 0 0 1 0 0 1 0 -0,3 1,91 0,11 -0,34 1,47
Xetrov72019811 abcg2 734088 Str.8262 113931557,77624362 NM_001045762,CR942670 NA NA NA XB-GENEPAGE-991894 XB-GENE-991895 Xl.80254 Abcg2 26357 0 0 0 0 0 0 0 -1 0 0 0 0,01 0,02 -1,11 -0,07 0,43 -0,27
Xetrov72019816 npnt 100137096 Str.68623 163915908 BC157697 nephronectin Fibrillins and related proteins containing Ca2+-binding EGF-like domains nephronectin|egfl6l XB-GENEPAGE-952277 XB-GENE-952278 Xl.50983 Npnt 114249 0 0 0 0 0 0 0 0 0 1 0 NA NA -0,15 NA 2,98 0,1
Xetrov72019822 ccdc157 100494973 Str.38576 301609544 XM_002934272 NA NA NA XB-GENEPAGE-951871 XB-GENE-951872 NA Ccdc157 216516 0 0 0 0 0 0 0 -1 0 0 0 -0,11 -0,24 -2,34 -0,28 0 -0,99
Xetrov72019823 ddx4 549577 Str.45747 163916607,77682058,171847135,77623710 BC157772,NM_001016823,BC161525,CR855532 NA NA NA XB-GENEPAGE-1016808 XB-GENE-1016809 Xl.256 Ddx4 13206 0 0 0 0 0 0 0 -1 0 0 0 -0,04 0,14 -2,05 -0,09 -0,13 -0,94
Xetrov72019841 ift81 100490492 301616595 XM_002937698 intraflagellar transport 81 homolog Myosin class II heavy chain XB-GENEPAGE-990536 XB-GENE-990537 Xl.15290 Ift81 12589 0 0 0 0 0 0 0 -1 0 0 0 -0,22 -0,35 -2,06 -0,39 -0,35 -0,69
Xetrov72019847 ier3ip1 549014 Str.1912 77620857,77682526 CR761708,NM_001016260 NA NA NA XB-GENEPAGE-988485 XB-GENE-988486 Xl.10898 Ier3ip1 66191 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,88 NA NA NA
Xetrov72019869 cpz 100170588 Str.69055 194332686,189442314 NM_001130361,BC167656 NA NA NA XB-GENEPAGE-994182 XB-GENE-994183 ,Xl.11927 Cpz 242939 0 0 0 0 0 0 0 1 0 0 0 -0,19 0,14 1,4 0,19 0,25 0,14
Xetrov72019922 pck2 394790 Str.749 116284312,77626337,89886139,38649111 BC124062,CR760579,NM_001039727,BC063224 NA NA NA XB-GENEPAGE-974261 XB-GENE-974262 Xl.45503,Xl.77821,Xl.80121,Xl.80717 Pck2 74551 0 0 0 0 0 0 0 -1 0 0 0 -0,03 0,08 -1,02 -0,08 0,19 -0,54
Xetrov72019946 prmt5 100145788 Str.57523 301624540,171847327 XM_002941511,BC161769 protein arginine methyltransferase 5 protein kinase inhibitor hsl7 XB-GENEPAGE-975033 XB-GENE-975034 Xl.25217,Xl.46791 Prmt5 27374 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,75 1,82 -0,58 -0,64 0,52
Xetrov72019961 fam149a 100486374 Str.38379 301609777 XM_002934403 NA NA NA XB-GENEPAGE-6050470 XB-GENE-6050471 NA Fam149a 212326 0 0 0 0 0 0 0 -1 0 0 0 NA -0,33 -2,41 NA -0,23 -1,03
Xetrov72019982 sh3rf1 548727 Str.27562 197246923,77622955,213625630,77681625,189441595 BC169143,CR848380,BC171011,NM_001015973,BC167346 NA NA NA XB-GENEPAGE-950804 XB-GENE-950805 Xl.15621,Xl.79859 Sh3rf1 59009 0 0 0 0 Sh3rf1 0 0 0 1 0 0 0,07 -0,15 -0,32 1,22 -0,35 0,3
Xetrov72019983 dtx1 100127181 Str.40194 301609530,159155196 XM_002934268,BC154721 deltex homolog 1 ubiquitin ligase dtx|Xdtx1|deltex XB-GENEPAGE-481115 XB-GENE-481116 Xl.26491,Xl.21923 Dtx1 14357 0 0 0 0 Dtx1 0 0 1 0 0 1 0,95 0,21 2,35 NA 0,24 1,73
Xetrov72019989 wscd1 779828 Str.54442 118403602,113197725 NM_001078907,BC121480 NA NA NA XB-GENEPAGE-5802594 XB-GENE-5802595 Wscd1 216881 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,07 NA NA NA
Xetrov72019993 mamdc2 780302 Str.53813 112419362,118403771 BC121969,NM_001079373 MAM domain containing 2 coagulation protein geneb|gene B|MAM domain protein XB-GENEPAGE-482692 XB-GENE-482693 Xl.350,Xl.2514 Mamdc2 71738 0 0 0 0 0 0 0 1 0 0 1 0,47 0,92 1,45 1,17 0,72 1,3
Xetrov72020004 col4a3bp 387331 Str.6900 77624361,39645396,45360976 CR942669,BC063901,NM_203513 NA NA NA XB-GENEPAGE-1002413 XB-GENE-1002414 Xl.76882,Xl.12848,Xl.1941 Col4a3bp 68018 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,06 -1,19 -0,11 -0,15 -0,28
Xetrov72020024 lingo2 100490134 301608899 XM_002933971 leucine rich repeat and Ig domain containing 2 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats lern3| lrrn6c XB-GENEPAGE-922285 XB-GENE-922286 Lingo2 242384 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,06 NA NA NA
Xetrov72020061 epb41l4a 448757 Str.5813 55742044,49523139 NM_001006909,BC075338 NA NA NA XB-GENEPAGE-953978 XB-GENE-953979 Xl.2882 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,18 -0,32 -1,1 -0,28 -0,42 -0,24
Xetrov72020072 ift74 548816 Str.65932 77682052,213625638,213624271,77622220,166796679 NM_001016062,BC171027,BC170872,CR762276,BC158922 intraflagellar transport 74 homolog Cytoskeleton-associated protein and related proteins XB-GENEPAGE-1015037 XB-GENE-1015038 Xl.50399 Ift74 67694 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,18 -1,49 -0,49 -0,26 -0,71
Xetrov72020102 nsun7 100490299 Str.59044 301607852 XM_002933453 NA NA NA XB-GENEPAGE-983393 XB-GENE-983394 Xl.19380,Xl.15778,Xl.55094 Nsun7 70918 0 0 0 0 0 0 0 -1 0 0 0 -0,16 -0,34 -2,62 -0,06 -0,29 -1,31
Xetrov72020105 c9 496844 Str.6221 56789646,301619094,166796993,166796970,110289847 BC088556,XM_002938891,BC159079,BC159017,CU025157 complement component 9 Semaphorins XB-GENEPAGE-968659 XB-GENE-968660 Xl.77243 C9 12279 0 0 0 0 0 0 0 1 0 0 0 0,68 0,52 2,03 0,09 0,61 -0,37
Xetrov72020119 prdm8 733976 Str.51045 113931401,77624273,134026273 NM_001045686,CR942568,BC136202 NA NA NA XB-GENEPAGE-984390 XB-GENE-984391 Prdm8 77630 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,89 NA NA
Xetrov72020122 enc1 100271761 Str.52698 301610692,77622633 XM_002934824,CT030389 ectodermal-neural cortex 1 (with BTB-like domain) Proteins containing BTB/POZ and Kelch domains, involved in regulatory/signal transduction processes ectoderm neural cortex related-3|Encr-3|Xencr-3|enc-1 XB-GENEPAGE-966091 XB-GENE-966092 Xl.76887,Xl.31983,Xl.75705 Enc1 13803 0 0 0 0 0 0 0 1 1 0 0 0,59 0,06 1,63 1,47 0,01 0,34
Xetrov72020138 fzd10 448162 Str.154 54020846,77624040,49250340 NM_001005669,CR926420,BC074699 frizzled family receptor 10 transmembrane receptor in the wnt signaling pathway frizzled10|Xfr9| frizzled-10|Xfz10|Fz-10| fz10 XB-GENEPAGE-480378 XB-GENE-480379 Xl.57146,Xl.559,Xl.1040,Xl.79152 Fzd10 93897 0 0 0 0 0 1 1 0 1 1 0 1,61 3,12 -0,29 2,15 2,15 -0,26
Xetrov72020164 mmp14 594950 Str.25328 71896244,60649680 NM_001030388,BC090600 matrix metallopeptidase 14 (membrane-inserted) extracellular matrix metalloprotease MMP-14|mgc69200 XB-GENEPAGE-485642 XB-GENE-485643 Xl.23718 Mmp14 17387 0 0 0 0 0 0 0 1 1 0 0 1,16 0,09 1,66 1,96 0,73 0,95
Xetrov72020198 frmd3 779965 Str.54038 118405013,112418531 NM_001079042,BC121950 NA NA NA XB-GENEPAGE-1011844 XB-GENE-1011845 NA Frmd3 242506 0 0 0 0 0 0 0 1 0 0 0 NA -0,24 3,33 NA -0,17 1,71
Xetrov72020199 cdc45 779545 Str.25472 113197759,301604582 BC121628,XM_002931882 NA NA NA XB-GENEPAGE-976057 XB-GENE-976058 Xl.6393,Xl.71216 Cdc45 12544 0 0 0 0 0 0 0 1 0 0 0 0,18 -0,6 1,48 -0,06 -0,49 0,26
Xetrov72020202 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,32 0,15 -2,8 0,01 0,02 -1,08
Xetrov72020205 poc5 100379845 Str.52671 77622001,301610707 CT027863,XM_002934826 NA NA NA XB-GENEPAGE-5850619 XB-GENE-5850620 Xl.19688 Poc5 67463 0 0 0 0 0 0 0 -1 0 0 0 -0,06 -0,67 -1,83 -0,52 -0,51 -1,08
Xetrov72020231 c4orf49 733464 Str.51839 77621245,301604896 CR760051,XM_002932039 NA NA NA XB-GENEPAGE-1014554 XB-GENE-1014555 Xl.2255,Xl.45569 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,56 0,07 -1,34 0,02 0,07 -0,55
Xetrov72020233 ankdd1b 100145596 Str.5134 170284696,187607096 BC161348,NM_001127008 NA NA NA XB-GENEPAGE-966103 XB-GENE-966104 Ankdd1b 271144 0 0 0 0 0 0 0 0 1 0 0 1,82 0,08 -0,26 2,72 -0,24 0,02
Xetrov72020237 cdc25b 100036608 Str.26255 117557994,301613641,183985940 BC125767,XM_002936293,BC166320 cell division cycle 25 homolog B M-phase inducer phosphatase XB-GENEPAGE-1012328 XB-GENE-1012329 Xl.51874,Xl.50336 Cdc25b 12531 0 0 0 0 0 0 1 0 0 1 0 -0,17 2,41 0,32 0,46 1,94 0,65
Xetrov72020246 ccdc96 100489589 Str.5624 301617774 XM_002938264 NA NA NA XB-GENEPAGE-1013156 XB-GENE-1013157 Xl.11474,Xl.71045 Ccdc96 66717 0 0 0 0 0 0 0 -1 0 0 0 0,01 0,37 -2,45 -0,09 0,46 -0,88
Xetrov72020273 NA NA NA NA NA NA NA NA NA Xl.15669 NA NA 0 Xl.15669 0 0 0 0 0 1 0 0 0 -0,03 1,17 2,46 -0,16 1,42 0,72
Xetrov72020282 katnal2 100036615 Str.39211 117558121,148230175 BC125808,NM_001097174 NA NA NA XB-GENEPAGE-5827281 XB-GENE-5827282 Xl.50243 Katnal2 71206 0 0 0 0 0 0 0 -1 0 0 0 0,15 0,2 -1,69 -0,02 0,04 -0,65
Xetrov72020283 hcn1 100490760 301606962 XM_002933031 hyperpolarization activated cyclic nucleotide-gated potassium channel 1 K+-channel ERG and related proteins, contain PAS/PAC sensor domain XB-GENEPAGE-950264 XB-GENE-950265 Hcn1 15165 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,37 NA NA -0,95
Xetrov72020289 lmod1 100379914 Str.33938 161611865,301620640 BC155538,XM_002939630 NA NA NA XB-GENEPAGE-979211 XB-GENE-979212 Lmod1 93689 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,11 0,83 NA -0,21
Xetrov72020294 svop 100492312 Str.86312 301604933 XM_002932060 SV2 related protein homolog synaptic vesicle transporter synaptic vesicle 2-related protein XB-GENEPAGE-939905 XB-GENE-939906 Xl.55423 Svop 68666 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,07 NA NA 1,45
Xetrov72020305 slc45a3 100494269 301606889 XM_002933003 solute carrier family 45, member 3 sucrose transport XB-GENEPAGE-492250 XB-GENE-492251 Xl.14384 Slc45a3 212980 0 0 0 0 0 0 0 -1 0 0 0 -0,17 0,13 -1,2 -0,67 0,21 -0,08
Xetrov72020308 egr4 100487839 301613676 XM_002936271 early growth response 4 zinc finger, C2H2 type XB-GENEPAGE-988080 XB-GENE-988081 Egr4 13656 0 0 0 0 0 0 1 0 0 1 0 0,93 3,92 NA NA 4,4 NA
Xetrov72020313 cdkl2 100487310 301618532 XM_002938622 NA NA NA XB-GENEPAGE-5959637 XB-GENE-5959638 Xl.47535 Cdkl2 53886 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,56 NA NA -0,81
Xetrov72020316 pip5k1b 100380056 Str.86354 301612268,157422783 XM_002935598,BC153344 NA NA NA XB-GENEPAGE-987074 XB-GENE-987075 Xl.47592 Pip5k1b 18719 0 0 0 0 0 1 0 0 1 0 0 3,34 NA -0,4 6,39 NA -0,11
Xetrov72020323 slc1a3 100127700 Str.58397 164023819,159155150,54311468 NM_001113216,BC154714,BC084737 solute carrier family 1 (glial high affinity glutamate transporter), member 3 Glutamate/aspartate and neutral amino acid transporters ea6|eaat1|glast|glast1|glast-1 XB-GENEPAGE-975312 XB-GENE-975313 Xl.20736,Xl.72002 Slc1a3 20512 0 0 0 0 0 0 0 1 0 0 0 NA -0,31 3,56 0,82 -0,27 1,44
Xetrov72020341 NA NA NA NA NA NA NA NA NA Xl.14153 NA NA 0 0 0 0 0 0 0 1 0 0 1 1,13 1,13 4,34 1,09 1,33 3,41
Xetrov72020360 oxct1 493307 Str.20634 56118625,51512981 NM_001007926,BC080373 NA NA NA XB-GENEPAGE-976565 XB-GENE-976566 Xl.7183 Oxct1 67041 0 0 0 0 0 0 0 -1 0 0 0 0,11 -0,31 -1,38 0,53 -0,46 -0,54
Xetrov72020362 bmpr1b 780089 Str.44649 114108036,118404659,112807490 BC123079,NM_001079165,CU075446 bone morphogenetic protein receptor, type 1B serine/threonine kinase alk6|alk-6 XB-GENEPAGE-483454 XB-GENE-483455 Xl.70191 Bmpr1b 12167 0 0 0 0 0 0 0 1 0 0 0 0,43 -0,24 4,56 0,09 0,07 NA
Xetrov72020374 tchp 100379712 Str.67328 110292742,301604949,77627548 CU024941,XM_002932066,CR761346 NA NA NA XB-GENEPAGE-963786 XB-GENE-963787 Xl.19152 Tchp 77832 0 0 0 0 0 0 0 -1 0 0 0 -0,2 -0,39 -1,1 -0,54 -0,31 -0,75
Xetrov72020385 dmrt2 100101749 Str.20055 154147727,134026054 NM_001100256,BC135447 doublesex and mab-3 related transcription factor 2 transcription factor Terra-like XB-GENEPAGE-876151 XB-GENE-876152 Xl.55475 Dmrt2 226049 0 0 0 0 0 1 0 -1 1 0 0 1,71 1,09 -2,55 2,92 1,11 -0,42
Xetrov72020399 coro2a 100485579 301614512 XM_002936684 coronin, actin binding protein, 2A actin-binding protein containing WD40 repeats XB-GENEPAGE-492689 XB-GENE-492690 Xl.47145,Xl.73940 Coro2a 107684 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,07 -2,29 -0,27 -0,21 -0,87
Xetrov72020402 mgat4a 100145594 Str.78188 170285309,187607053 BC161346,NM_001127006 NA NA NA XB-GENEPAGE-5866430 XB-GENE-5866431 Xl.51709 Mgat4a 269181 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,16 -1,22 -0,37 -0,22 -0,14
Xetrov72020423 ugt8 779534 Str.53288 301609483,113197855 XM_002934246,BC121238 NA NA NA XB-GENEPAGE-960666 XB-GENE-960667 Xl.72568 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,11 NA NA -0,23
Xetrov72020461 ccdc11 100145337 Str.52551 187608827,169642649,110289835 NM_001126809,BC160546,CU025145 coiled-coil domain containing 11 Uncharacterized conserved protein XB-GENEPAGE-988465 XB-GENE-988466 Xl.12748 Ccdc11 74453 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,25 -2,59 0,13 0,15 -0,93
Xetrov72020469 fam198b 100494651 Str.60244 301610495 XM_002934747 NA NA NA XB-GENEPAGE-960859 XB-GENE-960860 Xl.84664 Fam198b 68659 0 0 0 0 0 1 1 0 1 0 0 3,41 2,79 -0,38 3,58 1,51 0,03
Xetrov72020486 loc388630 100491951 Str.69162 301613778 XM_002936336 NA NA NA XB-GENEPAGE-6050963 XB-GENE-6050964 Xl.13363 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,89 NA 0,87 2,83 NA -0,16
Xetrov72020491 rmi1 549050 Str.47741 77620961,77682038 CR761540,NM_001016296 NA NA NA XB-GENEPAGE-952468 XB-GENE-952469 Xl.54872 Rmi1 74386 0 0 0 0 0 0 0 1 0 0 0 0,41 -0,35 1,86 0,14 0,02 NA
Xetrov72020495 amigo1 779983 Str.53750 112418607,118405069 BC121981,NM_001079060 adhesion molecule with Ig-like domain 1 leucine rich repeat-containing protein XB-GENEPAGE-922132 XB-GENE-922133 Amigo1 229715 0 0 0 Amigo1 0 0 0 1 0 0 1 NA NA 4,68 NA NA 5,23
Xetrov72020500 npr3 100495974 301614499 XM_002936681 NA NA NA XB-GENEPAGE-1012469 XB-GENE-1012470 Xl.689 Npr3 18162 0 0 0 Npr3 0 0 0 1 0 0 0 NA NA 4,62 NA NA NA
Xetrov72020506 bend4 100145654 Str.34735 301607848,170284756 XM_002933452,BC161425 NA NA NA XB-GENEPAGE-5763563 XB-GENE-5763564 Xl.73769,Xl.19377 Bend4 666938 0 0 0 0 0 0 0 1 0 0 1 -0,22 -0,21 3,31 -0,43 -0,2 2,53
Xetrov72020510 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,48 NA NA NA
Xetrov72020515 NA NA NA NA NA NA NA NA NA Xl.47168 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,35 0,23 2,08 0,72 0,08 NA
Xetrov72020518 aldh1a1 613078 Str.49493 66364847,73853805 BC096010,NM_001032315 aldehyde dehydrogenase 1 family, member A1 Aldehyde dehydrogenase aldc|aldh1|pumb1|aldh11| raldh1|aldh-e1 XB-GENEPAGE-987057 XB-GENE-987058 Xl.345,Xl.34916 Aldh1a1 11668 0 0 0 0 0 0 0 0 1 0 0 0,88 NA 0,61 1,99 NA -0,78
Xetrov72020523 lipg 100498513 Str.72509 301609893 XM_002934440 NA NA NA XB-GENEPAGE-1011638 XB-GENE-1011639 Xl.25112 Lipg 16891 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,36 -1,02 0,06 -0,38 -0,17
Xetrov72020533 glrb 779708 Str.54272 118403925,111305487 NM_001078787,BC121237 NA NA NA XB-GENEPAGE-1011733 XB-GENE-1011734 Glrb 14658 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,1 NA NA
Xetrov72020537 unknown NA NA NA NA NA NA NA NA NA Xl.76669 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,24 0,22 -1,49 0,12 0,5 -0,96
Xetrov72020545 ccdc112 100379711 Str.20306 82653360,301627553,77621425 CT485706,XM_002942892,CR761815 NA NA NA XB-GENEPAGE-963336 XB-GENE-963337 Xl.25007 Ccdc112 240261 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,2 -1,07 0,07 -0,12 -0,45
Xetrov72020571 g3bp2 394887 Str.65266 89886083,77621209,39795767 NM_203942,CR760015,BC064172 GTPase activating protein (SH3 domain) binding protein 2 protein transport into nucleus XB-GENEPAGE-480360 XB-GENE-480361 Xl.53728,Xl.23871,Xl.57206 G3bp2 23881 0 0 0 0 0 0 0 1 0 0 0 0,01 0,08 1,05 -0,19 -0,07 0,32
Xetrov72020580 celf5 100036604 Str.29776 147902405,117558444 NM_001097170,BC125739 CUGBP, Elav-like family member 5 nucleic acid binding brunol-5|brunol5 XB-GENEPAGE-494001 XB-GENE-494002 Xl.84859,Xl.72073 Celf5 319586 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,5 NA NA 0,74
Xetrov72020613 sox13 549758 Str.11026 77622254,77681515 CR762311,NM_001017004 SRY (sex determining region Y)-box 13 HMG-box transcription factor Sry|sox12|xSox12|xsox13 XB-GENEPAGE-481888 XB-GENE-481889 Xl.13036 Sox13 20668 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,41 1,48 -0,02 -0,32 0,67
Xetrov72020621 mmp11 100493314 Str.62593 301604611 XM_002931892 matrix metallopeptidase 11 (stromelysin 3) extracellular matrix metalloprotease st3|gene 14|stromelysin-3|stromelysin 3|matrix metalloproteinase-11 XB-GENEPAGE-479264 XB-GENE-479265 Xl.112 Mmp11 17385 0 0 0 0 0 0 0 -1 1 0 0 0,28 0,17 -1,08 2,09 0,37 -0,56
Xetrov72020629 tnip2 100379985 Str.53885 301623393,189571712,112807412 XM_002940954,BC167369,CU075368 NA NA NA XB-GENEPAGE-995042 XB-GENE-995043 Xl.47119,Xl.55464 Tnip2 231130 0 0 0 0 0 1 0 0 0 0 0 1,67 0,73 -0,27 0,86 1,03 0,07
Xetrov72020633 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,04 -1,24 0,49 0,24 0,05
Xetrov72020640 vegt 394452 Str.65006 195539564,45361044,12655799,77626732 BC167867,NM_203527,AF180352,CR760687 vegt protein T-box transcription factor, meso-endodermal determinant brat|xombi|antipodean| tVegT XB-GENEPAGE-1033828 XB-GENE-1033829 Xl.3520,Xl.1775 NA NA 0 0 0 0 0 0 -1 0 0 0 0 -0,25 -1,15 -1,04 -0,03 -0,55 -1,25
Xetrov72020643 rasgef1b 549667 Str.27386 169642588,77681440,77622909 BC160385,NM_001016913,CR848333 NA NA NA XB-GENEPAGE-1015759 XB-GENE-1015760 Xl.43701 Rasgef1b 320292 0 0 0 0 0 0 0 0 1 0 0 0,96 0,93 0,7 1,22 0,64 0,41
Xetrov72020648 sptlc1 779626 Str.55513 118601190,111598576,77621739 NM_001079574,BC080348,CT025215 NA NA NA XB-GENEPAGE-1004879 XB-GENE-1004880 Xl.7364 Sptlc1 268656 0 0 0 0 0 0 0 -1 0 0 0 0,09 0,05 -1,25 -0,06 -0,18 -0,33
Xetrov72020649 mef2c 100127198 Str.72000 160773568,163915064 BC155416,NM_001112916 MADS box transcription enhancer factor 2, polypeptide C (myocyte enhancer factor 2C) MADS-box transcription factor XMEF2C XB-GENEPAGE-486957 XB-GENE-486958 Xl.47612 Mef2c 17260 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,71 NA NA 0,5
Xetrov72020694 tbx1 619587 Str.49461 213626090,77623621,73665905,213625585,78042590 BC170916,CR926197,DQ124205,BC170914,NM_001035118 T-box 1 T-box transcription factor xtbx1|cafs|cthm|dgcr|dorv|vcfs| tbx1c XB-GENEPAGE-478083 XB-GENE-478084 Xl.85545,Xl.83187,Xl.12408,Xl.51448 Tbx1 21380 0 0 0 Tbx1 0 0 0 1 0 0 0 NA -0,3 1,79 1,17 -0,5 -0,28
Xetrov72020695 cpe 100127580 Str.66103 157422827,163914798 BC153352,NM_001112946 NA NA NA XB-GENEPAGE-952269 XB-GENE-952270 Xl.8483,Xl.79050 Cpe 12876 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,64 NA NA 2,37
Xetrov72020699 nfil3 548427 Str.27919 62751890,58476295 NM_001015710,BC089641 nuclear factor, interleukin 3 regulated basic-leucine zipper (bZIP) transcription factor e4bp4| il3bp1|nfil3a|nf-il3a XB-GENEPAGE-479623 XB-GENE-479624 Xl.48950 Nfil3 18030 0 0 0 0 0 1 1 0 1 0 0 4,16 3,75 -0,62 3,58 0,99 -0,08
Xetrov72020704 cd34 779603 Str.13198 301618122,116487764 XM_002938432,BC125764 NA NA NA XB-GENEPAGE-6457890 XB-GENE-6457891 NA Cd34 12490 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,79 NA NA NA
Xetrov72020719 ccrn4l 549285 Str.27711 213627134,62858060,56409983 BC170786,NM_001016531,CR926178 NA NA NA XB-GENEPAGE-1014541 XB-GENE-1014542 Xl.4682,Xl.86 Ccrn4l 12457 0 0 0 0 0 0 0 -1 0 0 0 -0,37 -0,58 -1,26 -0,21 -0,38 -0,57
Xetrov72020722 bmp3 100497890 Str.36907 301608961 XM_002933998 bone morphogenetic protein 3 TGF-beta related peptide growth factor xBMP-3|BMP-3 XB-GENEPAGE-483483 XB-GENE-483484 Xl.26502 Bmp3 110075 0 0 0 0 0 1 0 1 1 0 0 2,64 0,87 1,78 3,28 0,12 -0,86
Xetrov72020724 angptl4 100492339 Str.71991 301618392 XM_002938552 angiopoietin-like 4 secreted endothelial growth factor XB-GENEPAGE-481749 XB-GENE-481750 Xl.76379,Xl.19601,Xl.65525,Xl.74496 Angptl4 57875 0 0 0 0 0 1 1 0 1 1 0 3,5 2,38 -0,02 3,48 2,77 -0,26
Xetrov72020725 dcaf10 548459 Str.66215 58476341,166796185,77621654,166796386,213627148,213624227,349585049 BC089677,BC159065,CR762027,BC159294,BC170813,BC170811,NM_001015742 NA NA NA XB-GENEPAGE-967154 XB-GENE-967155 Xl.78504,Xl.11079 Dcaf10 242418 0 0 0 0 0 0 0 1 0 0 0 0,27 -0,3 1,1 -0,15 -0,33 0,25
Xetrov72020752 stbd1 100127812 Str.37820 160774108,163915260 BC155424,NM_001113123 NA NA NA XB-GENEPAGE-6456227 XB-GENE-6456228 Xl.79318 Stbd1 52331 0 0 0 0 0 0 0 -1 0 0 0 -0,11 0,06 -2,08 -0,18 -0,01 -0,75
Xetrov72020764 dmrta1 779901 Str.55212 118404265,111309158 NM_001078979,BC121704 DMRT-like family A1 transcription factor dmrt4|XDmrt4 XB-GENEPAGE-984360 XB-GENE-984361 Xl.47149 Dmrta1 242523 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,55 NA NA NA
Xetrov72020773 unknown NA NA NA NA NA NA NA NA NA Xl.11867 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,48 NA NA NA
Xetrov72020794 c9orf135 100485682 301612260 XM_002935587 NA NA NA XB-GENEPAGE-943885 XB-GENE-943886 Xl.50182 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,54 0,3 -1,59 -0,02 0,5 -0,77
Xetrov72020803 adra2c 100145449 Str.37282 187607765,170284937 NM_001126903,BC161069 NA NA NA XB-GENEPAGE-5773398 XB-GENE-5773399 Xl.26389,Xl.73480 Adra2c 11553 0 0 0 0 Adra2c 0 0 -1 0 0 0 NA NA -2,33 NA NA -0,82
Xetrov72020824 iqcd 100216273 Str.53076 77623203,197246405,213983112 CR855451,BC168810,NM_001142226 NA NA NA XB-GENEPAGE-960681 XB-GENE-960682 Xl.50209 Iqcd 75732 0 0 0 0 Iqcd 0 0 -1 0 0 0 0,12 0,09 -2,44 0,01 0,29 -0,78
Xetrov72020831 ttc23l 100379864 Str.53595 301621310,110289841,301621312 XM_002939952,CU025151,XM_002939953 NA NA NA XB-GENEPAGE-5900387 XB-GENE-5900388 Xl.73754 Ttc23l 75777 0 0 0 0 0 0 0 -1 0 0 0 0,37 0,09 -2,38 0,1 -0,01 -0,88
Xetrov72020832 kremen1 100144698 Str.29749 170287779,183986676 BC161114,NM_001123455 kringle containing transmembrane protein 1 dickkopf receptor kremen|kremen 1|krm1 XB-GENEPAGE-481464 XB-GENE-481465 Xl.12084 Kremen1 84035 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,91 NA NA -0,34
Xetrov72020868 gal3st1 100495120 301609548 XM_002934273 galactose-3-O-sulfotransferase 1 XB-GENEPAGE-984915 XB-GENE-984916 NA Gal3st1 53897 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,87 NA NA NA
Xetrov72020878 gcnt1 100490337 Str.67765 301626962 XM_002942608 NA NA NA XB-GENEPAGE-996857 XB-GENE-996858 Xl.23641,Xl.3615 Gcnt1 14537 0 0 0 0 0 0 0 1 0 0 0 0,45 -0,77 1,06 0,08 -0,76 0,15
Xetrov72020884 syt2 100158469 Str.53221 183986418,77621239,189230113 BC166074,CR760045,NM_001127909 NA NA NA XB-GENEPAGE-981210 XB-GENE-981211 Xl.8874 Syt2 20980 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,39 NA NA 3,59
Xetrov72020891 syt4 447980 Str.42693 284009797,189442666,49900156 NM_001171514,BC167456,BC077008 NA NA NA XB-GENEPAGE-5963048 XB-GENE-5963049 Xl.34868,Xl.48319 Syt4 20983 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,23 5,72 -0,45 -0,28 NA
Xetrov72020898 ap1m1 394630 Str.830 38174107,45360718,77625829 BC061393,NM_203702,CR760351 NA NA NA XB-GENEPAGE-1006855 XB-GENE-1006856 Xl.46539,Xl.80389 Ap1m1 11767 0 0 0 0 0 0 0 1 0 0 1 0,47 0,09 2,3 -0,01 -0,07 1,1
Xetrov72020924 arrdc2 780156 Str.11975 169642374,118404457,115313763 BC160577,NM_001079231,BC124042 NA NA NA XB-GENEPAGE-946087 XB-GENE-946088 Xl.19508,Xl.58724 Arrdc2 70807 0 0 0 0 0 0 0 1 0 0 0 0,26 0,36 1,36 0,29 0,25 0,52
Xetrov72020936 f2r 100493325 301610713 XM_002934846 coagulation factor 2 (thrombin) receptor G protein-coupled receptor coagulation factor II receptor|par1|par-1 XB-GENEPAGE-985798 XB-GENE-985799 Xl.974 F2r 14062 0 0 0 0 0 0 0 1 0 0 0 0,29 0,73 2,67 0,42 0,34 1,2
Xetrov72020958 pisd 779896 Str.69717 111306275,118404255 BC121694,NM_001078974 NA NA NA XB-GENEPAGE-998710 XB-GENE-998711 Xl.2148,Xl.56130 Pisd 320951 0 0 0 0 0 0 0 1 0 0 0 NA -0,5 2,21 NA -0,54 0,85
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Xetrov72020960 fam53a 493500 Str.53294 56118385,51703774,77624435 NM_001008137,BC081349,CR942757 family with sequence similarity 53, member A XB-GENEPAGE-920486 XB-GENE-920487 Xl.47369,Xl.53684 Fam53a 74504 0 0 0 0 0 0 0 1 0 0 0 -0,29 -0,72 1,7 -0,16 -0,54 0,42
Xetrov72020971 arrdc3 549597 Str.3902 134025340,77623211,77681635 BC135147,CR855460,NM_001016843 NA NA NA XB-GENEPAGE-5732340 XB-GENE-5732341 Xl.25985,Xl.34657,Xl.79188 Arrdc3 105171 0 0 0 0 0 0 0 0 -1 0 0 -0,54 -0,15 0,01 -1,08 -0,09 0,12
Xetrov72020979 post 100494594 301631582,301605880 XM_002944831,XM_002932507 posterior protein zinc finger, CCHC type Xpo XB-GENEPAGE-5867591 XB-GENE-5867592 Xl.16656,Xl.85047 NA NA 0 0 0 0 0 1 1 -1 1 0 0 2,49 4,73 -1,07 2,58 0,26 -0,18
Xetrov72020983 nr2f1 100101681 Str.58339 138519912,154147671 BC135589,NM_001100207 nuclear receptor subfamily 2, group F, member 1 hormone receptor COUP transcription factor 1 XB-GENEPAGE-480017 XB-GENE-480018 Xl.528,Xl.48372 Nr2f1 13865 0 0 0 0 0 0 0 1 1 0 0 0,16 0,57 1,58 1,83 0,29 0,24
Xetrov72020988 golm1 779448 Str.10177 301610976,112807487,50417611,111306045 XM_002934978,CU075443,BC077706,BC121260 NA NA NA XB-GENEPAGE-1002583 XB-GENE-1002584 Xl.15706 Golm1 105348 0 0 0 0 0 0 0 -1 0 0 0 -0,51 -0,09 -1,33 -0,5 -0,05 -0,29
Xetrov72020991 sec14l3 100145318 Str.12857 187608636,169641859 NM_001126793,BC160512 NA NA NA XB-GENEPAGE-951876 XB-GENE-951877 Xl.56545 Sec14l3 380683 0 0 0 0 0 0 0 -1 0 0 0 0,29 0,16 -1,02 0,28 0,61 -0,24
Xetrov72020994 htr1a 100488829 301609384 XM_002934198 NA NA NA XB-GENEPAGE-984749 XB-GENE-984750 Xl.1104 Htr1a 15550 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,26
Xetrov72021003 ankrd24 100487092 Str.61966 301608978 XM_002934012 NA NA NA XB-GENEPAGE-984387 XB-GENE-984388 NA Ankrd24 70615 0 0 0 0 0 0 0 -1 0 0 0 0,8 NA -3,29 0,87 1,47 -1,86
Xetrov72021028 bhmt 496651 Str.8632 58332137,56611138,58618890 NM_001011217,BC087774,BC089235 NA NA NA XB-GENEPAGE-1008381 XB-GENE-1008382 Xl.21139 Bhmt 12116 0 0 0 0 0 0 0 1 0 0 0 0,42 0,44 2,34 0,33 0,43 NA
Xetrov72021031 lhx5 548836 Str.14655 213624091,189441837,213624071,77622162,77682539 BC170634,BC167665,BC170608,CR762213,NM_001016082 LIM homeobox 5 LIM and homeodomain containing transcription factor xlim-2a|xlim-5|Xlim5 XB-GENEPAGE-490399 XB-GENE-490400 Xl.1047,Xl.21652,Xl.81025 Lhx5 16873 0 0 0 0 0 0 0 1 0 0 0 0,57 0,06 6,18 0,16 -0,08 NA
Xetrov72021035 cabp1 100135743 Str.12710 166795974,165971209 NM_001114265,BC158533 calcium binding protein 1 calcium mediated cellular signal transduction calbrain XB-GENEPAGE-854620 XB-GENE-854621 Xl.11813 Cabp1 29867 0 0 0 0 0 0 0 1 0 0 0 NA 0,03 2,65 NA 0,1 NA
Xetrov72021036 hnrnpk 394952 Str.68256 77626884,45361500,39794354 CR760855,NM_203996,BC064170 NA NA NA XB-GENEPAGE-6258483 XB-GENE-6258484 Xl.85126,Xl.76715,Xl.77359,Xl.80873,Xl.8131,Xl.83978 Hnrnpk 15387 0 0 0 0 0 0 0 0 0 1 0 0,54 0,5 0,15 0,22 1,05 0,12
Xetrov72021047 pus1 100380023 Str.57066 189571706,301604561 BC167696,XM_002931876 NA NA NA XB-GENEPAGE-963671 XB-GENE-963672 Xl.50101,Xl.21080 Pus1 56361 0 0 0 0 0 0 -1 -1 0 0 0 -0,58 -1,41 -1,66 0,57 -0,65 -1,66
Xetrov72021052 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,54 NA NA NA
Xetrov72021053 c9orf68 779679 Str.12733 77621267,118403987,110645618 CR760075,NM_001078764,BC118818 NA NA NA XB-GENEPAGE-984717 XB-GENE-984718 Xl.10830 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,26 -0,09 -1,97 -0,21 -0,09 -0,87
Xetrov72021072 smpd2 100145256 Str.55501 187607432,166796473 NM_001126737,BC159353 NA NA NA XB-GENEPAGE-982631 XB-GENE-982632 NA Smpd2 20598 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,92 NA NA NA
Xetrov72021073 camk4 100490912 Str.51016 301628433 XM_002943312 NA NA NA XB-GENEPAGE-5911780 XB-GENE-5911781 Xl.737 Camk4 12326 0 0 0 0 Camk4 0 0 -1 0 0 0 NA 0,12 -1,36 NA 0,23 -0,86
Xetrov72021086 znf474 100494841 Str.28094 301604238 XM_002931728 zinc finger protein 474 zinc finger, C2H2 type XB-GENEPAGE-980440 XB-GENE-980441 Xl.60141,Xl.74340 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,12 0,5 -3,07 NA 0,93 -1,35
Xetrov72021089 adora2a 100127551 Str.56502 156230535,163915252 BC152049,NM_001112927 NA NA NA XB-GENEPAGE-970782 XB-GENE-970783 Xl.49115,Xl.47559 Adora2a 11540 0 0 0 0 0 0 0 1 1 0 0 1,3 1,57 2,5 2,18 NA 0,88
Xetrov72021097 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,94 NA NA
Xetrov72021106 f2rl1 100135248 Str.77348 163915845,166157998 BC157517,NM_001113937 NA NA NA XB-GENEPAGE-5720017 XB-GENE-5720018 Xl.24461,Xl.5507 F2rl1 14063 0 0 0 0 0 0 0 -1 0 0 0 -0,13 0,04 -1,04 0,01 0,08 -0,12
Xetrov72021108 homer1 100127824 Str.29339 160773586,134025986,163914760 BC155436,BC135289,NM_001113132 homer homolog 1 dendritic protein homer|xhomer1 XB-GENEPAGE-5807409 XB-GENE-5807410 Xl.50382 Homer1 26556 0 0 0 0 0 0 0 1 0 0 0 0,37 -0,06 1,64 1,59 -0,22 0,8
Xetrov72021127 bsg 549438 Str.25616 77682937,77625915,119850945 NM_001016684,CR760198,BC127340 NA NA NA XB-GENEPAGE-5901794 XB-GENE-5901795 Xl.83358,Xl.24407,Xl.70988,Xl.76846,Xl.78558,Xl.83649 Bsg 12215 0 0 0 0 0 0 0 -1 0 0 0 0,54 0,25 -1,95 0,1 0,39 -0,77
Xetrov72021145 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,02 NA NA -0,7
Xetrov72021147 smad7 100486892 Str.66607 301614154 XM_002936507 SMAD family member 7 signal transduction, TGF-beta pathway xsmad7 XB-GENEPAGE-486003 XB-GENE-486004 Xl.1228 Smad7 17131 0 0 0 0 0 0 1 -1 0 0 0 0,08 1,73 -1,36 0,79 0,69 -0,14
Xetrov72021167 foxi4.1 549541 Str.27482 77623837,77681395 CR855676,NM_001016787 forkhead box I4, gene 1 forkhead domain transcription factor foxI1c|xfd-10 XB-GENEPAGE-5996106 XB-GENE-5996107 Xl.43219 NA NA 0 0 0 0 0 0 0 1 -1 0 0 -0,8 -0,03 1,51 -1,35 0,37 -0,24
Xetrov72021181 pou4f2 100498428 Str.29477 301619176 XM_002938931 POU class 4 homeobox 2 homeodomain transcription factor brn3b|Xbrn3b XB-GENEPAGE-854898 XB-GENE-854899 Xl.21627 Pou4f2 18997 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,47 NA NA NA
Xetrov72021201 snapc3 100488367 Str.55626 301619509 XM_002939089 NA NA NA XB-GENEPAGE-6257988 XB-GENE-6257989 Xl.23738 Snapc3 77634 0 0 0 0 0 0 0 1 0 0 0 0,24 -0,14 1,4 -0,16 -0,25 0,46
Xetrov72021202 NA NA NA NA NA NA NA NA NA Xl.55698 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,16 NA NA -0,93
Xetrov72021208 st8sia3 414281 Str.24306 308238176,47522389 NM_001197196,AJ715544 NA NA NA XB-GENEPAGE-960765 XB-GENE-960766 NA St8sia3 20451 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,88 NA NA NA
Xetrov72021219 cdk18 448581 Str.24882 55742273,49903482 NM_001006836,BC076915 cyclin-dependent kinase 18 serine/threonine kinase pctaire3|pctk3|pctaire XB-GENEPAGE-489093 XB-GENE-489094 Cdk18 18557 0 0 0 0 0 0 0 0 1 0 0 1,74 0,56 1,17 1,85 0,52 NA
Xetrov72021223 elovl7 448054 Str.4776 53749725,49250862 NM_001005456,BC074576 ELOVL fatty acid elongase 7 Fatty acyl-CoA elongase/Polyunsaturated fatty acid specific elongation enzyme XB-GENEPAGE-942804 XB-GENE-942805 Xl.5611,Xl.47097 Elovl7 74559 0 0 0 0 0 0 0 -1 0 0 0 0,35 0,13 -1,44 -0,17 0,01 -0,44
Xetrov72021238 foxi4.2 394878 Str.16160 165970518,45361374,39795837,77621373 BC158378,NM_203934,BC064241,CR761756 forkhead box I4, gene 2 forkhead domain transcription factor XFD2' XB-GENEPAGE-487657 XB-GENE-487658 Xl.5369,Xl.34912 NA NA 0 0 0 0 0 -1 0 0 -1 0 0 -1,48 0,16 0,44 -1,31 0,39 -0,16
Xetrov72021242 c14orf166b 100485518 Str.86458 301605001 XM_002932101 NA NA NA XB-GENEPAGE-981059 XB-GENE-981060 Xl.77442 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,11 NA NA -0,74
Xetrov72021263 psat1 549336 Str.12078 77682548,77626382,117558744 NM_001016582,CR760626,BC127350 NA NA NA XB-GENEPAGE-1016012 XB-GENE-1016013 Xl.49731 Psat1 107272 0 0 0 0 0 0 0 1 0 0 1 0,29 -0,66 2,7 -0,12 -0,42 1,35
Xetrov72021264 kcnd3 100125015 Str.60076 134025641,156717741 BC136062,NM_001102941 NA NA NA XB-GENEPAGE-5867970 XB-GENE-5867971 Xl.236 Kcnd3 56543 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,31 NA NA
Xetrov72021266 shd 100124932 Str.30857 134024100,301608980 BC135801,XM_002934002 Src homology 2 domain containing transforming protein D Protein tyrosine phosphatase Corkscrew and related SH2 domain enzymes XB-GENEPAGE-492408 XB-GENE-492409 Xl.13544 Shd 20420 0 0 0 0 0 1 0 1 1 0 1 3,5 NA 7,47 3,7 NA 6,09
Xetrov72021275 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,36 NA NA NA
Xetrov72021289 sgms2 496853 Str.17803 56789571,77623174,89886117 BC088568,CR855420,NM_001011385 NA NA NA XB-GENEPAGE-1016838 XB-GENE-1016839 Xl.79706 Sgms2 74442 0 0 0 0 0 0 0 -1 0 0 0 1 -0,41 -1,16 0,37 -0,5 -0,15
Xetrov72021291 gna14 493416 Str.56285 51703849,90017475,77624317 BC080940,NM_001008053,CR942615 guanine nucleotide binding protein (G protein), alpha 14 G protein subunit Galphaq/Galphay, small G protein superfamily XB-GENEPAGE-945094 XB-GENE-945095 Xl.13669,Xl.14093 Gna14 14675 0 0 0 0 0 0 0 -1 0 0 0 0,32 -0,03 -1 0,05 -0,07 -0,16
Xetrov72021300 apex1 394929 Str.4870 77621296,89886078,39794454,51703686 CR760104,NM_203976,BC064266,BC080950 NA NA NA XB-GENEPAGE-977071 XB-GENE-977072 Xl.43929,Xl.80145 Apex1 11792 0 0 0 0 0 0 0 1 0 0 0 0,47 0,11 1,38 0,2 0,17 0,54
Xetrov72021302 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,27 0,21 -1,1 -0,01 0,23 -0,36
Xetrov72021304 gadd45g 448442 Str.6981 52345875,49522619,77620859 NM_001004986,BC075545,CR761710 growth arrest and DNA-damage-inducible, gamma cell-cycle/apoptosis XGadd45-gamma|xgadd45g XB-GENEPAGE-481954 XB-GENE-481955 Xl.12125,Xl.16395,Xl.79791 Gadd45g 23882 0 0 Xl.16395 0 0 0 0 1 0 1 0 1,39 0,79 1,07 0,88 2,81 0,14
Xetrov72021311 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,14 NA NA -0,25
Xetrov72021330 ltb4r2 100489628 Str.62688 301609642 XM_002934324 NA NA NA XB-GENEPAGE-984955 XB-GENE-984956 NA Ltb4r2 57260 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,33 NA NA -0,42
Xetrov72021331 c4orf27 100488348 Str.6255 301607552 XM_002933322 NA NA NA XB-GENEPAGE-6034615 XB-GENE-6034616 Xl.78425 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,32 -0,47 1,59 -0,24 -0,42 0,25
Xetrov72021339 cers1 100485129 301622656 XM_002940602 NA NA NA XB-GENEPAGE-994750 XB-GENE-994751 Lass1 93898 0 0 0 0 0 0 0 0 1 0 0 1,79 NA NA 2,69 NA NA
Xetrov72021340 mab21l2 100125071 Str.55615 134025694,156717829 BC136175,NM_001102985 mab-21-like 2 Mab-21-like cell fate specification proteins Xmab-21|xmab21|xmab21l2 XB-GENEPAGE-983447 XB-GENE-983448 Xl.57167,Xl.279 Mab21l2 23937 0 0 0 0 0 0 0 1 0 0 0 -0,15 0,12 1,36 0,6 0,13 -0,01
Xetrov72021342 tmod1 100486576 301614506 XM_002936690 NA NA NA XB-GENEPAGE-954353 XB-GENE-954354 Xl.73349 Tmod1 21916 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,23 NA NA
Xetrov72021352 homer3 779484 Str.12625 159155309,284009793,111308129 BC154866,NM_001171520,BC121670 NA NA NA XB-GENEPAGE-962122 XB-GENE-962123 Xl.23551,Xl.73863 Homer3 26558 0 0 0 0 0 0 0 1 0 0 0 0,08 -0,23 5,18 0 -0,3 NA
Xetrov72021357 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,88 NA NA -0,67
Xetrov72021360 gatsl3 100125101 Str.37542 134024277,156717879 BC136242,NM_001103010 NA NA NA XB-GENEPAGE-960688 XB-GENE-960689 Xl.80454 Gatsl3 71962 0 0 0 0 0 0 0 1 0 0 0 0,04 -0,24 1,17 -0,27 -0,32 0,22
Xetrov72021368 fam81b 100498576 301607775 XM_002933438 NA NA NA XB-GENEPAGE-6042473 XB-GENE-6042474 NA Fam81b 238726 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,46 NA NA -0,74
Xetrov72021378 gdf3 493288 Str.16175 77623922,56118531,77625801,51512956 CR855767,NM_001007904,CR760322,BC080341 growth differentiation factor 3 tgf-beta related peptide growth factor derriere|derrière|vgr2|vgr-2|gdf-3 XB-GENEPAGE-487308 XB-GENE-487309 Xl.457 Gdf3 14562 0 0 0 0 0 0 0 0 1 0 0 0,84 0,68 NA 1,5 0,02 NA
Xetrov72021380 isl1 549474 Str.78644 134024454,77682957,77621271,183985541 BC135764,NM_001016720,CR760079,BC166037 ISL LIM homeobox 1 homeodomain transcription factor Xisl-1|Xislet-1| islet-1| islet1 XB-GENEPAGE-481335 XB-GENE-481336 Xl.48014,Xl.69308,Xl.69465 Isl1 16392 0 0 0 0 0 1 0 -1 1 0 0 4,33 NA -1,08 5,18 NA -0,07
Xetrov72021382 ccno 407893 Str.1266 47498017,77621503,45709705 NM_213672,CR761847,BC067943 NA NA NA XB-GENEPAGE-979544 XB-GENE-979545 Xl.50818,Xl.81608 Ccno 218630 0 0 0 0 0 0 0 -1 0 0 0 -0,62 0,45 -2,76 -0,56 0,39 -1,34
Xetrov72021383 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,03 -0,19 -1,64 NA -0,46 -0,91
Xetrov72021402 ung 549334 Str.7397 77682552,77626389,189441994,213624197,213625515 NM_001016580,CR760633,BC167353,BC170773,BC170771 NA NA NA XB-GENEPAGE-960118 XB-GENE-960119 Xl.6649 Ung 22256 0 0 0 0 0 0 0 1 0 0 0 0,36 -0,9 2,53 -0,33 -0,67 0,27
Xetrov72021409 NA NA NA NA NA NA NA NA NA Xl.2909 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,14 NA NA -0,08
Xetrov72021438 znf367 100492222 Str.71575 301610990 XM_002934974 zinc finger protein 367 zinc finger, C2H2 type XB-GENEPAGE-986039 XB-GENE-986040 Xl.33054 Zfp367 238673 0 0 0 0 0 0 0 1 0 0 0 -0,12 -0,33 2,04 -0,51 -0,38 0,6
Xetrov72021445 gmpr2 594932 Str.16286 60649467,71896402 BC090559,NM_001030358 NA NA NA XB-GENEPAGE-1007065 XB-GENE-1007066 Xl.12819 Gmpr2 105446 0 0 0 0 Gmpr2 0 0 -1 0 0 0 0,32 -0,08 -1,6 -0,21 -0,12 -0,56
Xetrov72021466 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,61 NA NA -0,54
Xetrov72021472 spry1 449470 Str.10330 52352550,134254189,144226853 AY714336,BC135278,NM_001006930 sprouty homolog 1, antagonist of FGF signaling regulation of signal transduction sprouty|sprouty1|sprouty-1|sprouty 1|Xtsprouty1|xspry1 XB-GENEPAGE-480578 XB-GENE-480579 Xl.10087,Xl.85249,Xl.69250,Xl.83769 Spry1 24063 0 0 0 0 0 0 0 1 0 0 0 0,11 -1,2 1,25 0,27 -0,51 0,1
Xetrov72021475 lrp2bp 100145071 Str.71725 187608735,165971189 NM_001126597,BC158486 NA NA NA XB-GENEPAGE-965536 XB-GENE-965537 Xl.46746 Lrp2bp 67620 0 0 0 0 0 0 0 -1 0 0 0 0,31 -0,1 -2,1 0,05 -0,31 -0,76
Xetrov72021481 rassf6 448341 Str.15569 49523018,55742333 BC075422,NM_001006705 Ras association (RalGDS/AF-6) domain family member 6 Ras GTPase effector mgc89181 XB-GENEPAGE-489586 XB-GENE-489587 Xl.16555,Xl.49118 Rassf6 73246 0 0 0 0 0 1 0 0 0 0 0 1,79 0,57 -0,97 0,8 0,82 -0,06
Xetrov72021489 fbp1 394750 Str.66830 45361016,38511758 NM_203814,BC061270 NA NA NA XB-GENEPAGE-1002595 XB-GENE-1002596 Xl.5798,Xl.58761,Xl.79400,Xl.80104,Xl.85295 Fbp1 14121 0 0 0 0 0 0 0 -1 0 0 0 0,49 0,24 -1,08 0,08 0,54 -0,63
Xetrov72021523 pitx2 549981 Str.10206 77682199,166796150,77625991,77624262 NM_001017227,BC159022,CR760278,CR942554 paired-like homeodomain 2 homeodomain transcription factor xPtx2|pitx2-A|pitx2c|xpitx2 XB-GENEPAGE-482491 XB-GENE-482492 Xl.103,Xl.104 Pitx2 18741 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,47 3,79 NA 0,95
Xetrov72021540 foxd1 493510 Str.9073 51703782,56118523 BC081361,NM_001008147 forkhead box D1 forkhead domain transcription factor Xbf2|BF-2|xbf-2|Xenopus brain factor 2|mgc89744 XB-GENEPAGE-488076 XB-GENE-488077 Xl.66 Foxd1 15229 0 0 0 0 0 0 0 1 1 0 0 0,57 0,91 3,26 2,08 0,97 NA
Xetrov72021543 grhpr.2 493279 Str.15297 51513192,56118537,77625908 BC080331,NM_001007895,CR760190 NA NA NA XB-GENEPAGE-5815682 XB-GENE-5815683 Xl.20742,Xl.82264 Grhpr 76238 0 0 0 0 0 0 0 -1 0 0 0 0,44 0,14 -1,03 -0,09 -0,25 -0,3
Xetrov72021552 c22orf36 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,06 0,14 1,16 0,13 -0,09 0,63
Xetrov72021561 rax 100038124 Str.53135 301614475,112808107 XM_002936669,CU075876 retina and anterior neural fold homeobox homeodomain transcription factor rax-a|Xrx1| rx1|Xrax|Rx2A| rx| rx1a XB-GENEPAGE-492664 XB-GENE-492665 Xl.187,Xl.186 Rax 19434 0 0 0 0 0 0 0 -1 0 0 0 -0,28 NA -1,11 -0,34 NA -0,34
Xetrov72021574 lppr1 100124964 Str.24881 156717659,134024471 NM_001102900,BC135902 NA NA NA XB-GENEPAGE-974060 XB-GENE-974061 Xl.80502,Xl.14883 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,21 -0,23 5,4 -0,21 -0,22 NA
Xetrov72021582 anxa3 100037909 Str.64485 148223366,134024332,170285277 NM_001097342,BC135253,BC161262 NA NA NA XB-GENEPAGE-952999 XB-GENE-953000 Xl.3863,Xl.65155 Anxa3 11745 0 0 0 0 0 0 0 1 0 0 0 0,5 -0,01 1,22 -0,15 -0,23 0,99
Xetrov72021587 NA NA NA NA NA NA NA NA NA Xl.73451 NA NA 0 0 0 0 0 0 0 -1 1 0 -1 1,09 1,4 -2,72 2,85 NA -1,35
Xetrov72021604 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,28 -1,14 0,78 -0,15 -1,03
Xetrov72021606 pnhd 394459 Str.6723 45360940,213624221,34396094,213624219,77623560 NM_203534,BC170805,AY333424,BC170803,CR926370 pinhead pinhead XB-GENEPAGE-480587 XB-GENE-480588 Xl.23480,Xl.85133 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,6 -0,48 3,16 -0,56 -0,05 1,23
Xetrov72021607 cxxc4 779646 Str.55683 110645351,118404927,112807411 BC118750,NM_001078732,CU075367 CXXC finger protein 4 dvl-binding protein, negative regulator of the wnt signaling pathway Idax|Xldax XB-GENEPAGE-479476 XB-GENE-479477 Xl.69384,Xl.69502 Cxxc4 319478 0 0 0 0 0 0 0 1 0 0 0 1,01 NA 2,76 1,27 NA 0,85
Xetrov72021633 ccdc92 780255 Str.26134 112807535,111309003,118404963 CU075491,BC121331,NM_001079326 coiled-coil domain containing 92 limkain beta 2| limkain beta-2 XB-GENEPAGE-943647 XB-GENE-943648 Ccdc92 215707 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,51 -1,52 -0,17 -0,62 -0,65
Xetrov72021648 unknown NA NA NA NA NA NA NA NA NA Xl.35380,Xl.84821 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,17 -0,07 -1,48 0,18 0,1 -0,64
Xetrov72021683 spata4 100488774 Str.63321 301607537 XM_002933324 spermatogenesis associated 4 XB-GENEPAGE-983173 XB-GENE-983174 Spata4 69281 0 0 0 0 0 0 0 -1 0 0 0 1,02 0,06 -2,5 NA -0,17 -0,9
Xetrov72021690 ttc29 100498272 Str.38716 301619174 XM_002938930 NA NA NA XB-GENEPAGE-992353 XB-GENE-992354 Xl.17791 Ttc29 73301 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,73
Xetrov72021695 ssbp4 100488961 301622780 XM_002940660 NA NA NA XB-GENEPAGE-994792 XB-GENE-994793 Xl.54457,Xl.79461 Ssbp4 76900 0 0 0 0 0 0 0 1 0 0 0 0,27 0,57 3,48 0,43 0,58 1,32
Xetrov72021698 c4orf47 100379819 Str.56301 301609520,77624415 XM_002934264,CR942735 NA NA NA XB-GENEPAGE-5731259 XB-GENE-5731260 Xl.48559 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,23 0,13 -1,9 -0,17 0,14 -0,86
Xetrov72021777 cdc20b 100497347 Str.47923 301623712 XM_002941114 NA NA NA XB-GENEPAGE-1013870 XB-GENE-1013871 NA Cdc20b 238896 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,56 NA NA -1,41
Xetrov72021783 cnn1 407907 Str.21613 49457825,49250831,77621693 NM_213676,BC067950,CT025165 NA NA NA XB-GENEPAGE-1005288 XB-GENE-1005289 Xl.554,Xl.29484 Cnn1 12797 0 Xl.554 0 0 0 0 0 0 0 1 0 0,55 0,68 -0,51 0,18 1,29 -0,22
Xetrov72021790 tmem38a 394592 Str.9956 45360644,115292059,38174381,112807366 NM_203665,BC122046,BC061269,CU075322 NA NA NA XB-GENEPAGE-5802847 XB-GENE-5802848 Xl.45053,Xl.78797 Tmem38a 74166 0 0 0 0 0 0 0 0 0 0 1 NA NA -0,68 NA NA 2,45
Xetrov72021792 aqp3 549599 Str.15346 112807615,77623198,165971513,77681436 CU075571,CR855446,BC158298,NM_001016845 aquaporin 3 (Gill blood group) integral membrane pore (water channel) protein aquaporin-3b|aqp3b|AQP-x3|aqp-3|Aquaporin-3 XB-GENEPAGE-488013 XB-GENE-488014 Xl.34454,Xl.9137 Aqp3 11828 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,91 NA NA 3,09
Xetrov72021801 phox2b 100124329 Str.33897 172355887,112807519,171846497 NM_001123020,CU075475,BC161760 paired-like homeobox 2b homeodomain transcription factor phox2|xphox2b XB-GENEPAGE-1000414 XB-GENE-1000415 Xl.32231,Xl.58124,Xl.83189 Phox2b 18935 0 0 0 0 0 0 0 1 1 0 1 1,54 NA 5,56 3,53 NA 5,71
Xetrov72021822 nanos2 NA NA NA nanos homolog 2 RNA binding XB-GENEPAGE-868414 XB-GENE-868415 NA Nanos2 378430 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,28 NA NA
Xetrov72021824 stx2 780101 Str.52601 118404631,77626412,115312884 NM_001079176,CR760658,BC123926 NA NA NA XB-GENEPAGE-962072 XB-GENE-962073 Xl.48422 Stx2 13852 0 0 0 0 0 0 0 1 0 0 0 -0,01 -0,37 1,88 -0,35 -0,34 0,39
Xetrov72021834 gas1 780149 Str.19944 115312947,112807695,118404471 BC124029,CT485773,NM_001079224 NA NA NA XB-GENEPAGE-966198 XB-GENE-966199 Xl.16153,Xl.54091,Xl.70675 Gas1 14451 0 0 0 0 0 0 1 1 1 1 0 0,82 1,9 2,96 2 1,29 0,79
Xetrov72021893 NA NA NA NA NA NA NA NA NA Xl.69224,Xl.75546 NA NA 0 0 0 0 0 0 0 1 1 0 0 0,44 -0,57 4,95 1,39 -0,13 2,09
Xetrov72021908 hmx1 100498485 301621866 XM_002940218 H6 family homeobox 1 nkx5-3 XB-GENEPAGE-6259138 XB-GENE-6259139 NA Hmx1 15371 0 0 0 0 0 0 0 1 1 0 0 1,46 NA 1,28 2,29 NA 1,24
Xetrov72021929 mlec 100196926 Str.50642 77622567,301605022 CT030323,XM_002932080 malectin serine/threonine kinase malectin XB-GENEPAGE-5734784 XB-GENE-5734785 Xl.32533,Xl.2971 Mlec 109154 0 0 0 0 0 0 0 0 1 0 0 0,5 0,18 -0,37 1,11 -0,21 -0,1
Xetrov72021934 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 1 0 0,87 1,6 NA 0,2 2,43 NA
Xetrov72021939 acer2 549870 Str.26950 197246690,77681343,134025398,77627526 BC168538,NM_001017116,BC135345,CR761183 alkaline ceramidase 2 ceramidase asah3l XB-GENEPAGE-1015551 XB-GENE-1015552 Xl.59921,Xl.79845 Acer2 230379 0 0 0 0 0 0 0 1 0 0 0 0,22 0 3,38 0,17 -0,12 NA
Xetrov72021940 msx1 394692 Str.2153 82524646,77623948,213627002,38382941 NM_001037252,CR855795,BC170570,BC062514 msh homeobox 1 homeodomain transcription factor hox7|hox-7|msx-1|Xmsx-1|xmsx1 XB-GENEPAGE-490377 XB-GENE-490378 Xl.60027,Xl.45216 Msx1 17701 0 0 0 0 0 0 0 -1 0 0 0 -1,03 0,46 -1,38 0,07 0,23 -0,46
Xetrov72021944 fgf20 100233218 Str.37936 221139720,218158045 NM_001143927,FJ474092 fibroblast growth factor 20 heparin-binding growth factor XFGF-20|xfgf20 XB-GENEPAGE-481879 XB-GENE-481880 Xl.2769,Xl.32159 Fgf20 80857 0 0 0 0 0 0 0 0 1 0 0 1,48 NA NA 2,7 NA NA
Xetrov72021960 kcnn2 100145581 Str.54224 170284682,158254010,187608718 BC161313,BC154072,NM_001127000 NA NA NA XB-GENEPAGE-6077410 XB-GENE-6077411 NA Kcnn2 140492 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA 0,14
Xetrov72022021 olig3 493553 Str.27109 112807910,56118621,51950123 CU075679,NM_001008190,BC082516 oligodendrocyte transcription factor 3 transcription factor XB-GENEPAGE-919788 XB-GENE-919789 NA Olig3 94222 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,98 NA NA NA
Xetrov72022049 march2 549760 Str.26800 157422974,77682209,77622232,138519804 BC153690,NM_001017006,CR762288,BC135485 NA NA NA XB-GENEPAGE-945913 XB-GENE-945914 Xl.49867,Xl.81186 March2 224703 0 0 0 0 0 0 0 1 0 0 0 0,04 -0,92 2,13 -0,54 -0,55 NA
Xetrov72022052 NA NA NA NA NA NA NA NA NA Xl.51570 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,21 NA NA -0,95
Xetrov72022076 fstl3 548587 Str.31303 60416190,62751527 BC090804,NM_001015870 follistatin-like 3 (secreted glycoprotein) protease inhibitor follistatin-like 3 glycoprotein XB-GENEPAGE-876425 XB-GENE-876426 Xl.55650 Fstl3 83554 0 0 0 0 0 0 0 -1 0 0 0 NA -0,3 -2,79 NA -0,3 -0,46
Xetrov72022080 dhrs11 496708 Str.65507 77627509,58332211,56789344 CR761166,NM_001011258,BC087569 NA NA NA XB-GENEPAGE-6048419 XB-GENE-6048420 Xl.35365,Xl.78383,Xl.84027 Dhrs11 192970 0 0 0 0 0 0 0 -1 0 0 0 0,21 -0,01 -1,59 -0,19 -0,09 -0,86
Xetrov72022101 march3 493225 Str.26750 55926171,51261913,159155328 NM_001007498,BC079935,BC154888 membrane-associated ring finger (C3HC4) 3 mRNA turnover and stability XB-GENEPAGE-491982 XB-GENE-491983 Xl.52873 March3 320253 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,98 -1,68 0,09 -0,46 0,03
Xetrov72022110 NA NA NA NA NA NA NA NA NA Xl.74737 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,22 0,23 1,58 0,27 0,28 0,17
Xetrov72022115 odf3l1 100487571 301620976 XM_002939767 NA NA NA XB-GENEPAGE-6037716 XB-GENE-6037717 NA Odf3l1 382075 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,45
Xetrov72022130 slbp 448105 Str.8020 49522026,52345575 BC074636,NM_001004836 stem-loop binding protein binds to stem-loop structure in histone mRNAs xslbp XB-GENEPAGE-480368 XB-GENE-480369 Xl.4631,Xl.47686 Slbp 20492 0 0 0 0 Slbp 0 0 1 0 0 0 0,02 -0,13 1,11 0,42 -0,26 0,03
Xetrov72022140 rasl11b 548491 Str.28780 58477073,62751758 BC089714,NM_001015774 RAS-like, family 11, member B small GTPase XB-GENEPAGE-491055 XB-GENE-491056 Xl.13019,Xl.34267 Rasl11b 68939 Xl.34267 0 0 0 0 0 0 -1 0 0 0 0,87 0,71 -1,36 0,26 0,75 -1,05
Xetrov72022150 c12orf52 100491156 Str.85757 301609524 XM_002934333 NA NA NA XB-GENEPAGE-6462301 XB-GENE-6462302 Xl.72480,Xl.11524 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,43 -1,02 -0,11 -0,35 -0,67
Xetrov72022178 psme2 496995 Str.27803 57032838,58332835 BC088884,NM_001011494 NA NA NA XB-GENEPAGE-957035 XB-GENE-957036 Xl.17544 Psme2,Psme2b-ps 19188 0 0 0 0 0 1 0 0 1 0 0 4,41 0,39 -1,21 4,13 0,14 -0,15
Xetrov72022184 unc119b 549569 Str.48203 77623732,77681973 CR855560,NM_001016815 unc-119 homolog B Photoreceptor synaptic vesicle protein HRG4/UNC-119 XB-GENEPAGE-981103 XB-GENE-981104 Xl.29355,Xl.16769 Unc119b 106840 0 0 0 0 0 0 0 -1 0 0 0 0,47 -0,17 -1,19 -0,2 -0,36 -0,73
Xetrov72022192 sod3 100127868 Str.31406 160774155,163914874 BC155515,NM_001113159 NA NA NA XB-GENEPAGE-1008937 XB-GENE-1008938 Xl.5296 Sod3 20657 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,04 NA NA -0,59
Xetrov72022217 pex11g 780227 Str.38828 116487494,118404717 BC125806,NM_001079302 NA NA NA XB-GENEPAGE-5918390 XB-GENE-5918391 Xl.54056 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 -0,3 -1,06 -0,4 -0,42 -0,28
Xetrov72022239 tmem232 100492950 301612022 XM_002935476 NA NA NA XB-GENEPAGE-953023 XB-GENE-953024 Tmem232 381107 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,13 -1,87 -0,41 -0,22 -0,71
Xetrov72022251 spef1 100492226 Str.69880 301613643 XM_002936294 sperm flagellar 1 CLAMP|spef1a XB-GENEPAGE-1003953 XB-GENE-1003954 Xl.26316 Spef1 70997 0 0 0 0 0 0 0 -1 0 0 0 0,17 0,15 -2,1 0,16 0,62 -0,8
Xetrov72022261 pacrgl 100037918 Str.52762 134026159,148231509,77624245 BC135284,NM_001097350,CR942533 NA NA NA XB-GENEPAGE-954376 XB-GENE-954377 Xl.8047 Pacrgl 66768 0 0 0 0 0 0 0 -1 0 0 0 NA -0,41 -1,94 NA -0,34 -0,85
Xetrov72022366 cldn5 448343 Str.22152 55741985,49522403 NM_001006706,BC075424 claudin 5 (transmembrane protein deleted in velocardiofacial syndrome) integral membrane protein, tight junction component claudin-5 XB-GENEPAGE-976043 XB-GENE-976044 Xl.14214,Xl.18323,Xl.40936 Cldn5 12741 0 0 0 0 Cldn5 0 0 0 1 0 0 0,37 0,1 -0,37 2,11 -0,22 -0,09
Xetrov72022400 hand2 100101704 Str.43435 154147703,138519840 NM_001100225,BC135783 heart and neural crest derivatives expressed 2 basic helix-loop-helix transcription factor dhand2|dhand|xhand2 XB-GENEPAGE-481425 XB-GENE-481426 Xl.770,Xl.771 Hand2 15111 0 0 0 0 0 0 0 -1 1 0 0 1,15 0,1 -2,2 3,03 0,18 0,1
Xetrov72022421 capsl 549278 Str.27706 77623624,148540138,113197755 CR926201,NM_001016524,BC121608 NA NA NA XB-GENEPAGE-962395 XB-GENE-962396 Capsl 75568 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,01 -2,12 0,06 0,27 -0,77
Xetrov72022431 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,41 NA NA -1,02
Xetrov72022439 c5orf30 100037912 Str.3525 148222191,134023726 NM_001097345,BC135262 NA NA NA XB-GENEPAGE-942412 XB-GENE-942413 Xl.20270 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,36 -0,3 1,37 -0,35 -0,21 0,68
Xetrov72022450 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,14 NA NA -0,82
Xetrov72022455 hspb8 448147 Str.68436 49250491,54020824 BC074681,NM_001005658 heat shock 22kDa protein 8 alpha crystallin XB-GENEPAGE-945642 XB-GENE-945643 Xl.67075 Hspb8 80888 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,17 NA NA NA
Xetrov72022523 c1orf88 100489101 301606839 XM_002932977 NA NA NA XB-GENEPAGE-6042222 XB-GENE-6042223 Xl.79417 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,65 NA NA -0,75
Xetrov72022528 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,94 NA NA -0,73
Xetrov72022541 reep5 496723 Str.6213 77621581,58332239,56789403 CR761929,NM_001011272,BC087981 NA NA NA XB-GENEPAGE-944533 XB-GENE-944534 Xl.8593,Xl.46807 Reep5 13476 0 0 0 0 0 1 0 0 1 0 0 1,38 0,73 -0,12 1,29 -0,06 -0,11
Xetrov72022548 tdgf1 779849 Str.6258 118404163,77621276,163916002,111306178 NM_001078927,CR760084,BC157155,BC121594 teratocarcinoma-derived growth factor 1 EGF-like growth factor cripto|xcr1|cr1|Cripto-1| frl1| frl-1 XB-GENEPAGE-482447 XB-GENE-482448 Xl.1289,Xl.51300 Tdgf1 21667 0 0 0 0 0 0 0 0 -1 0 0 -0,16 -0,63 NA -1,31 -0,2 NA
Xetrov72022552 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 2,52 NA NA NA NA NA
Xetrov72022557 arl8a 394587 Str.9955 38174392,45360634 BC061301,NM_203659 ADP-ribosylation factor-like 8A small GTPase arl10b XB-GENEPAGE-866658 XB-GENE-866659 Arl8a 68724 0 0 0 0 0 0 0 1 0 0 1 0,22 -0,13 3,13 -0,2 -0,13 1,73
Xetrov72022559 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,21 0,02 -1,02 -0,1 -0,05 -0,37
Xetrov72022576 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,32 -0,28 -1,04 -0,37 -0,22 -0,17
Xetrov72022608 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 1,63 0,74 NA 0,02 1,22 NA
Xetrov72022612 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 1,64 0,36 -2,05 NA 0,49 -1,42
Xetrov72022613 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 1,14 0,49 -2,28 -0,24 0,33 -1,46
Xetrov72022633 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 3,96 NA NA NA NA NA
Xetrov72022637 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 2,91 NA NA NA NA NA
Xetrov72022642 NA NA NA NA NA NA NA NA NA Xl.74122 NA NA 0 0 0 0 0 1 0 0 0 0 0 3,95 NA NA NA NA NA
Xetrov72022645 c5orf48 100379848 Str.54233 301604226,110289870 XM_002931712,CU025180 NA NA NA XB-GENEPAGE-5865160 XB-GENE-5865161 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,43 NA NA -1,37
Xetrov72022647 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 1 0 3,88 1,21 NA 0,76 2,37 NA
Xetrov72022691 unknown NA NA NA NA NA NA NA NA NA Xl.23979,Xl.76049,Xl.83330 NA NA 0 0 0 0 0 1 0 0 0 0 0 1,65 1,08 0,65 0,62 0,52 0,17
Xetrov72022692 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 2,7 NA NA 3,62 NA NA
Xetrov72022747 NA NA NA NA NA NA NA NA NA Xl.17968 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -0,79
Xetrov72022752 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 0 1 0 0 2,01 2,31 -0,22 2,06 0,87 0,03
Xetrov72022765 cdkn1a 100038054 Str.67958 301612637,114107735,301612639,76873697 XM_002935777,BC123057,XM_002935778,CT030049 cyclin-dependent kinase inhibitor 1A (p21, Cip1) cell cycle regulator p16Xic2|p21|cip1 XB-GENEPAGE-487801 XB-GENE-487802 Xl.80306,Xl.15415 Cdkn1a 12575 0 0 0 0 0 0 0 -1 0 0 0 0,52 -0,12 -1,55 -0,26 0,14 -0,72
Xetrov72022783 uqcr10 733494 Str.66847 77626530,160774281,113205579 CR760464,BC155048,NM_001044430 NA NA NA XB-GENEPAGE-5850344 XB-GENE-5850345 Xl.84084,Xl.70805 Uqcr10 66152 0 0 0 0 0 1 0 0 0 0 0 1,64 0,92 0,24 0,47 0,68 0,07
Xetrov72022801 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -1,17 0,31 -1,4 0 0,22 -0,61
Xetrov72022822 d4s234e 780310 Str.66801 116063432,118403877,195539947 BC122904,NM_001079381,BC167929 NA NA NA XB-GENEPAGE-992526 XB-GENE-992527 ,Xl.80426 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,11 NA NA 4,79
Xetrov72022830 il8 100498551 Str.53611 301626803,112808130 XM_002942532,CU075899 NA NA NA XB-GENEPAGE-6257607 XB-GENE-6257608 Xl.56491 NA NA 0 0 0 0 0 1 0 0 1 0 0 3,48 NA 0,21 2,75 NA 0,34
Xetrov72022835 ereg 733987 Str.40855 113931421,77624323 NM_001045695,CR942622 NA NA NA XB-GENEPAGE-1017165 XB-GENE-1017166 Ereg 13874 0 0 0 0 0 1 0 0 0 0 0 3,34 NA 0,25 NA NA 0,36
Xetrov72022837 c1orf194 100487688 Str.32111 301620652 XM_002939635 NA NA NA XB-GENEPAGE-1007702 XB-GENE-1007703 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,94
Xetrov72022850 unknown NA NA NA NA NA NA NA NA NA Xl.78414 NA NA 0 0 0 0 0 0 0 1 1 0 0 0,61 -0,12 1,49 1,58 -0,18 0,7
Xetrov72022878 gnrh2 100135418 Str.21355 139152354,166157879 EF166085,NM_001114078 NA NA NA XB-GENEPAGE-5816798 XB-GENE-5816799 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,1 NA NA -0,76
Xetrov72022890 NA NA NA NA NA NA NA NA NA Xl.42810,Xl.77571 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,96 0,22 -1,12 0,33 0,47 -0,43
Xetrov72022918 rps15 496609 Str.65317 55824746,77621238,58332075 BC086610,CR760044,NM_001011187 NA NA NA XB-GENEPAGE-5832672 XB-GENE-5832673 Xl.64450,Xl.46818,Xl.59757,Xl.83016 Rps15 20054 0 0 0 0 0 1 0 0 0 0 0 1,31 0,63 0,78 0,61 0,65 0,04
Xetrov72022919 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,55 NA NA NA
Xetrov72022921 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 1,78 0,74 -0,55 -0,11 1,09 0,13
Xetrov72022945 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,58 NA NA -0,41
Xetrov72022960 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2 NA NA -0,74
Xetrov72022969 fgf2 550087 Str.68201 77623410,145553984,134026227 CR848523,NM_001017333,BC136120 fibroblast growth factor 2 (basic) heparin-binding growth factor fgf-2|HBGF-2|bfgf|basic fgf|xfgf2 XB-GENEPAGE-487001 XB-GENE-487002 Xl.76214,Xl.9756 Fgf2 14173 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,26 1,43 0 -0,06 0,01
Xetrov72022991 NA NA NA NA NA NA NA NA NA Xl.29310 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,13 NA NA NA
Xetrov72023029 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,5 0,33 -2,39 0,01 0,38 -1,12
Xetrov72023031 uqcr11 100380065 Str.6481 77623525 CT030625 NA NA NA XB-GENEPAGE-992167 XB-GENE-992168 Xl.6813 Uqcr11 66594 0 0 0 0 0 1 0 0 0 0 0 1,29 0,94 -0,5 0,37 0,77 -0,16
Xetrov72023033 rpl36 448678 Str.52897 52346105,50370362,77622288 NM_001005100,BC077033,CR762346 NA NA NA XB-GENEPAGE-969191 XB-GENE-969192 Xl.45948,Xl.63853,Xl.76760 Rpl36 54217 0 0 0 0 0 1 0 0 0 0 0 1,61 0,69 0,9 0,62 0,65 0,12
Xetrov72023075 cplx1 100124828 Str.35279 156717445,134024427 NM_001102793,BC135467 NA NA NA XB-GENEPAGE-5815522 XB-GENE-5815523 Xl.26410,Xl.74037 Cplx1 12889 0 0 0 0 0 0 0 1 0 0 0 NA NA 2 NA NA 1,11
Xetrov72023097 NA NA NA NA NA NA NA NA NA Xl.5958 NA NA 0 0 0 0 0 0 0 1 0 0 1 0,25 -0,02 1,89 -0,16 0 2,46
Xetrov72023106 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 1 1 1 0 4,93 4,27 6,48 6,09 3,62 2,03
Xetrov72023107 NA NA NA NA NA NA NA NA NA Xl.24521,Xl.58599,Xl.74033 NA NA 0 0 0 0 0 1 0 1 1 0 0 4,18 NA 2,89 3,16 NA NA
Xetrov72023126 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 2,67 NA NA NA NA NA
Xetrov72023131 g0s2 100380189 Str.76684 159155293,195539704,301607982 BC154847,BC168137,XM_002933505 NA NA NA XB-GENEPAGE-983484 XB-GENE-983485 Xl.9175 G0s2 14373 0 0 0 0 G0s2 1 1 0 1 0 0 2,39 3,39 0,68 1,13 1,57 0,11
Xetrov72023161 cetn1 549903 Str.6505 77681544,77626966 NM_001017149,CR760940 NA NA NA XB-GENEPAGE-967616 XB-GENE-967617 Xl.52447 Cetn1 26369 0 0 0 0 0 0 0 -1 0 0 -1 0,15 -0,04 -2,46 -0,06 -0,05 -1,06
Xetrov72023189 lrrc43 100491502 301616614 XM_002937704 NA NA NA XB-GENEPAGE-6464238 XB-GENE-6464239 NA Lrrc43 381741 0 0 0 0 0 0 0 -1 0 0 0 0,3 0,22 -1,12 -0,03 0,17 -0,89
Xetrov72023200 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 -1 0 0 0 3,35 0,96 -1,75 NA 1,93 -1,2
Xetrov72023210 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,15 NA NA -0,94
Xetrov72023250 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,66 NA NA -1,15
Xetrov72023262 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,85 NA NA -0,77
Xetrov72023266 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,66 NA NA
Xetrov72023268 NA NA NA NA NA NA NA NA NA Xl.53914 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -1,33 -0,42 -1,07 -0,94 -0,45 -0,12
Xetrov72023271 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,36 NA NA -0,11
Xetrov72023279 gramd3 734025 Str.6456 77623333,113931461 CR848441,NM_001045716 GRAM domain containing 3 Uncharacterized conserved protein, contains GRAM domain XB-GENEPAGE-490791 XB-GENE-490792 Xl.7613,Xl.73334 Gramd3 107022 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,11 -1,28 -0,41 0,06 -0,24
Xetrov72023289 spink2 100127184 Str.51450 301622660,159155355 XM_002940600,BC154952 serine peptidase inhibitor, Kazal type 2 (acrosin-trypsin inhibitor) Kazal-type serine protease inhibitor domain XB-GENEPAGE-484881 XB-GENE-484882 Xl.19814 Spink2 69982 0 0 0 0 0 1 0 0 0 0 0 2,01 NA NA 0,47 NA NA
Xetrov72023292 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 1,5 0,96 NA -0,08 1,26 NA
Xetrov72023311 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0 -0,06 0,23 1,55 0,23 -0,03
Xetrov72023313 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,09 -0,33 -2,55 -0,34 -0,45 -1,13
Xetrov72023316 npr2 NA NA NA NA NA NA XB-GENEPAGE-993190 XB-GENE-993191 Xl.907 Npr2 230103 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,75 NA NA 1,15
Xetrov72023319 onecut3 100491290 Str.44466 301618949 XM_002938821 one cut homeobox 3 homeodomain transcription factor XB-GENEPAGE-484504 XB-GENE-484505 NA Onecut3 246086 0 0 0 0 0 0 0 1 0 0 0 0,69 NA 5,96 1,7 NA NA
Xetrov72023338 rbm47 100216039 Str.80219 195539940,213983188 BC167901,NM_001142027 NA NA NA XB-GENEPAGE-976706 XB-GENE-976707 NA Rbm47 245945 0 0 0 0 0 0 0 -1 0 0 0 0,16 0,46 -1,19 0,46 0,14 -0,07
Xetrov72023346 dmrt3 100495546 301623495 XM_002941006 doublesex and mab-3 related transcription factor 3 transcription factor XB-GENEPAGE-995120 XB-GENE-995121 NA Dmrt3 240590 0 0 0 0 0 0 0 1 0 0 0 NA 0,32 3,17 1,16 0,18 NA
Xetrov72023347 aldh1b1 100498540 301621943 XM_002940263 NA NA NA XB-GENEPAGE-1013739 XB-GENE-1013740 NA Aldh1b1 72535 0 0 0 Aldh1b1 0 1 1 1 1 0 0 9,46 5,31 5,68 8,37 NA NA
Xetrov72023348 rtdr1 594888 Str.5058 60550938,134024047,156230707,163915955,301604634 BC091586,BC135258,BC152035,BC157780,XM_002931916 NA NA NA XB-GENEPAGE-980691 XB-GENE-980692 Xl.15554 Rtdr1 71236 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,39 NA NA -0,99
Xetrov72023459 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,21 -0,6 6,44 1,15 -0,18 NA
Xetrov72023497 onecut2 100485320 301609859 XM_002934443 one cut homeobox 2 homeodomain transcription factor XB-GENEPAGE-485245 XB-GENE-485246 NA Onecut2 225631 0 0 0 0 0 0 0 1 1 0 0 NA NA 5,7 3,29 NA NA
Xetrov72023511 slc2a7 100144999 Str.17795 165971123,187607395 BC158339,NM_001126561 NA NA NA XB-GENEPAGE-5811421 XB-GENE-5811422 NA Slc2a7 435818 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,92 NA NA -0,65
Xetrov72023521 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4 NA NA NA
Xetrov72023558 dcc 100486082 Str.20823 301609875 XM_002934447 deleted in colorectal carcinoma receptor involved in mediation of netrin-dependent axon guidance xdcc|crc18|crcr1| igdcc1 XB-GENEPAGE-852873 XB-GENE-852874 Xl.21465,Xl.953 Dcc 13176 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,12 NA NA NA
Xetrov72023586 smarcad1 548414 Str.34312 58618907,62751340 BC089242,NM_001015697 SWI/SNF-related, matrix-associated actin-dependent regulator of chromatin, subfamily a, containing DEAD/H box 1 ATPase XB-GENEPAGE-492699 XB-GENE-492700 Xl.47674,Xl.33554 Smarcad1 13990 0 0 0 0 0 0 0 1 0 0 0 0,15 -0,35 1,07 -0,14 -0,4 0,4
Xetrov72023593 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,17 NA NA -0,81
Xetrov72023616 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 3,28 NA NA NA 1,48 NA
Xetrov72023639 sept5 100125069 Str.57599 134024526,156717825 BC136171,NM_001102983 NA NA NA XB-GENEPAGE-5829802 XB-GENE-5829803 Xl.15477 Sept5 18951 0 0 0 0 0 0 0 0 1 0 0 2,11 NA 0,34 3,93 NA 0,1
Xetrov72023671 NA NA NA NA NA NA NA NA NA Xl.61833 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,61 NA 1,41 0,96 NA 0,01
Xetrov72023684 rab8a 100125217 Str.57454 77623032,301610615 CT030528,XM_002934795 RAB8A, member RAS oncogene family GTP binding, small GTPase c-mel XB-GENEPAGE-1018134 XB-GENE-1018135 Xl.63240 Rab8a 17274 0 0 0 0 0 0 0 -1 0 0 0 0,03 -0,3 -1,03 -0,43 -0,21 -0,24
Xetrov72023688 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,36 NA -1,57 0,12 NA -0,37
Xetrov72023723 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,3 0,06 -1,76 -0,19 -0,16 -0,83
Xetrov72023742 st3gal5 100329191 Str.85052 283799550,284520154 FN550108,NM_001171830 NA NA NA XB-GENEPAGE-955105 XB-GENE-955106 NA St3gal5 20454 0 0 0 0 0 0 0 1 0 0 0 0,25 NA 1,86 0,87 NA 0,17
Xetrov72023743 shc2 100487416 Str.35447 301620974 XM_002939766 NA NA NA XB-GENEPAGE-6073770 XB-GENE-6073771 NA Shc2 216148 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,24 NA NA NA
Xetrov72023774 rnft2 100486948 Str.25155 301613935 XM_002936409 NA NA NA XB-GENEPAGE-966980 XB-GENE-966981 Xl.48959,Xl.48011 Rnft2 269695 0 0 0 0 0 0 0 1 0 0 0 0,12 0 1,69 -0,23 -0,19 0,95
Xetrov72023803 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 1 1 0 2,29 NA -1,44 2,86 2,95 -0,37
Xetrov72023826 sepp1 100379942 Str.5371 170284961,54673720,315467860 BC161127,BC084988,NM_001199884 NA NA NA XB-GENEPAGE-5866765 XB-GENE-5866766 Xl.28822 Sepp1 20363 0 0 0 0 Sepp1 0 0 -1 0 0 0 NA 0,26 -2,33 NA 0,39 -0,67
Xetrov72023835 sclt1 100379684 Str.53876 318081972,112807528,318081974 NM_001199932,CU075484,NM_001199930 NA NA NA XB-GENEPAGE-949204 XB-GENE-949205 Xl.33102 Sclt1 67161 0 0 0 0 0 0 0 -1 0 0 0 0,11 -0,02 -1,17 -0,17 -0,18 -0,55
Xetrov72023862 ntrk2 780110 Str.13727 115312894,118404587 BC123936,NM_001079185 neurotrophic tyrosine kinase, receptor, type 2 nerve growth factor receptor trkb|xtrkb XB-GENEPAGE-922931 XB-GENE-922932 Xl.57515,Xl.433,Xl.21444 Ntrk2 18212 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,56 NA NA 0,95
Xetrov72023875 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 2,12 NA NA 2,32 NA NA
Xetrov72023881 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,11 0,1 1,12 0,05 0,31 0,35
Xetrov72023905 msi2 100038158 Str.52909 77621979,301614773 CT025471,XM_002936818 musashi homolog 2 RNA binding xrp1|Msi2h|musashi-2|musashi 2|musashi2 XB-GENEPAGE-488851 XB-GENE-488852 Xl.875,Xl.7260 Msi2 76626 0 0 0 0 0 0 0 1 0 0 1 0,92 0,88 4,03 1 0,88 2,4
Xetrov72023912 s1pr3 100487153 Str.86069 301615214 XM_002937029 NA NA NA XB-GENEPAGE-989348 XB-GENE-989349 S1pr3 13610 0 0 0 0 0 0 0 1 1 0 0 1,37 1,46 6,39 2,05 1,74 NA
Xetrov72023953 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -1 -1,11 1,08 -0,86 -0,75 0,39
Xetrov72023969 hnf1b 733490 Str.27039 77626496,301620650,301620648 CR760425,XM_002939634,XM_002939633 HNF1 homeobox B homeodomain transcription factor tcf2|hnf-1beta|hnf1beta|vhnf1|hnf1-beta| lfb3 XB-GENEPAGE-485651 XB-GENE-485652 Xl.65135,Xl.12667 Hnf1b 21410 0 0 0 0 0 1 0 0 1 1 0 4,39 2,5 NA 5,79 2,83 NA
Xetrov72023970 atp8b3 100490666 301618951 XM_002938818 NA NA NA XB-GENEPAGE-992173 XB-GENE-992174 NA Atp8b3 67331 0 0 0 0 0 0 0 -1 0 0 0 -0,96 NA -1,57 -0,9 NA -0,5
Xetrov72023977 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,72 0,35 0,59 1,27 0,47 0,19
Xetrov72023985 glod5 733888 Str.30344 56410048,138519881,113931271 CR926243,BC135158,NM_001045618 NA NA NA XB-GENEPAGE-5881446 XB-GENE-5881447 Xl.25410,Xl.85787 Glod5 69824 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,06 -1,46 -0,26 -0,18 -0,61
Xetrov72023992 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,61 NA NA -1,07
Xetrov72024011 cntfr 100135712 Str.61568 165971101,166795936 BC158286,NM_001114251 ciliary neurotrophic factor receptor hematopoeitin/interferon-class cytokine receptor CNTFR-alpha|CNTFR alpha XB-GENEPAGE-923385 XB-GENE-923386 Xl.17571 Cntfr 12804 0 0 0 0 0 0 0 0 1 0 0 0,45 0,36 0,9 1,52 0,47 0,34
Xetrov72024022 rnf165 100487951 301614136 XM_002936513 NA NA NA XB-GENEPAGE-6044598 XB-GENE-6044599 Rnf165 225743 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,76 NA NA NA
Xetrov72024026 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 3,27 NA NA NA NA NA
Xetrov72024041 rpl37 100135133 Str.52396 112807477,161611802,166158343 CU075433,BC156002,NM_001113853 NA NA NA XB-GENEPAGE-956872 XB-GENE-956873 Xl.8257,Xl.25060,Xl.81926,Xl.82669,Xl.85684 Rpl37 67281 0 0 0 Rpl37 0 1 0 0 0 0 0 1,54 1,06 0,8 0,72 0,82 0,02
Xetrov72024071 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,84 -0,33 -1,44 0,18 -0,07 -1,14
Xetrov72024085 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 2,29 NA NA 2,63 NA NA
Xetrov72024106 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -1,02
Xetrov72024128 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,23 NA NA -1,23
Xetrov72024164 kif24 100487421 Str.85414 301622587 XM_002940566 kinesin family member 24 microtubule associated molecular motor XB-GENEPAGE-855670 XB-GENE-855671 NA Kif24 109242 0 0 0 Kif24 0 0 0 -1 0 0 -1 -0,56 -0,37 -2,31 -0,4 -0,31 -1,39
Xetrov72024165 c4orf37 100485892 301614617 XM_002936738 NA NA NA XB-GENEPAGE-1012500 XB-GENE-1012501 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,01 NA NA -0,84
Xetrov72024188 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,78 NA NA -0,74
Xetrov72024190 slc10a4 100491322 301607819 XM_002933457 solute carrier family 10 (sodium/bile acid cotransporter family), member 4 transmembrane solute exchange XB-GENEPAGE-940174 XB-GENE-940175 NA Slc10a4 231290 0 0 0 0 Slc10a4 0 0 1 0 0 1 NA NA 4,58 NA NA 5,55
Xetrov72024200 sh3bp2 100495660 301623395 XM_002940959 NA NA NA XB-GENEPAGE-995051 XB-GENE-995052 Sh3bp2 24055 0 0 0 Sh3bp2 0 0 0 -1 0 0 0 NA -0,76 -1,14 NA -0,33 -0,2
Xetrov72024212 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,16 NA NA -0,03
Xetrov72024217 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,51 1,57 1,78 0,55 1,21 NA
Xetrov72024234 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,9 NA NA -1,24
Xetrov72024239 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,92 NA NA -0,2
Xetrov72024240 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 0 0 0 3,5 NA NA NA NA NA
Xetrov72024258 shb 100489262 Str.32063 301613749 XM_002936323 NA NA NA XB-GENEPAGE-6258290 XB-GENE-6258291 Xl.44397 Shb 230126 0 0 0 0 Shb 0 0 1 0 0 0 0,27 0,23 1,55 -0,05 0,14 0,32
Xetrov72024271 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,01 NA NA -0,55
Xetrov72024278 pebp1 549579 Str.2261 77623276,77681344 CR855528,NM_001016825 phosphatidylethanolamine binding protein 1 Phosphatidylethanolamine binding protein XB-GENEPAGE-973797 XB-GENE-973798 Xl.19459,Xl.11031 Pebp1 23980 0 0 0 Pebp1 0 0 0 -1 0 0 0 0,35 0,01 -1,2 -0,32 -0,24 -0,28
Xetrov72024302 emb 100493043 301606960 XM_002933045 NA NA NA XB-GENEPAGE-6258632 XB-GENE-6258633 NA Emb 13723 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,48 NA NA NA
Xetrov72024341 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,53 NA NA -0,46
Xetrov72024350 c12orf34 780041 Str.55397 116063304,118404801 BC122950,NM_001079118 NA NA NA XB-GENEPAGE-5857165 XB-GENE-5857166 NA NA 0 0 0 0 0 0 0 1 0 0 0 1,08 0,96 1,14 1,03 0,26 1,09
Xetrov72024363 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,39 NA NA -0,74
Xetrov72024389 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,34 NA NA -0,5
Xetrov72024414 morn3 100489796 Str.80387 301616608 XM_002937694 NA NA NA XB-GENEPAGE-961552 XB-GENE-961553 Xl.20259 Morn3 74890 0 0 0 0 0 0 0 -1 0 0 0 -0,07 0,11 -1,76 0,18 0,25 -0,69
Xetrov72024430 tmem221 NA NA NA NA NA NA XB-GENEPAGE-6538800 XB-GENE-6538801 Xl.53273,Xl.41679,Xl.78893,Xl.79811 Tmem221 434325 0 0 0 0 0 0 0 1 0 0 0 -0,41 0,31 4,56 0,17 -0,59 NA
Xetrov72024442 ngdn 395016 Str.231 77625916,40675679,82524660 CR760199,BC064878,NM_001037257 NA NA NA XB-GENEPAGE-946308 XB-GENE-946309 Xl.4346 Ngdn 68966 0 0 0 0 0 0 0 1 0 0 0 0,76 0,04 1,43 0,08 -0,16 0,6
Xetrov72024443 rab36 733793 Str.26802 82653377,77622224 CT485723,CR762280 RAB36, member RAS oncogene family small GTPase XB-GENEPAGE-490800 XB-GENE-490801 Xl.73282 Rab36 76877 0 0 0 0 0 0 0 -1 0 0 0 NA -0,02 -2,05 NA -0,07 -0,79
Xetrov72024444 slc26a9 100124761 Str.64438 156717339,134024487 NM_001102740,BC135993 NA NA NA XB-GENEPAGE-996558 XB-GENE-996559 NA Slc26a9 320718 0 0 0 0 Slc26a9 0 0 1 0 0 0 NA NA 2,98 NA NA NA
Xetrov72024464 cib3 496710 Str.27931 56789045,58332215 BC087966,NM_001011260 NA NA NA XB-GENEPAGE-5787571 XB-GENE-5787572 NA Cib3 234421 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,53
Xetrov72024472 unknown NA NA NA NA NA NA NA NA NA Xl.42146,Xl.78446 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,59 0,16 -1,19 -0,12 -0,02 -0,61
Xetrov72024509 sds 100101671 Str.50024 301619726,76559585 XM_002939192,CT027956 serine dehydratase threonine/serine dehydratase serine dehydratase XB-GENEPAGE-921977 XB-GENE-921978 Xl.72557,Xl.1405,Xl.7171 Sds 231691 0 0 0 0 0 0 0 0 0 1 0 0,83 1,08 -0,95 0,84 1,58 0,26
Xetrov72024524 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,82 NA NA NA
Xetrov72024531 NA NA NA NA NA NA NA NA NA Xl.54891 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,34 0,05 -2,58 -0,46 0,23 -0,55
Xetrov72024561 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,42 1,62 -0,73 -0,45 0,27
Xetrov72024562 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,39 1,64 -0,66 -0,43 0,22
Xetrov72024608 NA NA NA NA NA NA NA NA NA Xl.78744,Xl.84390,Xl.85803 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,19 -0,08 1,09 0,07 -0,1 0,33
Xetrov72024625 mvp 779746 Str.28986 113197633,77624097,118403745 BC121327,CR942363,NM_001078825 NA NA NA XB-GENEPAGE-5880836 XB-GENE-5880837 Xl.29521,Xl.82364 Mvp 78388 0 0 0 0 0 0 0 -1 0 0 0 -0,42 0,36 -1,21 -0,3 -0,02 -0,06
Xetrov72024631 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,58
Xetrov72024650 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 0,21 -1,84 -0,2 0,1 -0,57
Xetrov72024652 rnf213 100496236 Str.34475 301623792 XM_002941150 NA NA NA XB-GENEPAGE-6052388 XB-GENE-6052389 Xl.54234 Rnf213 672511 0 0 0 0 0 0 0 1 0 0 0 -0,5 0,28 1,26 -0,09 0,13 0,47
Xetrov72024656 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,11 NA -1,33 0,49 NA -0,14
Xetrov72024664 c1orf192 100495280 301623780 XM_002941144 NA NA NA XB-GENEPAGE-6460233 XB-GENE-6460234 Xl.57964 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,22 NA NA -0,96
Xetrov72024679 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,9 NA NA
Xetrov72024680 vps13c 100495847 Str.75319 301610114 XM_002934563 NA NA NA XB-GENEPAGE-6043822 XB-GENE-6043823 Xl.48750,Xl.73927 Vps13c 320528 0 0 0 0 0 0 0 -1 0 0 0 -0,84 -0,35 -1,12 -0,74 -0,29 -0,5
Xetrov72024688 unknown NA NA NA NA NA NA NA NA NA Xl.50558,Xl.5970,Xl.76726 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,7 -0,1 -1,31 -1 -0,09 -0,48
Xetrov72024689 NA NA NA NA NA NA NA NA NA Xl.25551,Xl.84749 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,45 -0,26 -1,47 -0,56 -0,23 -0,3
Xetrov72024693 mll4 100144721 Str.7192 301622724,166796316 XM_002940632,BC159184 myeloid/lymphoid or mixed-lineage leukemia 4 zinc-finger-like PHD finger, transcription factor trithorax|hrx2|mll2| trx2|wbp7 XB-GENEPAGE-853844 XB-GENE-853845 Xl.18518,Xl.32676,Xl.71988,Xl.78267 Mll2 381022 0 0 0 0 0 -1 0 1 0 0 0 -1,4 -0,28 1,36 -0,4 -0,02 0,17
Xetrov72024704 tln2 100144637 Str.4938 166796754,183986766 BC159152,NM_001123412 talin 2 Talin talin-2| talin 2| ilweq XB-GENEPAGE-481870 XB-GENE-481871 Xl.76706,Xl.55572,Xl.67185,Xl.75495 Tln2 70549 0 0 0 0 Tln2 0 0 1 0 0 0 -0,64 -0,02 1,36 -0,37 -0,18 0,14
Xetrov72024733 myh14 NA Str.72192 NA NA NA NA NA XB-GENEPAGE-6468586 XB-GENE-6468587 Xl.827,Xl.8833 Myh14 71960 0 0 0 0 0 0 0 -1 0 0 0 -0,25 0,1 -1,26 -0,18 0,01 -0,31
Xetrov72024739 kndc1 100495169 301615437 XM_002937134 NA NA NA XB-GENEPAGE-6258226 XB-GENE-6258227 NA Kndc1 76484 0 0 0 0 0 0 0 -1 0 0 0 -0,5 0,08 -1,86 -0,49 0,22 -0,83
Xetrov72024742 agrn 100492176 Str.81999 301613878 XM_002936384 agrin basement membrane-specific heparan sulfate proteoglycan core protein XB-GENEPAGE-953966 XB-GENE-953967 Xl.7012 Agrn 11603 0 0 0 Agrn 0 0 0 0 1 0 0 1,88 NA -0,63 2,32 0,88 -0,4
Xetrov72024768 casz1 100127676 Str.46155 157056635,163914986,157056637 EF666979,NM_001113014,EF666980 castor zinc finger 1 zinc finger, C2H2 type csta|castor-alpha|castor XB-GENEPAGE-957460 XB-GENE-957461 Xl.83887,Xl.54218 Casz1 69743 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,14 1,78 NA -0,33
Xetrov72024772 tacc2 100125117 Str.22490 156717905,134254215 NM_001103024,BC135563 NA NA NA XB-GENEPAGE-993298 XB-GENE-993299 Xl.57469,Xl.9694 Tacc2 57752 0 0 0 0 0 0 0 -1 0 0 0 -0,27 NA -1,28 0,14 NA -0,15
Xetrov72024773 atad5 100485754 Str.57440 76873749,112807598,301628376 CT030101,CU075554,XM_002943286 NA NA NA XB-GENEPAGE-6257544 XB-GENE-6257545 Xl.19432,Xl.65824,Xl.73862,Xl.79132 Atad5 237877 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,3 1,83 0,29 0 0,08
Xetrov72024788 nrap NA Str.37563 NA NA NA NA NA XB-GENEPAGE-993207 XB-GENE-993208 Xl.74719 Nrap 18175 0 0 0 0 Nrap 0 0 0 1 0 0 NA 0,07 NA 2,25 0,12 NA
Xetrov72024789 c1orf222 100158555 Str.62382 166797055,183986173,308523281 BC159309,BC166224,NM_001197252 NA NA NA XB-GENEPAGE-5889698 XB-GENE-5889699 Xl.72092 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,18 -2,59 NA -0,38 -0,74
Xetrov72024818 c15orf39 100496636 Str.85307 301619066 XM_002938882 NA NA NA XB-GENEPAGE-6468985 XB-GENE-6468986 Xl.32370,Xl.79582 NA NA 0 0 0 0 0 0 0 0 -1 0 0 -0,77 -0,83 0,8 -1,24 -0,49 0,27
Xetrov72024821 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -1,11 -0,54 1,31 -0,57 -0,36 -0,14
Xetrov72024824 loc100290309 100494670 Str.30653 301622028 XM_002940298 NA NA NA XB-GENEPAGE-6052209 XB-GENE-6052210 Xl.56234 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,32 NA NA -0,24
Xetrov72024837 kiaa2022 100494480 Str.38331 301604391 XM_002931826 NA NA NA XB-GENEPAGE-6041910 XB-GENE-6041911 NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,73 -0,43 5,02 0,18 -0,15 3,73
Xetrov72024865 slit1 100036682 Str.12515 148235730,118763567,134026205 NM_001097233,BC128626,BC135997 slit homolog 1 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats megf4|slil1|slit-1 XB-GENEPAGE-1007727 XB-GENE-1007728 Xl.13872 Slit1 20562 0 0 0 0 Slit1 0 0 1 1 0 1 NA -0,06 5,15 2,26 -0,02 3,65
Xetrov72024897 smc3 100145671 Str.56980 82653381,170285138,301620362,77620757 CT485727,BC161245,XM_002939498,CR761420 NA NA NA XB-GENEPAGE-957582 XB-GENE-957583 Xl.75355,Xl.290,Xl.47096 Smc3 13006 0 0 0 0 0 0 0 0 0 1 0 -0,04 0,6 0,31 0,31 1,36 -0,09
Xetrov72024905 ppfia3 100491659 Str.51028 301610272 XM_002934629 NA NA NA XB-GENEPAGE-6040149 XB-GENE-6040150 Ppfia3 76787 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,82 NA NA 1,54
Xetrov72024908 ccar1 100216237 Str.18709 197245667,213983030,77622145 BC168596,NM_001142204,CR762196 NA NA NA XB-GENEPAGE-989028 XB-GENE-989029 Xl.58021,Xl.30247 Ccar1 67500 0 0 0 0 0 0 0 1 0 0 0 -0,34 -0,21 1,02 -0,21 -0,19 0,23
Xetrov72024914 ap3b2 100158619 Str.12282 189230026,183986355 NM_001128035,BC166342 NA NA NA XB-GENEPAGE-1013376 XB-GENE-1013377 Xl.47310,Xl.72226 Ap3b2 11775 0 0 0 0 0 0 0 1 0 0 1 NA -0,05 4,36 NA -0,12 3,25
Xetrov72024923 pold1 734063 Str.1564 163916150,113931509,77624154 BC157512,NM_001045739,CR942428 NA NA NA XB-GENEPAGE-1002130 XB-GENE-1002131 Xl.48887 Pold1 18971 0 0 0 0 0 0 0 1 0 0 0 -0,12 -0,08 1,28 0,07 -0,36 -0,06
Xetrov72024928 ncam1 100038291 Str.56869 148228101,134026171 NM_001097400,BC135314 neural cell adhesion molecule 1 cell adhesion n-cam|ncam XB-GENEPAGE-923170 XB-GENE-923171 Xl.1054,Xl.829,Xl.51651 Ncam1 17967 0 0 0 0 0 0 0 1 0 0 1 0,31 NA 4,07 0,33 NA 3,68
Xetrov72024929 fam190b 100379972 Str.13439 301620832,77622506 XM_002939724,CT030262 NA NA NA XB-GENEPAGE-5737385 XB-GENE-5737386 Xl.66192,Xl.16820,Xl.71803 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,54 1,4 -0,39 -0,35 1,11
Xetrov72024942 ttc34 100485446 Str.38737 301618260 XM_002938491 NA NA NA XB-GENEPAGE-991679 XB-GENE-991680 Xl.50107,Xl.70902 Ttc34 242800 0 0 0 0 0 0 0 -1 0 0 0 0,01 0,96 -2,26 -0,84 1,3 -0,91
Xetrov72024946 NA NA NA NA NA NA NA NA NA Xl.51883,Xl.72401 NA NA 0 0 0 0 0 1 1 0 1 1 0 2,11 2,21 0,34 2,11 1,46 0,3
Xetrov72024963 dna2 100170166 Str.30329 301613020,77622555 XM_002935970,CT030311 DNA replication helicase 2 homolog DNA replication helicase xdna2 XB-GENEPAGE-5828963 XB-GENE-5828964 Xl.17390 Dna2 327762 0 0 0 0 0 0 0 1 0 0 0 -0,32 -0,17 1,52 -0,32 -0,17 0,25
Xetrov72024973 lig1 100271763 Str.54355 77627385,301625479 CR761035,XM_002941883 ligase I, DNA, ATP-dependent DNA replication and base excision repair ligI| ligase I|DNA ligase I XB-GENEPAGE-1009778 XB-GENE-1009779 Xl.78 Lig1 16881 0 0 0 0 0 0 0 1 0 0 0 -0,02 -0,44 1,77 -0,32 -0,41 0,35
Xetrov72024977 tmem132a 100491977 Str.42438 301625937 XM_002942114 NA NA NA XB-GENEPAGE-1009878 XB-GENE-1009879 Xl.3982 Tmem132a 98170 0 0 0 0 0 0 0 1 0 0 0 -0,18 0,06 1,55 0,05 0,13 0,93
Xetrov72024986 ret 100495902 Str.61293 301608751 XM_002933895 ret proto-oncogene tyrosine kinase receptor for GDNF ligand X-ret|c-ret|cret|xret XB-GENEPAGE-485175 XB-GENE-485176 Xl.673 Ret 19713 0 0 0 0 0 0 0 1 0 0 1 NA -0,38 4,16 NA -0,43 4,52
Xetrov72024987 kcnma1 100491898 Str.56437 301615429 XM_002937128 potassium large conductance calcium-activated channel, subfamily M, alpha member 1 calcium-activated potassium channel component bktm|slo|kca1.1|slo1|sakca|maxik XB-GENEPAGE-922335 XB-GENE-922336 Xl.12072 Kcnma1 16531 0 0 0 0 0 0 0 1 0 0 0 -0,56 0 1,91 -0,39 -0,19 1,24
Xetrov72025016 stox1 100495850 301614884 XM_002936869 storkhead box 1 Conserved protein Knockout pee4 XB-GENEPAGE-1012539 XB-GENE-1012540 ,Xl.15086 Stox1 216021 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,18 2,13 0,41 -0,08 0,62
Xetrov72025048 rasip1 100493560 Str.79431 301621324 XM_002939962 NA NA NA XB-GENEPAGE-6033969 XB-GENE-6033970 Rasip1 69903 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,19 NA NA
Xetrov72025053 clstn3 100036725 Str.46581 120537309,148222656 BC129013,NM_001097270 NA NA NA XB-GENEPAGE-5757719 XB-GENE-5757720 Xl.47545,Xl.85629 Clstn3 232370 0 0 0 0 0 1 0 1 1 0 0 2,33 NA 2,61 3,56 NA NA
Xetrov72025059 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,33 NA NA -0,06
Xetrov72025073 unknown NA NA NA NA NA NA NA NA NA Xl.76141 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,43 NA -1,66 -0,62 NA -0,57
Xetrov72025092 unknown NA NA NA NA NA NA NA NA NA Xl.736 NA NA 0 0 0 0 0 0 -1 1 0 0 0 0,23 -1,12 1,14 -0,2 0,02 0,9
Xetrov72025098 mttp.2 100127803 Str.31377 160774104,301620828 BC155413,XM_002939722 NA NA NA XB-GENEPAGE-5744487 XB-GENE-5744488 Xl.71002 Mttp 17777 0 0 0 Mttp 0 0 0 1 0 0 0 0,56 -0,31 1,85 0,32 -0,28 0,95
Xetrov72025106 kiaa1274 448380 Str.24745 55742265,77623875,49522431 NM_001006725,CR855717,BC075467 NA NA NA XB-GENEPAGE-5740534 XB-GENE-5740535 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,05 3,28 0,17 -0,06 1,69
Xetrov72025113 clcn6 100496474 301616240 XM_002937529 NA NA NA XB-GENEPAGE-990271 XB-GENE-990272 Xl.10655 Clcn6 26372 0 0 0 0 0 0 0 1 0 0 0 -0,45 -0,11 1,58 -0,18 -0,02 0,76
Xetrov72025124 adamts15 100489270 Str.41072 301617446 XM_002938109 NA NA NA XB-GENEPAGE-6051207 XB-GENE-6051208 NA Adamts15 235130 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,18 NA NA NA
Xetrov72025146 hells 100216265 Str.3126 213983090,197246403,197246288 NM_001142221,BC168798,BC169179 NA NA NA XB-GENEPAGE-5883771 XB-GENE-5883772 Xl.4985,Xl.78377 Hells 15201 0 0 0 0 0 0 0 1 0 0 0 0,07 -0,8 1,67 -0,26 -0,63 0,1
Xetrov72025170 cep104 733860 Str.52071 77623719,301616103 CR855543,XM_002937462 NA NA NA XB-GENEPAGE-961504 XB-GENE-961505 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,38 -0,21 -1,29 -0,29 -0,18 -0,67
Xetrov72025171 acap3 100127680 Str.40285 163914994,159155174 NM_001113020,BC154688 NA NA NA XB-GENEPAGE-1013300 XB-GENE-1013301 Xl.46697 Acap3 140500 0 0 0 0 0 0 0 -1 0 0 0 -0,39 -0,61 -1,04 -0,46 -0,58 0,12
Xetrov72025178 wdfy4 100493506 Str.38505 301620864 XM_002939739 NA NA NA XB-GENEPAGE-6037699 XB-GENE-6037700 Xl.2019 Wdfy4 545030 0 0 0 0 Wdfy4 0 0 -1 0 0 0 -0,22 0,18 -2,04 -0,21 -0,11 -0,56
Xetrov72025209 myos 100135735 Str.52053 77624090,301621322 CR942352,XM_002939958 myoskeletin myoskeletin|mastr XB-GENEPAGE-1214867 XB-GENE-1214868 Xl.73183 NA NA 0 0 0 0 0 1 0 0 1 0 0 3,48 NA NA 6,6 NA NA
Xetrov72025267 cpt1b 780223 Str.74099 118404693,116487415 NM_001079298,BC125802 NA NA NA XB-GENEPAGE-5931919 XB-GENE-5931920 Xl.24995,Xl.81166 Cpt1b 12895 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,31 NA NA
Xetrov72025274 cpt1a 100135089 Str.60984 161612189,166158215 BC155695,NM_001113828 NA NA NA XB-GENEPAGE-5770296 XB-GENE-5770297 Xl.77505,Xl.3012 Cpt1a 12894 0 0 0 0 Cpt1a 0 0 -1 0 0 0 -0,34 -0,05 -1,07 0,05 -0,09 -0,37
Xetrov72025296 sorcs3 100498333 Str.54898 301626002 XM_002942142 NA NA NA XB-GENEPAGE-996342 XB-GENE-996343 ,Xl.11497 Sorcs3 66673 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,36
Xetrov72025298 eps8l1 100158498 Str.78806 189230171,183985613 NM_001127938,BC166110 NA NA NA XB-GENEPAGE-991372 XB-GENE-991373 Xl.57582 Eps8l1 67425 0 0 0 0 0 0 0 -1 0 0 0 1,36 1,19 -1,11 1,14 1,47 -0,24
Xetrov72025302 slc45a1 100124930 Str.15583 156717605,134024112 NM_001102873,BC135794 NA NA NA XB-GENEPAGE-955317 XB-GENE-955318 NA Slc45a1 242773 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,37 NA NA NA
Xetrov72025317 brsk1 100491623 Str.61382 301619824 XM_002939241 NA NA NA XB-GENEPAGE-1013494 XB-GENE-1013495 Brsk1 381979 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,88 NA NA 1,01
Xetrov72025327 kirrel2 100216155 Str.17737 213982860,195539753 NM_001142126,BC168130 kin of IRRE like 2 Immunoglobulin C-2 Type/fibronectin type III domains XB-GENEPAGE-854069 XB-GENE-854070 Xl.76492,Xl.60720,Xl.76486,Xl.81573 Kirrel2 243911 0 0 0 0 Kirrel2 0 0 1 1 0 0 0,99 0,99 6,93 1,8 0,17 NA
Xetrov72025383 lzts2 448373 Str.10158 55742171,49523153 NM_001006720,BC075457 leucine zipper, putative tumor suppressor 2 Myosin class II heavy chain LAPSER1 XB-GENEPAGE-1216150 XB-GENE-1216151 Xl.49480,Xl.55665 Lzts2 226154 0 0 0 0 0 0 0 1 0 0 0 0,46 0,05 1,02 0,51 -0,16 0,09
Xetrov72025387 gfpt1 100485575 Str.66302 301611660 XM_002935303 glutamine--fructose-6-phosphate transaminase 1 hexosamine biosynthetic pathway regulating enzyme gfat XB-GENEPAGE-493901 XB-GENE-493902 Xl.37544,Xl.82736 Gfpt1 14583 0 0 0 0 0 0 0 -1 0 0 0 -0,17 -0,01 -1,27 -0,35 0,42 0,08
Xetrov72025399 alox5 100036609 Str.25313 117558048,301613024 BC125769,XM_002935972 arachidonate 5-lipoxygenase calcium ion-modulated nonselective cation channel polycystin XB-GENEPAGE-493987 XB-GENE-493988 Xl.9329 Alox5 11689 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,76 NA NA -0,57
Xetrov72025421 c2cd2l 100216194 Str.46884 213982946,197246674 NM_001142163,BC168487 NA NA NA XB-GENEPAGE-986132 XB-GENE-986133 Xl.10517 C2cd2l 71764 0 0 0 0 0 0 0 1 0 0 0 -0,09 -0,34 1,59 -0,28 -0,38 NA
Xetrov72025433 gpr153 100158648 Str.40136 183986502,189230060 BC166386,NM_001128052 NA NA NA XB-GENEPAGE-951385 XB-GENE-951386 Xl.33607,Xl.81567 Gpr153 100129 0 0 0 0 Gpr153 0 0 1 0 0 0 0,34 0,11 1,36 0,02 -0,05 0,08
Xetrov72025436 slc23a2 100145200 Str.52976 166796867,187607949 BC159163,NM_001126689 NA NA NA XB-GENEPAGE-966413 XB-GENE-966414 ,Xl.69271 Slc23a2 54338 0 0 0 0 0 0 0 1 0 0 0 -0,46 -0,23 1,86 -0,09 -0,15 0,7
Xetrov72025462 mcam 100489907 301611048 XM_002935018 NA NA NA XB-GENEPAGE-1002616 XB-GENE-1002617 Xl.56937,Xl.13920,Xl.74098 Mcam 84004 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,56 NA NA NA
Xetrov72025488 parp6 100038271 Str.35861 134025351,147900353 BC135211,NM_001097388 NA NA NA XB-GENEPAGE-985345 XB-GENE-985346 Xl.58639 Parp6 67287 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,52 NA NA NA
Xetrov72025558 has1 100145746 Str.52147 187608800,77623001,171846362 NM_001127118,CT030497,BC161605 hyaluronan synthase 1 Chitin synthase/hyaluronan synthase (glycosyltransferases) Xhas1|dg42 XB-GENEPAGE-961587 XB-GENE-961588 Xl.4517 Has1 15116 0 0 0 0 0 0 0 -1 0 0 0 0,51 0,82 -2,24 0,14 0,58 -0,84
Xetrov72025566 ptpn6 100144699 Str.30817 169642183,183986678 BC160526,NM_001123456 protein tyrosine phosphatase, non-receptor type 6 intracellular signaling XB-GENEPAGE-487862 XB-GENE-487863 Xl.85848,Xl.47586 Ptpn6 15170 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,37 NA NA -0,55
Xetrov72025570 cuzd1 100485179 Str.32222 301616806 XM_002937794 NA NA NA XB-GENEPAGE-990666 XB-GENE-990667 Xl.58706 Cuzd1 16433 0 0 0 0 0 0 0 0 1 0 0 0,81 0,33 -0,03 2,13 0,17 -0,08
Xetrov72025585 ric8a 394766 Str.8566 38649396,45361046 BC063218,NM_203828 resistance to inhibitors of cholinesterase 8 homolog A regulates neurotransmitter secretion synembryn| ric-8|xtric-8 XB-GENEPAGE-5745093 XB-GENE-5745094 Xl.22237,Xl.85480,Xl.78935 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,15 0,1 1,13 0 0,07 0,79
Xetrov72025586 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,7 0,39 -1,05 -1,06 0,62 -0,06
Xetrov72025592 tm9sf3 100491663 Str.85204 301613034 XM_002935964 NA NA NA XB-GENEPAGE-6033853 XB-GENE-6033854 Xl.75424,Xl.14516,Xl.71873,Xl.79456 Tm9sf3 107358 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,18 -1,01 0,07 0,22 -0,21
Xetrov72025598 unknown NA NA NA NA NA NA NA NA NA Xl.19245,Xl.30674 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,25 -0,6 1,89 0,41 -0,51 0,78
Xetrov72025601 gpr162 100490736 Str.35828 301624883 XM_002941682 NA NA NA XB-GENEPAGE-876954 XB-GENE-876955 Gpr162 14788 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,61 NA NA NA
Xetrov72025604 slc17a7 780064 Str.70723 118404739,116063333 NM_001079140,BC122986 NA NA NA XB-GENEPAGE-5742676 XB-GENE-5742677 Xl.81788,Xl.58632 Slc17a7 72961 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,68 NA NA 7,13
Xetrov72025608 eno4 100144948 Str.28845 165970429,187608063 BC158253,NM_001126520 NA NA NA XB-GENEPAGE-1009719 XB-GENE-1009720 Xl.59278 Eno4 226265 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -0,93
Xetrov72025610 dpysl4 548482 Str.9826 77620778,59809116,62751611 CR761623,BC089704,NM_001015765 dihydropyrimidinase-like 4 dihydropyrimidinase crmp3|Collapsin response mediator protein 3 XB-GENEPAGE-960291 XB-GENE-960292 Xl.77348,Xl.75492 Dpysl4 26757 0 0 0 0 Dpysl4 0 0 1 0 0 1 NA NA 8,56 NA NA 6,18
Xetrov72025629 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,69
Xetrov72025633 usp2 100216064 Str.51631 213983222,195540056 NM_001142050,BC167952 ubiquitin specific peptidase 2 ubiquitin C-terminal hydrolase XB-GENEPAGE-962795 XB-GENE-962796 Xl.70382 Usp2 53376 0 0 0 0 0 0 0 -1 0 0 0 -1,19 NA -1,32 -0,82 NA -0,33
Xetrov72025643 ccdc63 100145514 Str.15808 170284598,187607496 BC161184,NM_001126957 NA NA NA XB-GENEPAGE-5873551 XB-GENE-5873552 Xl.16776 Ccdc63 330188 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA -0,62
Xetrov72025676 unknown NA NA NA NA NA NA NA NA NA Xl.76545,Xl.79472 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -3,09 NA 1,09 -1,06
Xetrov72025698 itprip 100486707 Str.63161 301627608 XM_002942919 NA NA NA XB-GENEPAGE-997183 XB-GENE-997184 Xl.9275 Itprip 414801 0 0 0 0 0 0 0 -1 0 0 0 0,39 0,49 -1,42 -0,03 0,57 -0,58
Xetrov72025702 ttyh1 780361 Str.53985 111306077,118405085 BC121375,NM_001079431 NA NA NA XB-GENEPAGE-940449 XB-GENE-940450 Xl.11254,Xl.47331 Ttyh1 57776 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,67 NA NA NA
Xetrov72025724 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,62 NA NA 1,23
Xetrov72025728 fam55b 733996 Str.68585 134085341,77622357,77626849,112807439,134025574 NM_001083356,CR848136,CR760818,CU075395,BC135898 NA NA NA XB-GENEPAGE-5823738 XB-GENE-5823739 Xl.5000,Xl.69279 Fam55b 78252 0 0 0 0 0 0 0 -1 0 0 0 0,38 -0,17 -1,13 -0,34 -0,17 -0,47
Xetrov72025733 NA NA NA NA NA NA NA NA NA Xl.2653,Xl.70638,Xl.81651 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,04 -0,28 1,18 -0,11 -0,28 0,42
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Xetrov72025739 il10ra 100145248 Str.49840 166796404,301606686 BC159331,XM_002932902 NA NA NA XB-GENEPAGE-6459278 XB-GENE-6459279 Il10ra 16154 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,35
Xetrov72025740 blnk 548350 Str.31710 115312971,57870460,118601188,171846942 BC123982,BC089067,NM_001078696,BC161531 NA NA NA XB-GENEPAGE-946365 XB-GENE-946366 Xl.20023 Blnk 17060 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,12 -2,65 -0,03 -0,3 -0,78
Xetrov72025759 slc18a3 780320 Str.34872 112808117,118404031,114108255 CU075886,NM_001079391,BC123053 NA NA NA XB-GENEPAGE-965084 XB-GENE-965085 Xl.25070 NA 20508 0 0 0 0 0 1 1 0 1 1 1 8,93 4,19 NA 8,04 3,85 6,67
Xetrov72025763 dusp8 100036671 Str.45506 148232841,117558562 NM_001097224,BC127376 NA NA NA XB-GENEPAGE-6458858 XB-GENE-6458859 Dusp8 18218 0 0 0 0 0 0 0 -1 0 0 0 -0,77 -0,38 -1,51 -0,19 -0,39 -0,29
Xetrov72025765 slc16a6 100494933 301622716 XM_002940630 NA NA NA XB-GENEPAGE-6257786 XB-GENE-6257787 Xl.16655 Slc16a6 104681 0 0 0 0 0 0 0 0 0 1 0 0,64 1,93 -0,16 1,32 1,89 -0,19
Xetrov72025781 slc2a9 100495427 301614684 XM_002936772 NA NA NA XB-GENEPAGE-5883702 XB-GENE-5883703 Xl.15383,Xl.19564 Slc2a9 117591 0 0 0 0 0 0 0 1 0 0 0 -0,04 -0,08 3,72 -0,34 -0,22 -0,22
Xetrov72025785 bbs4 549034 Str.27176 213624217,213624237,77621029,77681410,163915701 BC170800,BC170826,CR761609,NM_001016280,BC157535 Bardet-Biedl syndrome 4 tetratricopeptide repeat containing protein XB-GENEPAGE-952106 XB-GENE-952107 Bbs4 102774 0 0 0 0 0 0 0 -1 0 0 0 NA -0,14 -1,27 NA -0,09 -0,4
Xetrov72025787 siae 100493404 Str.26326 301621425 XM_002940008 NA NA NA XB-GENEPAGE-962030 XB-GENE-962031 Xl.26384,Xl.14358 Siae 22619 0 0 0 0 0 0 0 -1 0 0 0 0,01 -0,08 -1,58 -0,12 -0,15 -0,53
Xetrov72025810 c11orf61 NA NA NA NA NA NA XB-GENEPAGE-6052240 XB-GENE-6052241 Xl.53070,Xl.71638 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,11 -0,3 1,67 0,22 -0,22 0,11
Xetrov72025813 slc37a2 496867 Str.7479 58332645,56788872,77622059 NM_001011395,BC088593,CR762105 NA NA NA XB-GENEPAGE-990246 XB-GENE-990247 Xl.2069 Slc37a2 56857 0 0 0 0 0 0 0 1 0 0 0 -0,07 -0,04 1,14 -0,05 -0,14 0,15
Xetrov72025814 ccdc15 100038036 Str.78091 172355711,77621444,112807924,171846946 NM_001123018,CR761834,CU075693,BC161539 coiled-coil domain containing 15 protein kinase XB-GENEPAGE-480883 XB-GENE-480884 Xl.19559 Ccdc15 245902 0 0 0 Ccdc15 0 0 0 -1 0 0 0 0,05 -0,43 -1,3 -0,34 -0,2 -0,6
Xetrov72025821 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 0,51 -0,62 0,7 -0,14 0,17 1,79
Xetrov72025827 pax2 733478 Str.10259 113205557,77625978 NM_001044423,CR760264 paired box 2 paired box transcription factor pax-2|XPax-2|XPax2 XB-GENEPAGE-486800 XB-GENE-486801 Xl.1130,Xl.29759,Xl.85122 Pax2 18504 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,71 NA NA NA
Xetrov72025833 spa17 448437 Str.21881 55742439,49522489,77622556 NM_001006757,BC075539,CT030312 NA NA NA XB-GENEPAGE-958601 XB-GENE-958602 Xl.18412 Spa17 20686 0 0 0 0 0 0 0 -1 0 0 0 0,4 -0,02 -2,33 -0,55 -0,02 -0,81
Xetrov72025837 phldb3 100491291 Str.85182 301619615 XM_002939142 NA NA NA XB-GENEPAGE-6045637 XB-GENE-6045638 Xl.77158,Xl.84338,Xl.84449 Phldb3 232970 0 0 0 0 0 0 0 -1 0 0 0 -0,04 0,79 -1,86 0,11 0,85 -0,6
Xetrov72025842 cyp26a1 548901 Str.64692 77683146,77621620,213626359,189442164 NM_001016147,CR761993,BC171087,BC167271 cytochrome P450, family 26, subfamily A, polypeptide 1 retinoic acid hydroxylase cyp26|xCYP26|XCYP26A1 XB-GENEPAGE-855582 XB-GENE-855583 Xl.50113,Xl.456 Cyp26a1 13082 0 0 0 0 0 0 0 0 -1 0 -1 -1,14 -1,3 -0,95 -1,75 0,07 -1,32
Xetrov72025846 scnn1a 395013 Str.4827 77622426,56788819,308238174,40352842 CT025499,BC088500,NM_001197195,BC064718 NA NA NA XB-GENEPAGE-996082 XB-GENE-996083 Xl.2464 Scnn1a 20276 0 0 0 0 0 0 1 0 1 0 0 1,35 2,09 -0,99 1,36 1,35 -0,2
Xetrov72025855 iffo1 100491575 Str.38363 301624891 XM_002941687 NA NA NA XB-GENEPAGE-940025 XB-GENE-940026 NA Iffo1 320678 0 0 0 0 0 0 0 1 0 0 0 0,23 -0,37 1,06 0,58 -0,37 0,29
Xetrov72025856 trim29 733885 Str.66737 77621200,301611061,56410001 CR760006,XM_002935010,CR926196 tripartite motif containing 29 ubiquitin-protein ligase XB-GENEPAGE-490035 XB-GENE-490036 Xl.9051,Xl.47361,Xl.59588,Xl.80076 Trim29 72169 0 0 0 0 0 0 0 -1 0 1 0 -0,07 0,47 -1,14 -0,86 1,69 -0,14
Xetrov72025857 cyp11a1 100495360 301610108 XM_002934562 NA NA NA XB-GENEPAGE-960778 XB-GENE-960779 Xl.13361,Xl.23199 Cyp11a1 13070 0 0 0 0 Cyp11a1 0 0 -1 0 0 0 NA NA -1,19 NA NA 0,06
Xetrov72025858 fam55d 100487163 301622347 XM_002940453 NA NA NA XB-GENEPAGE-5757873 XB-GENE-5757874 Xl.2651 Fam55d 244853 0 0 0 0 0 0 0 0 0 1 0 0,71 1,1 -0,8 0,4 1,52 -0,11
Xetrov72025873 sox9 549607 Str.15584 77682414,77623178 NM_001016853,CR855424 SRY (sex determining region Y)-box 9 HMG-box transcription factor cmd1|sox-9|sra1|cmpd1 XB-GENEPAGE-1034768 XB-GENE-1034769 Xl.28992,Xl.1690,Xl.82068 Sox9 20682 0 0 0 0 0 0 0 1 1 0 0 0,81 0,98 5,22 2,4 0,29 0,61
Xetrov72025896 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,05 -1,41 -0,04 0,08 -0,44
Xetrov72025906 atp6v1b1 100135740 Str.68450 166795966,165970790 NM_001114262,BC158440 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B1 vacuolar proton translocating ATPase component XB-GENEPAGE-485913 XB-GENE-485914 Xl.15867,Xl.77464 Atp6v1b1 110935 0 0 0 0 0 0 0 -1 0 0 0 0,15 NA -2,32 -0,26 NA -0,67
Xetrov72025909 slc16a3 493294 Str.27153 56118705,51512963 NM_001007911,BC080350 solute carrier family 16, member 3 (monocarboxylic acid transporter 4) transmembrane solute exchange mct|mct3|mct4 XB-GENEPAGE-483001 XB-GENE-483002 Xl.4524,Xl.2477 Slc16a3 80879 0 0 0 0 0 0 0 -1 0 0 0 0,88 0,43 -2,38 0,32 0,65 0,14
Xetrov72025931 chst3 100492673 301620398 XM_002939517 NA NA NA XB-GENEPAGE-993288 XB-GENE-993289 Xl.68837 Chst3 53374 0 0 0 0 0 1 0 1 1 1 0 3,25 3,04 2,16 3,4 3,31 NA
Xetrov72025938 NA NA NA NA NA NA NA NA NA Xl.40998 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,28 -2,05 -0,28 -0,31 -0,76
Xetrov72025939 fli1 100124738 Str.60158 134023882,156717293 BC135689,NM_001102719 Friend leukemia virus integration 1 transcription factor Xfli1|Xfli-1|Xfli| fli| fli-1 XB-GENEPAGE-5794047 XB-GENE-5794048 Xl.58433,Xl.1184 Fli1 14247 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,88 NA NA NA
Xetrov72025950 zbtb16 100491672 Str.58517 301616854 XM_002937819 zinc finger and BTB domain containing 16 zinc finger, C2H2 type XB-GENEPAGE-478309 XB-GENE-478310 Zbtb16 235320 0 0 0 0 0 0 0 1 0 0 0 0,31 -0,64 5,12 0,25 -0,54 NA
Xetrov72025967 cadm1 100496522 Str.66471 301606720 XM_002932930 NA NA NA XB-GENEPAGE-6033348 XB-GENE-6033349 Xl.51143,Xl.53330,Xl.68521,Xl.7598,Xl.77440,Xl.80934,Xl.9045 Cadm1 54725 0 0 0 0 Cadm1 0 0 1 0 0 1 -0,14 0,14 3,6 -0,23 -0,01 1,27
Xetrov72025983 c19orf51 100493459 Str.20014 301617800,77622127 XM_002938274,CR762176 NA NA NA XB-GENEPAGE-6258113 XB-GENE-6258114 Xl.6402 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,42 -0,11 -2,25 -0,09 -0,25 -1,02
Xetrov72025998 lrrc27 100496052 Str.40614 301606145 XM_002932654 NA NA NA XB-GENEPAGE-6467715 XB-GENE-6467716 Xl.22500 Lrrc27 76612 0 0 0 0 Lrrc27 0 0 -1 0 0 0 0,09 0 -2,49 -0,11 -0,04 -0,78
Xetrov72026006 pknox2 100151724 Str.69015 183985895,188528946 BC166172,NM_001127427 PBX/knotted 1 homeobox 2 homeodomain transcription factor prep2 XB-GENEPAGE-853127 XB-GENE-853128 Xl.32554,Xl.63555,Xl.74459 Pknox2 208076 0 0 0 0 0 0 0 1 0 0 1 -0,32 -0,09 2,87 -0,24 -0,26 3,16
Xetrov72026008 tbcel 100125781 Str.62620 157427693,156229693 NM_001105283,BC152485 tubulin folding cofactor E-like Uncharacterized conserved protein XB-GENEPAGE-854924 XB-GENE-854925 Xl.52384,Xl.78872 Tbcel 272589 0 0 0 0 0 0 0 -1 0 0 0 -0,21 -0,36 -2,15 -0,3 -0,27 -0,92
Xetrov72026016 ets1 100170599 Str.1672 194332700,189442023,76873718 NM_001130368,BC167685,CT030070 NA NA NA XB-GENEPAGE-6465483 XB-GENE-6465484 Xl.1148,Xl.142,Xl.56677 Ets1 23871 0 0 0 0 Ets1 0 0 1 0 0 0 -0,62 -0,62 1 -0,56 -0,5 -0,05
Xetrov72026036 tead4 100144667 Str.15310 171846354,301618318 BC161592,XM_002938514 TEA domain family member 4 transcription factor XB-GENEPAGE-956368 XB-GENE-956369 Xl.79489,Xl.39817,Xl.71254 Tead4 21679 0 0 0 0 0 0 1 0 0 1 0 0,23 1,52 -0,55 0,55 1,25 -0,12
Xetrov72026043 unknown NA NA NA NA NA NA NA NA NA Xl.70335,Xl.71488,Xl.77148,Xl.78509 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,83 1,22 -1,68 0,72 1,43 -0,3
Xetrov72026046 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,09 -2,16 -0,15 -0,25 -0,84
Xetrov72026087 ift46 100380190 Str.52360 112807902,301611036 CU075671,XM_002935004 NA NA NA XB-GENEPAGE-986152 XB-GENE-986153 Xl.14868,Xl.80592 Ift46 76568 0 0 0 0 0 0 0 -1 0 0 0 0,13 0 -1,79 -0,15 -0,01 -0,58
Xetrov72026089 fuz 677733 Str.42177 76873727,86161653,285403672 CT030079,DQ357248,NM_001040017 fuzzy homolog fuzzy XB-GENEPAGE-920643 XB-GENE-920644 Fuz 70300 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,08 -1,52 0,11 -0,17 -0,79
Xetrov72026092 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,89 NA NA -0,57
Xetrov72026101 unknown NA NA NA NA NA NA NA NA NA Xl.13414 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0,07 -1,98 -0,1 0,24 -0,79
Xetrov72026104 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,52 -0,01 -1,74 0,41 -0,16 -0,45
Xetrov72026106 tnfrsf1a 100144930 Str.52727 187607534,165970408 NM_001126504,BC158220 NA NA NA XB-GENEPAGE-996079 XB-GENE-996080 Xl.84136,Xl.3272 Tnfrsf1a 21937 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,14 -1,17 -0,11 -0,16 -0,41
Xetrov72026108 kcnj1 100487609 301610777 XM_002934875 potassium inwardly-rectifying channel, subfamily J, member 1 potassium channel ROMK|mgc68935| romk1|kir1.1 XB-GENEPAGE-483959 XB-GENE-483960 Xl.48721 Kcnj1 56379 0 0 0 0 0 0 0 0 0 1 0 NA NA NA NA 4,78 NA
Xetrov72026109 got1 407943 Str.556 47498069,45595748,77623019 NM_213664,BC067312,CT030515 glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) amino acid metabolic enzyme xr406 XB-GENEPAGE-954929 XB-GENE-954930 Xl.7226 Got1 14718 0 0 0 0 0 0 0 -1 0 0 0 0,22 0 -1,7 -0,13 -0,18 -0,45
Xetrov72026135 gprc5c 496865 Str.16065 301611006,56789351,165970812 XM_002934984,BC088587,BC158424 G protein-coupled receptor, family C, group 5, member C metabotropic glutamate, GABA-B-like receptor raig3| raig-3 XB-GENEPAGE-923222 XB-GENE-923223 Xl.56716,Xl.85780 Gprc5c 70355 0 0 0 0 0 0 0 1 0 0 0 0,26 -0,17 1,85 -0,53 -0,19 NA
Xetrov72026138 cyp26b1 780112 Str.52173 134085362,115312898,134025464 NM_001079187,BC123940,BC135551 cytochrome P450, family 26, subfamily B, polypeptide 1 electron transport XB-GENEPAGE-991499 XB-GENE-991500 Xl.84685,Xl.60132 Cyp26b1 232174 0 0 0 0 0 0 0 1 0 0 0 0,53 0,04 1,49 1 0,43 0,29
Xetrov72026161 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,91 NA NA 0,07
Xetrov72026167 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -0,9
Xetrov72026185 prkcz 100101769 Str.13864 154147715,134026001 NM_001100265,BC135437 protein kinase C, zeta serine/threonine kinase TPKC|pkc-zeta|PKCzeta XB-GENEPAGE-494708 XB-GENE-494709 Xl.21628 Prkcz 18762 0 0 0 0 0 0 0 -1 0 0 0 -0,32 -0,49 -1,15 -0,44 -0,49 -0,19
Xetrov72026249 fgf8 493525 Str.20147 56118517,51949975 NM_001008162,BC082344 fibroblast growth factor 8 (androgen-induced) heparin-binding growth factor fgf-8b| fgf8b| fgf8a|FGF-8|Xfgf8|Xfgf-8|mgc79739 XB-GENEPAGE-480982 XB-GENE-480983 Xl.20011 Fgf8 14179 0 0 0 0 0 1 0 1 1 0 0 3,36 0,25 2,87 3,02 NA NA
Xetrov72026294 ccdc33 100145192 Str.34586 166796320,187607727 BC159150,NM_001126682 NA NA NA XB-GENEPAGE-6458383 XB-GENE-6458384 NA Ccdc33 382077 0 0 0 0 Ccdc33 0 0 -1 0 0 0 NA NA -1,96 NA NA -0,65
Xetrov72026313 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,28 0,21 -1,02 -0,48 0,4 -0,4
Xetrov72026339 morn1 NA NA NA NA NA NA XB-GENEPAGE-6035524 XB-GENE-6035525 NA Morn1 76866 0 0 0 0 0 0 0 -1 0 0 0 NA 0,07 -2,4 NA 0,19 -0,56
Xetrov72026340 fut1 447958 Str.54206 52345442,50057060 NM_001004772,AJ781410 fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, H blood group) alpha2-fucosyltransferase XB-GENEPAGE-986116 XB-GENE-986117 Xl.24073 Fut1 14343 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,6 -1,33 0,12 -0,48 -0,36
Xetrov72026342 anxa2 394517 Str.6222 49523057,77626479,38181659,45360452 BC075523,CR760407,BC061610,NM_203590 NA NA NA XB-GENEPAGE-945314 XB-GENE-945315 Xl.521,Xl.2610 Anxa2 12306 0 0 0 0 0 0 0 -1 0 0 0 0,76 0,32 -1,02 -0,02 0,37 -0,65
Xetrov72026348 lrrc23 549279 Str.9186 56410004,62858072,134026131 CR926199,NM_001016525,BC135728 NA NA NA XB-GENEPAGE-877188 XB-GENE-877189 Lrrc23 16977 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,69 NA NA -0,78
Xetrov72026352 pou2f3 100490595 301611067 XM_002935021 POU class 2 homeobox 3 homeodomain transcription factor XB-GENEPAGE-853631 XB-GENE-853632 Xl.21645 Pou2f3 18988 0 0 0 0 Pou2f3 1 0 0 1 0 1 1,68 -0,38 0,02 1,94 -0,29 1,28
Xetrov72026355 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,26 0 -1,23 -0,13 -0,06 0,02
Xetrov72026363 wnt4 100491282 Str.17939 301615257,355390278 XM_002937035,NM_001252086 wingless-type MMTV integration site family, member 4 secreted growth factor/developmental regulator wnt-4|Xwnt-4|Xwnt4 XB-GENEPAGE-484097 XB-GENE-484098 Xl.952 Wnt4 22417 0 0 0 0 0 0 0 1 0 0 0 1,83 NA 1,97 1,34 NA 0,08
Xetrov72026405 tmprss13 100491822 Str.74997 301606690 XM_002932904 NA NA NA XB-GENEPAGE-940756 XB-GENE-940757 NA Tmprss13 214531 0 0 0 0 0 1 0 0 1 0 0 2,46 NA NA 2,77 NA NA
Xetrov72026423 gnb3 496520 Str.5111 77621018,58331838,54038614 CR761598,NM_001011107,BC084504 NA NA NA XB-GENEPAGE-956712 XB-GENE-956713 Xl.53933,Xl.13550 Gnb3 14695 0 0 0 0 0 0 1 0 0 1 0 0,47 1,5 -0,86 0,48 1,99 0,15
Xetrov72026443 vps26b 549294 Str.12322 77682190,77626798,60551261 NM_001016540,CR760763,BC091021 NA NA NA XB-GENEPAGE-945592 XB-GENE-945593 Xl.3925,Xl.48654 Vps26b 69091 0 0 0 0 0 0 0 1 0 0 0 0,01 -0,38 2,18 -0,47 -0,34 1,23
Xetrov72026447 ca12 549185 Str.27907 77627401,77681920,134023744 CR761051,NM_001016431,BC135174 NA NA NA XB-GENEPAGE-1015245 XB-GENE-1015246 Xl.10362 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,11 -0,12 -1,11 -0,15 -0,04 -0,47
Xetrov72026457 NA NA NA NA NA NA NA NA NA Xl.54075 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,86
Xetrov72026459 ventx2.1 394456 Str.4932 28200476,45360942,77622850,77620897 AY187016,NM_203531,CR848273,CR761473 VENT homeobox 2, gene 1 homeodomain transcription factor xom XB-GENEPAGE-919663 XB-GENE-919664 Xl.699,Xl.366,Xl.82907,Xl.85855 NA NA 0 0 0 0 0 0 0 -1 -1 0 0 -0,52 -0,16 -1,97 -1,06 0,19 -0,19
Xetrov72026460 ventx2.2 100494704 301615439 XM_002937132 VENT homeobox 2, gene 2 homeodomain transcription factor xvent2|xvent-2|vent-2|vent2 XB-GENEPAGE-920514 XB-GENE-920515 Xl.37 NA NA 0 0 0 0 0 0 0 -1 -1 0 0 -0,52 -0,16 -1,96 -1,05 0,18 -0,19
Xetrov72026464 lhb 100038205 Str.37152 110289850,301619814 CU025160,XM_002939234 luteinizing hormone beta polypeptide glycoprotein hormone subunit lhb-A|xlhb XB-GENEPAGE-486112 XB-GENE-486113 Xl.11963,Xl.16114 Lhb 16866 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,15 -1,16 0,25 0,24 -0,41
Xetrov72026477 scamp2 407901 Str.66741 45708940,47575757,77623611 BC067960,NM_001001223,CR926186 NA NA NA XB-GENEPAGE-955376 XB-GENE-955377 Xl.45029,Xl.75497,Xl.79592,Xl.80014 Scamp2 24044 0 0 Xl.45029 0 0 0 0 -1 0 0 0 0,22 0,23 -1,15 0,23 0,2 -0,14
Xetrov72026491 nkx2-3 100486189 Str.31449 301615561 XM_002937188 NK2 homeobox 3 homeodomain transcription factor nkx2.3|nkx-2.3|xnkx-2.3|xnkx2-3 XB-GENEPAGE-852995 XB-GENE-852996 Xl.97,Xl.1046 Nkx2-3 18089 0 0 0 0 Nkx2-3 0 0 -1 0 0 0 NA NA -1,26 NA NA 0,07
Xetrov72026498 slc35a3.2 394702 Str.1054 170284655,38382909,45360844 BC161266,BC062483,NM_203767 NA NA NA XB-GENEPAGE-5757898 XB-GENE-5757899 Xl.1466,Xl.76126,Xl.84117 Slc35a3 229782 0 0 0 0 0 0 0 -1 0 0 0 0,23 -0,11 -1,44 0,14 -0,21 -0,34
Xetrov72026514 fam132a 549119 Str.12517 134025989,77627326,134085333 BC135357,CR761292,NM_001016365 NA NA NA XB-GENEPAGE-5726439 XB-GENE-5726440 Fam132a 67389 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,7 NA NA -0,07
Xetrov72026521 dcps 100216298 Str.16500 301622734,197246280 XM_002940637,BC169168 NA NA NA XB-GENEPAGE-947349 XB-GENE-947350 Xl.4673 Dcps 69305 0 0 0 0 0 0 0 1 0 0 0 0,57 -0,06 1,02 0,15 -0,23 0,4
Xetrov72026526 asb12.2 734082 Str.37409 110645594,77624344,113931545 BC118755,CR942646,NM_001045757 NA NA NA XB-GENEPAGE-941204 XB-GENE-941205 Xl.24325 Asb12 70392 0 0 0 0 0 1 0 0 0 0 0 4,26 NA NA NA NA NA
Xetrov72026528 pih1d2 496498 Str.67279 54038234,77621274,58331882 BC084477,CR760082,NM_001011085 NA NA NA XB-GENEPAGE-5749917 XB-GENE-5749918 Xl.48588 Pih1d2 72614 0 0 0 0 0 0 0 -1 0 0 0 -0,01 -0,31 -2,41 -0,19 -0,26 -0,94
Xetrov72026530 anxa4 548801 Str.11124 54648440,77622299,77682518 BC084910,CR762357,NM_001016047 annexin A4 calcium-dependent phospholipid binding protein annexin 4|Annexin IV|Xanx-4|Anx4|XAnx4|X-anx4|annexin A4 XB-GENEPAGE-854497 XB-GENE-854498 Xl.10696,Xl.47606 Anxa4 11746 0 0 0 0 Anxa4 0 0 -1 0 0 0 0,49 0,19 -1,28 -0,1 0,17 -0,22
Xetrov72026566 slc16a12 394932 Str.11148 45361466,77623871,39794440 NM_203979,CR855712,BC064255 NA NA NA XB-GENEPAGE-1012783 XB-GENE-1012784 Xl.21144 Slc16a12 240638 0 0 0 0 Slc16a12 0 1 0 1 0 0 1,39 2,1 -0,63 1,44 0,76 0
Xetrov72026572 rassf4 100101777 Str.46747 154147544,134024255 NM_001100272,BC136129 Ras association (RalGDS/AF-6) domain family member 4 Ras GTPase effector XB-GENEPAGE-493109 XB-GENE-493110 Rassf4 213391 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,31 NA NA 0,89
Xetrov72026575 ppp1r3c.1 100127791 Str.11402 163915214,160774224 NM_001113108,BC155399 NA NA NA XB-GENEPAGE-969180 XB-GENE-969181 Xl.29318,Xl.64040 Ppp1r3c 53412 0 0 0 0 0 0 0 -1 0 0 0 -0,56 -1,19 -1,11 -0,76 -0,77 -0,28
Xetrov72026612 hmx3 780290 Str.40296 118403498,112418485,112807518 NM_001079361,BC121874,CU075474 H6 family homeobox 3 homeodomain transcription factor nkx-5.1|nkx5-1|nkx5.1 XB-GENEPAGE-483775 XB-GENE-483776 Xl.19182 Hmx3 15373 0 0 0 0 0 1 0 1 1 0 0 5,74 NA 1,26 6,41 NA -0,16
Xetrov72026622 pqlc2 NA NA NA NA NA NA XB-GENEPAGE-996168 XB-GENE-996169 Xl.32652 Pqlc2 212555 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,19 -1,78 0,08 -0,13 -0,21
Xetrov72026628 dhrs3 493258 Str.2573 56605861,77622377,51258868,77621626 NM_001008431,CR848157,BC080136,CR761999 NA NA NA XB-GENEPAGE-955323 XB-GENE-955324 Xl.77868,Xl.59231,Xl.83090 Dhrs3 20148 0 0 0 0 0 0 0 -1 0 0 0 0,86 0,84 -1 0,87 0,37 -0,33
Xetrov72026636 kazald1 100101767 Str.12245 134025786,154147593 BC135810,NM_001100263 Kazal-type serine peptidase inhibitor domain 1 Receptor mediating netrin-dependent axon guidance igfbp-rp10|Xigfbp-rp10 XB-GENEPAGE-486703 XB-GENE-486704 Xl.19590 Kazald1 107250 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,83 NA NA
Xetrov72026640 srm 100489759 301620172 XM_002939409 NA NA NA XB-GENEPAGE-993101 XB-GENE-993102 Xl.25559 Srm 20810 0 0 0 0 Srm 0 0 1 0 0 0 0,48 0,02 1,17 -0,12 -0,12 0,58
Xetrov72026668 pitx3 100496690 301612604 XM_002935761 paired-like homeodomain 3 homeodomain transcription factor XPitx-3|xPitx3 XB-GENEPAGE-486161 XB-GENE-486162 Xl.681,Xl.12369,Xl.23652 Pitx3 18742 0 0 0 0 0 1 0 0 1 0 0 3,96 1,74 NA 4,68 NA NA
Xetrov72026692 c10orf54 496981 Str.27796 58332823,57033098 NM_001011488,BC088869 NA NA NA XB-GENEPAGE-946676 XB-GENE-946677 Xl.47587 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA 0,15 3,87 NA NA 5,96
Xetrov72026694 inpp5a.1 548959 Str.30392 116063443,62859088,56410145 BC123033,NM_001016205,CR926340 NA NA NA XB-GENEPAGE-1005676 XB-GENE-1005677 Xl.8191,Xl.78822 Inpp5a 212111 0 0 0 0 0 0 0 -1 0 0 0 -0,72 -0,17 -1,26 -0,64 -0,26 -0,17
Xetrov72026699 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,93 NA NA -1,03
Xetrov72026732 hes4 394465 Str.6018 45360926,37590941,77625988 NM_203539,BC059761,CR760275 hairy and enhancer of split 4 helix-loop-helix transcription factor/transcriptional repressor Xhairy2b|hairy2b|hairy2|Xhairy2|XHairy2a|hes4a|hes4b|hairy2a XB-GENEPAGE-487829 XB-GENE-487830 Xl.1764,Xl.25977,Xl.83260 NA NA 0 0 0 0 0 0 0 0 1 0 0 -0,11 0,5 0,88 1,01 0,3 0,34
Xetrov72026741 unknown NA NA NA NA NA NA NA NA NA Xl.41528,Xl.58307 NA NA 0 0 0 0 0 0 0 1 1 0 0 1,02 0,92 1,32 1,28 0,4 NA
Xetrov72026749 ventx1.1 100101668 Str.43047 166795942,112807947,165970527 NM_001114235,CU075716,BC158394 VENT homeobox 1, gene 1 homeodomain transcription factor posterior-ventral 1|PV.1 XB-GENEPAGE-920500 XB-GENE-920501 Xl.1420,Xl.85555,Xl.79762 NA NA 0 0 0 0 0 0 0 -1 -1 0 0 -1,04 -0,38 -2,4 -1,37 -0,33 -1,29
Xetrov72026767 hhex 395060 Str.111 213625780,77620991,26419265,45361684 BC171323,CR761571,AY160969,NM_204089 hematopoietically expressed homeobox homeodomain transcription factor XHex|hex| tHex XB-GENEPAGE-487158 XB-GENE-487159 Xl.225,Xl.63696,Xl.79603 Hhex 15242 0 0 0 0 0 0 0 -1 0 0 0 -1,61 NA -1,71 -1,35 NA -0,77
Xetrov72026771 cuedc2 100145279 Str.52705 169642315,187607967,54110762 BC160403,NM_001126757,CR848581 NA NA NA XB-GENEPAGE-1015745 XB-GENE-1015746 Xl.75619,Xl.80865 Cuedc2 67116 0 0 0 0 0 0 0 1 0 0 0 0,11 0,05 1,78 -0,12 0,04 0,6
Xetrov72026784 ch25h 100494906 Str.51218 301611931 XM_002935432 NA NA NA XB-GENEPAGE-961010 XB-GENE-961011 Xl.18444 Ch25h 12642 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,54 NA NA NA
Xetrov72026791 elovl3 100497108 301612608 XM_002935763 NA NA NA XB-GENEPAGE-977703 XB-GENE-977704 NA Elovl3 12686 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,49 NA NA -0,38
Xetrov72026825 lbx1 780014 Str.53738 112418643,118404877 BC122077,NM_001079091 NA NA NA XB-GENEPAGE-6457163 XB-GENE-6455157 Xl.55973 Lbx1 16814 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,3 NA NA NA
Xetrov72026826 neurog3 100038294 Str.29344 134025798,301612621 BC135320,XM_002935768 neurogenin 3 basic helix-loop-helix transcription factor neurogenin3|neurogenin-3|ngn-3|ngn3|atoh5|math4b|bhlha7 XB-GENEPAGE-876278 XB-GENE-876279 Xl.84879 Neurog3 11925 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,06 NA NA
Xetrov72026834 unknown NA NA NA NA NA NA NA NA NA Xl.8124,Xl.82398,Xl.85256 NA NA 0 0 0 0 0 0 0 0 0 0 1 0,76 0,45 0,4 0,07 0,69 1,18
Xetrov72026836 ventx1.2 394455 Str.47850 45360948,77622295,28200478,197246642 NM_203530,CR762353,AY187017,BC168413 VENT homeobox 1, gene 2 homeodomain transcription factor Xvent-1|vent-1|vent1 XB-GENEPAGE-920867 XB-GENE-920868 Xl.51158,Xl.77859 NA NA 0 0 0 0 0 0 0 -1 -1 0 -1 -1,19 -0,64 -3 -1,57 -0,4 -1,49
Xetrov72026837 mxi1 493491 Str.6117 56118595,77624086,51703763 NM_001008128,CR942348,BC081336 max interactor 1 transcription factor mxi|xmxi1 XB-GENEPAGE-493085 XB-GENE-493086 Xl.50498 Mxi1 17859 0 0 0 0 0 0 1 0 1 1 0 1,12 2,67 -0,07 1,4 2,69 -0,04
Xetrov72026839 unknown NA NA NA NA NA NA NA NA NA Xl.10987,Xl.15843 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,4 -1,03 -0,44 -0,19 -0,34
Xetrov72026840 pcna 493302 Str.6228 51512977,56118631 BC080365,NM_001007920 NA NA NA XB-GENEPAGE-972521 XB-GENE-972522 Xl.34965,Xl.3905 Pcna 18538 0 0 0 0 0 0 0 1 0 0 0 0,88 0,21 2,11 0,17 0,03 0,05
Xetrov72026845 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,15 -1,02 0,33 0,37 -0,25
Xetrov72026857 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,91 NA NA 1,96
Xetrov72026858 unknown NA NA NA NA NA NA NA NA NA Xl.70381 NA NA 0 0 0 0 0 0 0 0 0 0 -1 NA 0,36 -0,17 NA 0,29 -1,24
Xetrov72026860 unknown NA NA NA NA NA NA NA NA NA Xl.2028,Xl.47873 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,36 0,05 -1,19 -0,82 0,21 -0,25
Xetrov72026868 lrrc18 100493348 301620860 XM_002939738 NA NA NA XB-GENEPAGE-993702 XB-GENE-993703 Xl.50028 Lrrc18 67580 0 0 0 0 Lrrc18 0 0 -1 0 0 0 NA NA -2,5 NA NA -0,96
Xetrov72026883 gfra1 100125202 Str.68543 156718025,134025665,77623957 NM_001103085,BC136107,CR855807 GDNF family receptor alpha 1 XB-GENEPAGE-1013854 XB-GENE-1013855 Xl.68897 Gfra1 14585 0 0 0 0 0 1 0 1 1 0 0 3,82 NA 1,19 4,84 NA 0,43
Xetrov72026884 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,29 -0,36 1,79 0,14 -0,31 0,4
Xetrov72026899 ubxn10 100493414 Str.34009 301625621 XM_002941956 NA NA NA XB-GENEPAGE-996146 XB-GENE-996147 Xl.49030 Ubxn10 212190 0 0 0 0 0 0 0 -1 0 0 0 NA -0,21 -2,21 NA -0,02 -1,09
Xetrov72026902 hmx2 100486800 301616816 XM_002937803 H6 family homeobox 2 homeodomain transcription factor nkx5.2 XB-GENEPAGE-480084 XB-GENE-480085 Xl.49493 Hmx2 15372 0 0 0 0 0 0 0 -1 1 0 0 1,92 NA -1,52 2,7 NA -0,63
Xetrov72026921 NA NA NA NA NA NA NA NA NA Xl.79130 NA NA 0 0 0 0 0 1 0 0 1 0 0 9,28 1,03 1,25 10,4 NA 0,31
Xetrov72026935 c15orf59 100216246 Str.24977 213983044,197246351 NM_001142211,BC168617 NA NA NA XB-GENEPAGE-5931897 XB-GENE-5931898 Xl.49883,Xl.48615 6030419C18Rik 319477 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,12 NA NA 5,42
Xetrov72026943 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,29 -0,39 5,3 0,77 -0,31 0,83
Xetrov72026948 dcxr 394704 Str.24468 45360848,38566279,77621678 NM_203769,BC062504,CR762052 NA NA NA XB-GENEPAGE-990325 XB-GENE-990326 Xl.6390 Dcxr 67880 0 0 0 0 0 0 0 1 0 0 0 0,25 0 1,38 -0,13 -0,2 0,44
Xetrov72026953 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,13 0,75 -1,47 0,08 0,48 -0,83
Xetrov72026961 gsto1 496704 Str.76127 58332207,56788850 NM_001011256,BC087558 NA NA NA XB-GENEPAGE-5771575 XB-GENE-5771576 Xl.11117 Gsto1 14873 0 0 0 0 0 0 0 -1 0 0 0 0,64 0,32 -1,16 -0,11 0,16 -0,44
Xetrov72026978 NA NA NA NA NA NA NA NA NA Xl.77008 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,39 NA NA 0,81
Xetrov72026985 NA NA NA NA NA NA NA NA NA Xl.72243 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,74 NA NA -0,91
Xetrov72026989 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,71
Xetrov72026992 pcgf5 NA NA NA NA NA NA XB-GENEPAGE-962042 XB-GENE-962043 Pcgf5 76073 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0 -1,39 -0,01 -0,26 -0,39
Xetrov72027003 tmem150b 548751 Str.27389 77621577,77682076,160774265,77622868 CR761925,NM_001015997,BC155023,CR848292 NA NA NA XB-GENEPAGE-5873605 XB-GENE-5873606 Xl.51101,Xl.13381 Tmem150b 330460 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,04 NA NA 0,19
Xetrov72027012 miip 100038064 Str.52497 77624460 CR942791 migration and invasion inhibitory protein iip45 XB-GENEPAGE-479685 XB-GENE-479686 Xl.50135 Miip 28010 0 0 0 0 0 0 0 -1 0 0 -1 0,1 -0,22 -2,02 -0,48 -0,29 -1,09
Xetrov72027028 unknown NA NA NA NA NA NA NA NA NA Xl.24294,Xl.83533 NA NA 0 0 0 0 0 1 0 0 0 0 0 1,35 0,35 0,22 0,1 0,44 0,49
Xetrov72027033 NA NA NA NA NA NA NA NA NA Xl.79040 NA NA 0 0 0 0 0 1 0 0 0 0 0 1,28 0,31 0,22 0,05 0,4 0,5
Xetrov72027037 zc4h2 549429 Str.686 77681915,213627082,77625948,213625682 NM_001016675,BC170701,CR760233,BC171113 NA NA NA XB-GENEPAGE-941216 XB-GENE-941217 Xl.22980,Xl.48155 Zc4h2 245522 0 0 0 0 0 0 0 1 0 0 1 0,41 0,07 3,23 0,46 -0,23 1,45
Xetrov72027041 prnp 100158502 Str.20978 189230179,183985629 NM_001127942,BC166114 NA NA NA XB-GENEPAGE-952813 XB-GENE-952814 Xl.15097,Xl.34455 Prnp 19122 0 0 0 0 0 0 0 1 0 0 0 0,39 0,9 1,02 0,42 1,04 0,81
Xetrov72027073 c1orf158 100490433 301616129 XM_002937470 NA NA NA XB-GENEPAGE-978400 XB-GENE-978401 Xl.46981 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,38 NA NA -0,71
Xetrov72027089 dydc1 100496524 Str.20788 301608763 XM_002933899 NA NA NA XB-GENEPAGE-6258871 XB-GENE-6258872 Xl.18853 Dydc1 69496 0 0 0 0 0 0 0 -1 0 0 0 0,63 NA -1,67 -0,36 NA -0,88
Xetrov72027098 gltpd1 493405 Str.21434 56118906,51703841 NM_001008042,BC080926 NA NA NA XB-GENEPAGE-974129 XB-GENE-974130 Xl.11554 Gltpd1 79554 0 0 0 0 0 0 0 -1 0 0 0 0,31 -0,36 -1,13 -0,18 -0,14 -0,29
Xetrov72027104 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,73
Xetrov72027120 rnf223 100492332 301613880 XM_002936385 NA NA NA XB-GENEPAGE-6467377 XB-GENE-6467378 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -1,29 -2,55 NA -0,73 -1,02
Xetrov72027131 NA NA NA NA NA NA NA NA NA Xl.41420,Xl.48533 NA NA 0 0 0 0 0 0 1 0 0 0 0 0,56 2,07 NA -0,22 1,24 NA
Xetrov72027170 fgf16 100492309 301604465 XM_002931813 fibroblast growth factor 16 heparin-binding growth factor XB-GENEPAGE-483588 XB-GENE-483589 NA Fgf16 80903 0 0 0 0 0 1 1 0 1 0 0 4,93 4,75 NA 6,5 NA NA
Xetrov72027182 socs3 448204 Str.24506 54020901,49522563 NM_001005696,BC075262 suppressor of cytokine signaling 3 intracellular signaling xsocs3|cis3|ssi3|atod4|cish3|ssi-3|socs-3 XB-GENEPAGE-488198 XB-GENE-488199 Xl.2213,Xl.26512 Socs3 12702 0 0 0 0 0 0 -1 0 -1 0 1 -0,25 -2,4 0,71 -1,12 -0,7 2,13
Xetrov72027222 hes2 100038090 Str.61630 114107692,301608639 BC122965,XM_002933843 hairy and enhancer of split 2 helix-loop-helix transcription factor/transcriptional repressor XHes2 XB-GENEPAGE-486137 XB-GENE-486138 Xl.49528 Hes2 15206 0 0 Xl.49528 0 0 1 0 0 1 0 0 1,81 -0,18 NA 3,67 0,95 NA
Xetrov72027234 hes5.1 733463 Str.11260 77621232,138519880,113205535,49523069 CR760038,BC135757,NM_001044415,BC075552 hairy and enhancer of split 5, gene 1 helix-loop-helix transcription factor/transcriptional repressor esr-1|esr1 XB-GENEPAGE-481134 XB-GENE-481135 Xl.48575,Xl.8440 Hes5 15208 0 0 Xl.8440 0 0 1 1 1 1 1 0 3,86 4,81 5,04 3,66 2,73 NA
Xetrov72027235 ccdc153 NA NA NA NA NA NA XB-GENEPAGE-6258447 XB-GENE-6258448 NA Ccdc153 270150 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,62 NA NA -1,32
Xetrov72027242 dnajc12 780333 Str.72934 115313467 BC124003 NA NA NA XB-GENEPAGE-989010 XB-GENE-989011 NA Dnajc12 30045 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 3,62
Xetrov72027251 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 1 NA NA 4,68 3,51 NA 3,4
Xetrov72027269 arl3.1 100492073 Str.85334 301618749 XM_002938725 NA NA NA XB-GENEPAGE-956687 XB-GENE-956688 Xl.17388,Xl.71593 Arl3 56350 0 0 0 0 0 0 0 -1 0 0 0 0,48 0,07 -1,34 0,08 -0,04 -0,69
Xetrov72027284 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,83
Xetrov72027321 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,77
Xetrov72027323 hes3.1 734014 Str.15005 113931457,163916478,77622103 NM_001045713,BC157345,CR762152 hairy and enhancer of split 3, gene 1 helix-loop-helix transcription factor/transcriptional repressor esr6e|esr-6e XB-GENEPAGE-876528 XB-GENE-876529 Xl.585,Xl.74313 Hes3 15207 0 0 0 0 Hes3 1 1 0 1 0 0 1,8 1,24 0,66 2,17 1,04 -0,23
Xetrov72027336 NA NA NA NA NA NA NA NA NA Xl.52959 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,86
Xetrov72027340 rps19 100379722 Str.52318 301619590,301619592,112807544 XM_002939125,XM_002939126,CU075500 NA NA NA XB-GENEPAGE-968798 XB-GENE-968799 Xl.42833,Xl.74329,Xl.77700 Rps19 20085 0 0 0 Rps19 0 1 0 0 0 0 0 1,24 0,5 0,5 0,48 0,37 -0,08
Xetrov72027346 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,38 NA NA NA
Xetrov72027348 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 1 1 0 0 3,04 1,07 1,9 2,53 0,23 NA
Xetrov72027352 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 1 3,84 NA -0,14 4,17 NA 1,13
Xetrov72027370 NA NA NA NA NA NA NA NA NA Xl.19917,Xl.21998 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,93 NA NA -0,72
Xetrov72027378 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,86 NA NA -1,08
Xetrov72027391 hes3.3 100101782 Str.51064 197246528,197246257,301608655,134024390 BC169157,BC168837,XM_002933848,BC135685 hairy and enhancer of split 3, gene 3 helix-loop-helix transcription factor/transcriptional repressor esr2 XB-GENEPAGE-480449 XB-GENE-480450 Xl.12067,Xl.34898 Hes3 15207 0 Xl.34898 0 0 Hes3 1 1 0 1 0 0 3,21 5,71 0,47 3,99 NA -0,58
Xetrov72027411 hes9.1 733782 Str.4845 183985748,113205947,110645468,77622086 BC166289,NM_001044524,BC118727,CR762135 hairy and enhancer of split 9, gene 1 helix-loop-helix transcription factor esr9 XB-GENEPAGE-5922591 XB-GENE-5922592 Xl.29033,Xl.79351,Xl.81944 NA NA 0 0 0 0 0 1 1 1 1 0 0 2,49 2,49 1,95 1,47 0,61 NA
Xetrov72027433 c11orf1 100494160 Str.28345 301606738 XM_002932917 NA NA NA XB-GENEPAGE-940868 XB-GENE-940869 1110032A03Rik 68721 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -1,25
Xetrov72027464 emp3 496526 Str.8279 58331826,54038259 NM_001011113,BC084511 NA NA NA XB-GENEPAGE-952485 XB-GENE-952486 Xl.46804,Xl.34656 Emp3 13732 0 0 0 0 0 0 0 1 0 0 0 0,66 NA 2,79 0,58 NA NA
Xetrov72027478 esr10 100337645 Str.64619 134023956,288562701 BC135807,NM_001172280 NA NA NA XB-GENEPAGE-6492484 XB-GENE-6492485 Xl.9271,Xl.59604 NA NA 0 0 0 0 0 1 1 1 1 0 0 2,58 2,41 1,99 1,64 0,28 NA
Xetrov72027502 kiaa0101 448713 Str.6312 50603812,52346167 BC077667,NM_001005130 NA NA NA XB-GENEPAGE-1006963 XB-GENE-1006964 Xl.2736,Xl.51226,Xl.77430 NA NA 0 0 0 0 0 1 0 1 0 0 0 1,41 0,54 1,91 0,66 0,4 0,07
Xetrov72027533 crabp2 448629 Str.1681 77623177,49903525,55741995 CR855423,BC076971,NM_001006862 cellular retinoic acid binding protein 2 fatty acid binding xCRABP XB-GENEPAGE-959097 XB-GENE-959098 Xl.12210 Crabp2 12904 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,34 NA NA NA
Xetrov72027556 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,31 NA NA NA
Xetrov72027559 NA NA NA NA NA NA NA NA NA Xl.57602 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,85 0,2 1,1 -0,05 0,35 0,31
Xetrov72027606 c10orf53 100485377 Str.24439 301608781 XM_002933914 NA NA NA XB-GENEPAGE-6500287 XB-GENE-6500288 1700024G13Rik 67085 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -1,07
Xetrov72027607 hes8 100271766 Str.15848 156914851,301608657 BC152703,XM_002933849 hairy and enhancer of split 8 transcriptional repressor XB-GENEPAGE-5952809 XB-GENE-5952810 Xl.53198 NA NA 0 0 0 0 0 1 1 1 1 0 0 3,63 5,12 2,05 3,22 NA NA
Xetrov72027609 hes5.2 733755 Str.24311 134254268,77621406,113205883 BC135288,CR761792,NM_001044509 hairy and enhancer of split 5, gene 2 helix-loop-helix transcription factor/transcriptional repressor bHLHb38|esr7|esr-7 XB-GENEPAGE-876634 XB-GENE-876635 Xl.586,Xl.68431 Hes5 15208 0 0 Xl.586 0 0 1 1 1 1 0 0 2,91 4,25 6,34 2,25 NA NA
Xetrov72027641 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 1 1 0 0 3,53 3,07 2,65 3,53 1,34 NA
Xetrov72027642 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 0 1 0 0 3,03 2,66 NA 2,57 NA NA
Xetrov72027695 gramd1a 100490854 Str.46788 301628062 XM_002943133 NA NA NA XB-GENEPAGE-994630 XB-GENE-994631 Gramd1a 52857 0 0 0 0 0 0 0 1 1 0 1 1,48 0,35 2,45 2,52 -0,07 2,01
Xetrov72027725 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,74 NA NA 3,45
Xetrov72027732 gabarapl1 595040 Str.21931 60649756,71895906 BC091701,NM_001030481 NA NA NA XB-GENEPAGE-946687 XB-GENE-946688 Xl.10596,Xl.76507,Xl.81830 Gabarapl1 57436 0 0 0 0 0 0 0 1 0 0 0 0,44 0,46 1,31 0,43 0,36 1,02
Xetrov72027740 NA NA NA NA NA NA NA NA NA Xl.63269 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,84
Xetrov72027761 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 0,3 -1,14 -0,45 0,62 -0,41
Xetrov72027771 kiaa1598 NA Str.40388 NA NA NA NA NA XB-GENEPAGE-6046707 XB-GENE-6046708 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,63 -0,08 -1,27 1 -0,15 -0,28
Xetrov72027774 c10orf92 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,49 0,1 -1,93 -0,12 -0,11 -0,77
Xetrov72027795 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,8
Xetrov72027799 entpd1 448501 Str.5046 55742042,49898931 NM_001006795,BC076662 NA NA NA XB-GENEPAGE-945083 XB-GENE-945084 Xl.14013,Xl.59711 Entpd1 12495 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,99 NA NA NA
Xetrov72027803 NA NA NA NA NA NA NA NA NA Xl.19507 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,35 -1,52 -0,82 -0,16 -0,21
Xetrov72027867 robo3 100493553 Str.86243 301616234 XM_002937521 roundabout, axon guidance receptor, homolog 3 dscam (Down syndrome cell adhesion molecule) class receptor hgps| rig1|hgpps| rbig1| roundabout-3 XB-GENEPAGE-1032333 XB-GENE-1032334 Xl.13999 Robo3 19649 0 0 0 0 0 0 0 1 0 1 0 0,86 1,81 1,04 0,55 2,05 -0,14
Xetrov72027888 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,87
Xetrov72027904 spock2 100144943 Str.70580 187607913,165971494 NM_001126515,BC158244 NA NA NA XB-GENEPAGE-1003766 XB-GENE-1003767 Xl.47317 Spock2 94214 0 0 0 0 0 0 0 1 0 0 0 -0,29 -0,16 2,22 0,31 0,24 0,28
Xetrov72027919 unc5b 100492290 301619230 XM_002938959 NA NA NA XB-GENEPAGE-6046962 XB-GENE-6046963 Xl.20739,Xl.85539 Unc5b 107449 0 0 0 0 0 0 0 -1 0 0 0 -0,14 -0,22 -1,12 -0,08 -0,05 -0,51
Xetrov72027925 cenpt 779753 Str.19858 112807656,111305591,118403735 CU075612,BC121349,NM_001078832 NA NA NA XB-GENEPAGE-6457846 XB-GENE-6457847 Xl.55897 Cenpt 320394 0 0 0 0 0 0 0 1 0 0 0 0,03 -0,61 1,44 -0,2 -0,4 0,18
Xetrov72027928 march8 448095 Str.8463 52345565,77625819,49250373 NM_001004831,CR760341,BC074623 NA NA NA XB-GENEPAGE-944303 XB-GENE-944304 Xl.50492 March8 71779 0 0 0 0 0 0 0 0 -1 0 0 -0,06 -0,48 1,04 -1,12 -0,15 0,33
Xetrov72027947 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,42 NA NA -0,85
Xetrov72027956 igf3 100145502 Str.54383 170287763,77622952,187607224 BC161167,CR848377,NM_001126946 NA NA NA XB-GENEPAGE-5807443 XB-GENE-5807444 Xl.12078,Xl.78527 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,12 -1,06 0,58 -0,42 -0,36
Xetrov72027974 irg1 100125311 Str.51791 157041249,77623078 NM_001103172,CT030574 immunoresponsive gene 1 xirg XB-GENEPAGE-919724 XB-GENE-919725 Xl.53505 Irg1 16365 0 0 0 0 0 0 0 0 0 0 1 0,5 -0,62 0,75 -0,16 0,17 1,84
Xetrov72027975 ttll10 NA NA NA NA NA NA XB-GENEPAGE-6030648 XB-GENE-6030649 NA Ttll10 330010 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,24 NA NA -0,66
Xetrov72027992 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -0,96
Xetrov72028010 lmtk3 100125078 Str.64432 301611004,134024499 XM_002934983,BC136190 NA NA NA XB-GENEPAGE-5814562 XB-GENE-5814563 Lmtk3 381983 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,05 NA NA -0,68
Xetrov72028015 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -0,87
Xetrov72028028 ebf3 100135240 Str.31209 301606162,163916088,77623528,301606160 XM_002932649,BC157373,CT030628,XM_002932648 NA NA NA XB-GENEPAGE-962542 XB-GENE-962543 Xl.632 Ebf3 13593 0 0 0 0 0 0 0 1 1 0 1 NA NA 5,48 3,19 NA 4,08
Xetrov72028035 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,92 0,25 -2,31 -0,46 -0,27 -0,57
Xetrov72028093 unknown NA NA NA NA NA NA NA NA NA Xl.79506 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,67 0,06 -1,5 -1,03 -0,01 -0,06
Xetrov72028104 cdknx 100126686 Str.55538 110289799,301610266 CU025109,XM_002934626 cyclin-dependent kinase inhibitor xic1 cell cycle regulator Xic-1|Xic1|p27XIC1 XB-GENEPAGE-1032977 XB-GENE-1032978 Xl.79010 NA NA 0 0 0 0 0 1 1 0 1 1 0 1,67 1,8 0,33 2,22 1,89 0,23
Xetrov72028123 ccdc147 779580 Str.65392 183985633,77623311,115312973,186910217 BC166135,CR848419,BC123995,NM_001126070 NA NA NA XB-GENEPAGE-5719802 XB-GENE-5719803 Ccdc147 381229 0 0 0 0 0 0 0 -1 0 0 0 0,13 NA -2,45 -0,06 NA -0,83
Xetrov72028130 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,6 -0,22 -1,25 -0,57 -0,26 -0,18
Xetrov72028134 aplp1 100151735 Str.73585 183986323,188528960 BC166165,NM_001127434 amyloid beta (A4) precursor-like protein 1 cell membrane glycoprotein aplp XB-GENEPAGE-853202 XB-GENE-853203 Xl.26207 Aplp1 11803 0 0 0 0 Aplp1 0 0 1 0 0 1 NA NA 4,75 NA NA 3,15
Xetrov72028158 bace1 779940 Str.53986 118404913,112419062 NM_001079017,BC121912 NA NA NA XB-GENEPAGE-5787149 XB-GENE-5787150 NA Bace1 23821 0 0 0 0 Bace1 0 0 1 0 0 0 -0,06 -0,13 3,53 -0,15 -0,35 NA
Xetrov72028159 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,01 NA NA -0,18
Xetrov72028160 clmp 493539 Str.13834 56118812,51950132 NM_001008176,BC082496 NA NA NA XB-GENEPAGE-973666 XB-GENE-973667 9030425E11Rik 71566 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,58 NA NA -0,68
Xetrov72028176 fdxacb1 100497477 Str.20186 301606736 XM_002932936 NA NA NA XB-GENEPAGE-950095 XB-GENE-950096 Xl.34878 Fdxacb1 382137 0 0 0 0 0 0 0 1 0 0 0 -0,41 -0,85 1,59 -0,72 -0,73 0,22
Xetrov72028198 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,67 NA NA -0,94
Xetrov72028212 unknown NA NA NA NA NA NA NA NA NA Xl.71394,Xl.85252 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,78 0,61 2,31 0,05 0,55 0,72
Xetrov72028227 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA -0,72
Xetrov72028267 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,21 -0,24 -2,12 -0,28 -0,3 -1,2
Xetrov72028273 nudt13 100492118 301613001 XM_002935966 NA NA NA XB-GENEPAGE-987787 XB-GENE-987788 Xl.48325 Nudt13 67725 0 0 0 0 0 0 0 0 1 0 0 1,91 NA -0,92 2,24 NA -0,41
Xetrov72028274 neo1 100170189 Str.65201 189441793,194018651 BC167600,NM_001129940 neogenin 1 vascular endothelial growth factor receptor neogenin XB-GENEPAGE-922577 XB-GENE-922578 Xl.46422,Xl.79685 Neo1 18007 0 0 0 0 0 0 0 1 0 0 0 -0,98 -0,12 1,28 -0,09 -0,18 -0,02
Xetrov72028277 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,79 NA NA NA
Xetrov72028279 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,54 NA NA -0,88
Xetrov72028283 ttc12 NA NA NA NA NA NA XB-GENEPAGE-955704 XB-GENE-955705 Xl.14916 Ttc12 235330 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,93 NA NA -0,89
Xetrov72028287 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 -1 1 0 0 2,5 4,88 -1,03 2,57 0,32 -0,15
Xetrov72028293 atrnl1 100495547 Str.35774 301623600 XM_002941058 NA NA NA XB-GENEPAGE-6033277 XB-GENE-6033278 Xl.55845 Atrnl1 226255 0 0 0 0 0 0 0 1 0 0 1 NA 0,06 2,49 NA 0,19 1,58
Xetrov72028294 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,91 NA NA -0,64
Xetrov72028351 cib2 780271 Str.54865 111306015,118404269 BC121478,NM_001079342 NA NA NA XB-GENEPAGE-985355 XB-GENE-985356 Xl.49529 Cib2 56506 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,64 NA NA 2,88
Xetrov72028370 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1,43 1,42 0,15 2,06 1,59 0,23
Xetrov72028375 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,95 NA NA -0,79
Xetrov72028437 pou2f2 100497329 Str.83324 301613927 XM_002936399 POU class 2 homeobox 2 homeodomain transcription factor oct2|otf2|oct-2 XB-GENEPAGE-876750 XB-GENE-876751 Xl.65726 Pou2f2 18987 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,57 NA NA 2,42
Xetrov72028446 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 3,39 NA NA 3,87 NA NA
Xetrov72028450 cyp26c1 100489980 Str.67330 301619511 XM_002939091 cytochrome P450, family 26, subfamily C, polypeptide 1 electron transport XB-GENEPAGE-1219114 XB-GENE-1219115 Xl.82105,Xl.1946,Xl.41946 Cyp26c1 546726 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,65 NA NA 0,34
Xetrov72028459 drgx 100493837 Str.47549 301620870 XM_002939741 NA NA NA XB-GENEPAGE-993711 XB-GENE-993712 NA Prrxl1 107751 0 0 0 0 0 1 0 1 1 0 1 3,19 2,55 2,1 2,47 2,6 3,89
Xetrov72028482 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,06 1,97 -0,22 0,14 0,7
Xetrov72028496 cacng4 100486554 301628497 XM_002943342 NA NA NA XB-GENEPAGE-1014198 XB-GENE-1014199 Xl.80231 Cacng4 54377 0 0 0 0 Cacng4 0 0 1 0 0 0 NA NA 5,87 NA NA NA
Xetrov72028499 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,21 -1,44 NA -0,42 -0,76
Xetrov72028500 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,29 -0,2 1,22 -0,13 -0,17 -0,27
Xetrov72028522 rcor2 100038078 Str.46966 51513236,147901256,134023924 BC080505,NM_001097354,BC135877 REST corepressor 2 DNA binding XCoREST XB-GENEPAGE-482247 XB-GENE-482248 Xl.7678,Xl.85460 Rcor2 104383 0 0 0 0 0 0 0 1 0 0 1 -0,72 -0,38 3,23 -0,51 -0,34 1,31
Xetrov72028535 naa40 100145481 Str.65110 170284555,187608616 BC161120,NM_001126933 NA NA NA XB-GENEPAGE-5846019 XB-GENE-5846020 Xl.3095,Xl.76941 Naa40 70999 0 0 0 0 0 0 0 1 0 0 0 0,64 -0,06 1,87 0,1 0,01 0,47
Xetrov72028555 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,7 NA NA -0,79
Xetrov72028557 eif4g3 100216088 Str.12190 213982744,195540164,119850671 NM_001142072,BC168018,BC127320 NA NA NA XB-GENEPAGE-1010292 XB-GENE-1010293 Xl.72324,Xl.14764,Xl.79910 Eif4g3 230861 0 0 0 0 0 0 0 1 0 0 0 -1,55 0,04 1,57 -0,52 -0,05 0,71
Xetrov72028566 NA NA NA NA NA NA NA NA NA Xl.48327 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,49 2,52 NA -0,69 1,58
Xetrov72028596 bag2 448388 Str.46876 77621235,49523042,55741947 CR760041,BC075476,NM_001006728 NA NA NA XB-GENEPAGE-966119 XB-GENE-966120 Xl.17323 Bag2 213539 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,28 NA NA 0,75
Xetrov72028598 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,45 1,72 -0,1 -0,48 NA
Xetrov72028600 dnhd1 NA NA NA NA NA NA XB-GENEPAGE-6462490 XB-GENE-6462491 NA NA 77505 0 0 0 0 0 0 0 -1 0 0 0 -0,19 0,11 -1,26 -0,34 0,01 -0,51
Xetrov72028609 unknown NA NA NA NA NA NA NA NA NA Xl.78608 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0 -1,24 -0,12 -0,08 -0,2
Xetrov72028635 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,62 NA NA -0,84
Xetrov72028659 sacs 100495048 Str.50763 301630923 XM_002944519 NA NA NA XB-GENEPAGE-991800 XB-GENE-991801 Sacs 50720 0 0 0 0 0 0 0 1 0 0 0 -0,01 1,01 1,13 0,65 0,83 0,36
Xetrov72028660 lrp1 100485788 Str.67112 301620805 XM_002939712 low density lipoprotein receptor-related protein 1 alpha-2-macroglobulin endocytic surface receptor cd91| lrp|apr|a2mr|apoer| tgfbr5| igfbp3r XB-GENEPAGE-479842 XB-GENE-479843 Xl.76993,Xl.78409,Xl.78785,Xl.80842,Xl.8408 Lrp1 16971 0 0 0 0 0 0 0 1 0 0 0 -1 0,04 1,61 -0,29 0,06 0,35
Xetrov72028662 dync2h1 100380107 Str.52081 301610882,77623279 XM_002934933,CR848386 NA NA NA XB-GENEPAGE-5761968 XB-GENE-5761969 Dync2h1 110350 0 0 0 0 0 0 0 -1 0 0 0 -1,13 0,14 -2,25 -0,62 0,01 -0,68
Xetrov72028663 fat3 NA Str.42849 NA NA NA NA NA XB-GENEPAGE-979368 XB-GENE-979369 Fat3 270120 0 0 0 0 0 0 0 1 0 0 0 -1,15 -0,22 1,31 -0,5 -0,18 0,69
Xetrov72028678 aim1l 779602 Str.24939 301610306,116487472 XM_002934656,BC125761 NA NA NA XB-GENEPAGE-985459 XB-GENE-985460 Xl.72879 Aim1l 230806 0 0 0 0 0 0 0 0 1 0 0 1,63 1,99 -0,37 2,53 1,85 0,65
Xetrov72028689 odz4 100124701 Str.59419 152001047,156717231 BC146617,NM_001102688 NA NA NA XB-GENEPAGE-1013971 XB-GENE-1013972 Xl.13947,Xl.73012 Odz4 23966 0 0 0 0 Odz4 0 0 1 0 0 0 -0,47 -0,34 4,01 0,27 -0,13 1,1
Xetrov72028694 acaca 100495654 301620692 XM_002939656 NA NA NA XB-GENEPAGE-1013636 XB-GENE-1013637 Acaca 107476 0 0 0 0 0 0 0 -1 0 0 0 -0,98 -0,36 -1,52 -0,62 -0,34 -0,42
Xetrov72028702 c2cd3 780184 Str.67005 110292760,118404393,77626301,116487375 CU024959,NM_001079259,CR760543,BC125698 NA NA NA XB-GENEPAGE-5904943 XB-GENE-5904944 Xl.57907 C2cd3 277939 0 0 0 0 0 0 0 -1 0 0 0 -1,01 -0,31 -1,44 -0,05 -0,21 -1,1
Xetrov72028713 nbea 100490814 Str.72895 301608988 XM_002934020 NA NA NA XB-GENEPAGE-951575 XB-GENE-951576 Nbea 26422 0 0 0 0 0 0 0 1 0 0 0 -0,42 0,01 1,87 0,04 0 0,91
Xetrov72028731 uspl1 100379747 Str.57192 110289708,117558055,77623518,301609013 CU025018,BC125679,CT030618,XM_002934014 NA NA NA XB-GENEPAGE-984427 XB-GENE-984428 Xl.52701,Xl.5054,Xl.77219,Xl.78296 Uspl1 231915 0 0 0 0 Uspl1 0 0 1 0 0 0 -0,77 -0,65 1 -0,45 -0,52 0,22
Xetrov72028755 nalcn 100492286 Str.13972 301615330 XM_002937079 NA NA NA XB-GENEPAGE-1012704 XB-GENE-1012705 NA Nalcn 338370 0 0 0 0 0 0 0 1 0 0 1 -0,06 0,1 4,97 0,1 0,04 5,62
Xetrov72028766 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,24 -0,51 1,43 0,85 -0,53 0,69
Xetrov72028769 col4a1 100124870 Str.60418 134024366,161611788,301606909 BC135599,BC155971,XM_002933018 NA NA NA XB-GENEPAGE-6451484 XB-GENE-6451485 Xl.21561,Xl.70136 Col4a1 12826 0 0 0 0 0 0 0 0 0 1 0 0,52 NA NA 0,66 2,68 NA
Xetrov72028779 robo2 100493913 301604310 XM_002931767 roundabout, axon guidance receptor, homolog 2 dscam (Down syndrome cell adhesion molecule) class receptor sax3| roundabout-2 XB-GENEPAGE-980526 XB-GENE-980527 Xl.85756 Robo2 268902 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,53 NA NA 1,5
Xetrov72028797 robo1 100124716 Str.50780 156717257,134024139 NM_001102701,BC136019 roundabout, axon guidance receptor, homolog 1 dscam (Down syndrome cell adhesion molecule) class receptor dutt1| roundabout| roundabout-1 XB-GENEPAGE-948808 XB-GENE-948809 Xl.4819 Robo1 19876 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,06 NA NA 1,59
Xetrov72028803 col2a1 394828 Str.68458 38648939,45361284 BC063191,NM_203889 NA NA NA XB-GENEPAGE-6258352 XB-GENE-6258353 Xl.606,Xl.16442,Xl.76797,Xl.85785 Col2a1 12824 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,56 NA NA NA
Xetrov72028835 baz1b 100038181 Str.51956 301608152,77627365 XM_002933610,CR761015 bromodomain adjacent to zinc finger domain, 1B Williams syndrome transcription factor WSTF|wbscr9|wbscr10 XB-GENEPAGE-853543 XB-GENE-853544 Xl.16009,Xl.80944,Xl.85215 Baz1b 22385 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,28 1,61 -0,21 -0,28 0,27
Xetrov72028840 ptpru 733850 Str.35680 77623175,166006836,301620339 CR855421,BC158184,XM_002939487 protein tyrosine phosphatase, receptor type, U signaling molecule fmi|ptp|pcp-2|ptp-j|ptpro|ptpu2|glepp1|ptp-pi|ptppsi XB-GENEPAGE-922687 XB-GENE-922688 Xl.74292 Ptpru 19273 0 0 0 0 0 0 0 1 0 0 1 0,43 0,13 4,08 0,5 0,14 1,52
Xetrov72028857 gli1.1 NA NA NA NA NA NA NA NA NA Xl.57680 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,14 0,22 2,58 0,33 0,67 NA
Xetrov72028881 kiaa0664 780032 Str.64959 114107667,118404813 BC122932,NM_001079109 NA NA NA XB-GENEPAGE-5874445 XB-GENE-5874446 Xl.41683,Xl.73604 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,51 0,04 -1,04 -0,3 -0,17 -0,28
Xetrov72028892 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,16 NA NA 0,66
Xetrov72028895 clspn 100124314 Str.1621 301618983,112807612,77620994 XM_002938839,CU075568,CR761574 claspin regulation of cell cycle checkpoints xClaspin|claspin XB-GENEPAGE-992186 XB-GENE-992187 Xl.696,Xl.82350 Clspn 269582 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,31 2,04 -0,12 -0,23 0,48
Xetrov72028906 NA NA NA NA NA NA NA NA NA Xl.24546 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,52 0,13 -1,3 -0,13 0,01 -0,5
Xetrov72028915 nckap5l 100493761 Str.20439 301611252 XM_002935119 NA NA NA XB-GENEPAGE-6460509 XB-GENE-6460510 Xl.76376,Xl.4742 Nckap5l 380969 0 0 0 0 0 0 0 1 0 0 0 -0,2 -0,33 1,84 0,25 0,01 0,48
Xetrov72028917 abcc13 NA NA NA NA NA NA XB-GENEPAGE-6462715 XB-GENE-6462716 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,4 -2,21 NA -0,09 -0,14
Xetrov72028941 phka1p1 100498261 301613194 XM_002936056 NA NA NA XB-GENEPAGE-1012251 XB-GENE-1012252 Xl.71972 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA -0,82 -0,63 2,57 -0,28 -0,29
Xetrov72028957 efcab5 100158602 Str.24236 183986480,301620150 BC166315,XM_002939405 NA NA NA XB-GENEPAGE-5821000 XB-GENE-5821001 Efcab5 319634 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,84
Xetrov72028967 smarcc2 100101794 Str.52540 301610052,141794270,157423253 XM_002934495,BC136222,BC153366 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 2 chromatin remodeling complex component rsc8|baf170|cracc2 XB-GENEPAGE-490674 XB-GENE-490675 Xl.30551,Xl.21525 Smarcc2 68094 0 0 0 0 0 0 0 1 0 0 0 -0,59 -0,03 1,57 -0,35 -0,08 0,56
Xetrov72028968 arhgap20 780178 Str.4409 110292738,116487441,118404401 CU024937,BC125687,NM_001079253 NA NA NA XB-GENEPAGE-1005913 XB-GENE-1005914 Xl.55056 Arhgap20 244867 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,54 3,14 -0,31 -0,57 1,27
Xetrov72028986 itga7 100494050 Str.72400 301610064 XM_002934520 NA NA NA XB-GENEPAGE-985231 XB-GENE-985232 Xl.4533 Itga7 16404 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,85 NA NA NA
Xetrov72028988 nrip1 100037834 Str.34500 147899731,124297536 NM_001097283,BC131832 NA NA NA XB-GENEPAGE-968870 XB-GENE-968871 Xl.34785 Nrip1 268903 0 0 0 0 0 0 0 1 0 0 0 -0,6 -0,42 1,88 -0,52 -0,4 -0,17
Xetrov72028989 rnf17 100490831 Str.61589 301617138 XM_002937963 NA NA NA XB-GENEPAGE-990908 XB-GENE-990909 Rnf17 30054 0 0 0 0 0 0 0 -1 0 0 0 0,11 0,13 -1,13 0,16 0,18 -0,39
Xetrov72028998 usp25 733977 Str.51636 113931405,77624282 NM_001045687,CR942577 ubiquitin specific peptidase 25 ubiquitin carboxyl-terminal hydrolase XB-GENEPAGE-946520 XB-GENE-946521 Xl.23165 Usp25 30940 0 0 0 0 0 0 0 1 0 0 0 -0,39 0,01 1,14 -0,12 -0,02 -0,07
Xetrov72029032 stard13 734093 Str.30427 77624375,171847275,113931565,195540055 CR942686,BC161604,NM_001045767,BC167951 StAR-related lipid transfer (START) domain containing 13 Tumour suppressor protein p122-RhoGAP/DLC1 XB-GENEPAGE-478897 XB-GENE-478898 Xl.51893,Xl.74391 Stard13 243362 0 0 0 0 Stard13 0 0 0 0 1 0 0,53 1,12 -0,72 0,23 1,59 -0,07
Xetrov72029033 myo1c 100380193 Str.15016 301626004,189442479 XM_002942143,BC167354 NA NA NA XB-GENEPAGE-1009885 XB-GENE-1009886 Xl.10743,Xl.23561 Myo1c 17913 0 0 0 0 0 0 0 -1 0 0 0 -0,29 0,01 -1,13 -0,18 -0,12 -0,35
Xetrov72029041 clip2 100487868 Str.3495 301605411 XM_002932291 NA NA NA XB-GENEPAGE-1010625 XB-GENE-1010626 ,Xl.77263 Clip2 269713 0 0 0 0 0 0 0 1 0 0 1 0,07 -0,04 4,63 -0,04 -0,12 3,15
Xetrov72029043 kif5a 100124766 Str.31501 134025667,156717351 BC136117,NM_001102745 kinesin family member 5A microtubule associated molecular motor XB-GENEPAGE-983713 XB-GENE-983714 Xl.18417 Kif5a 16572 0 0 0 0 0 0 0 1 0 0 1 -0,15 -0,03 3,89 0,21 0,02 3,16
Xetrov72029044 pcdh9 100489504 Str.36663 301604691 XM_002931930 protocadherin 9 Cadherin repeats XB-GENEPAGE-980875 XB-GENE-980876 Pcdh9 211712 0 0 0 0 0 0 0 1 0 0 1 NA 1,9 4,29 1,63 0,71 4,75
Xetrov72029046 auts2 100498056 Str.57082 301612697 XM_002935802 NA NA NA XB-GENEPAGE-987495 XB-GENE-987496 Xl.52171 Auts2 319974 0 0 0 0 0 0 0 1 0 0 1 -0,29 0,4 4,5 0,13 0,63 1,82
Xetrov72029066 c3orf15 100151718 Str.5470 188528934,183985669 NM_001127421,BC166178 chromosome 3 open reading frame 15 C-type lectin XB-GENEPAGE-995085 XB-GENE-995086 Xl.71444 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,06 -2,59 NA -0,35 -0,92
Xetrov72029079 pcdh8 100485587 Str.70608 301617306,301617304 XM_002938041,XM_002938040 protocadherin 8 cell adhesion papc|paraxial protocadherin|xpapc XB-GENEPAGE-484516 XB-GENE-484517 Xl.12745 Pcdh8 18530 0 0 0 0 0 0 0 1 1 0 0 0,57 0,62 1,48 5,26 -0,35 NA
Xetrov72029087 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,66 NA NA -0,99
Xetrov72029091 fmnl3 NA Str.66762 NA NA NA NA NA XB-GENEPAGE-6086973 XB-GENE-6086974 Xl.7208 Fmnl3 22379 0 0 0 Fmnl3 0 0 0 1 0 0 0 -0,31 0,06 1,74 -0,22 0 0,2
Xetrov72029100 cblb 448509 Str.5685 49903335,55741969 BC076671,NM_001006801 NA NA NA XB-GENEPAGE-1018101 XB-GENE-1018102 Xl.65637,Xl.47173,Xl.17445 Cblb 208650 0 0 0 0 0 0 0 1 0 0 0 -0,22 0,07 1,31 -0,04 -0,28 0,04
Xetrov72029120 lrch1 100492607 301611236 XM_002935112 NA NA NA XB-GENEPAGE-6033839 XB-GENE-6033840 Xl.54885 Lrch1 380916 0 0 0 0 0 0 0 1 0 0 0 -0,43 -0,4 1,32 -0,43 -0,35 NA
Xetrov72029137 gtf2ird1 100488034 Str.59435 301605413 XM_002932292 GTF2I repeat domain containing 1 transcription factor ben|XWBSCR11|XBEN|wbs|gtf3| rbap2|cream1|mustrd1|wbscr11|wbscr12 XB-GENEPAGE-5857401 XB-GENE-5857402 Xl.7451 Gtf2ird1 57080 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,52 1,41 -0,22 -0,5 0,38
Xetrov72029138 gas2l2 100488990 Str.49901 301608601 XM_002933832 NA NA NA XB-GENEPAGE-960571 XB-GENE-960572 NA Gas2l2 237891 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,43 NA NA -1,09
Xetrov72029147 nek5 100497645 Str.61481 301614597 XM_002936731 NA NA NA XB-GENEPAGE-1012493 XB-GENE-1012494 Nek5 330721 0 0 0 0 0 0 0 -1 0 0 0 -0,48 NA -1,4 -0,48 0,2 -0,53
Xetrov72029148 vwa3b 100494998 Str.85454 301604072 XM_002931645 NA NA NA XB-GENEPAGE-6041761 XB-GENE-6041762 NA NA 70853 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,26 NA NA -0,79
Xetrov72029150 amotl1 100145436 Str.51780 77622623,170284507,187607386 CT030379,BC161051,NM_001126890 angiomotin like 1 Uncharacterized conserved coiled-coil protein jeap XB-GENEPAGE-993663 XB-GENE-993664 Xl.84353 Amotl1 75723 0 0 0 0 0 0 0 1 0 0 0 -0,79 -0,2 1,33 -0,85 -0,19 0,34
Xetrov72029151 unc45b 493194 Str.11279 297591950,51261724,296399283 NM_001185128,BC080138,HM053434 NA NA NA XB-GENEPAGE-971728 XB-GENE-971729 Xl.1302 Unc45b 217012 0 0 0 0 0 0 0 1 1 0 1 1,16 0,34 2,05 1,8 0,62 2,96
Xetrov72029152 adamts1 100151734 Str.16218 188528958,183986220 NM_001127433,BC166354 ADAM metallopeptidase with thrombospondin type 1 motif, 1 disintegrin metalloprotease xadamts1 XB-GENEPAGE-492599 XB-GENE-492600 Xl.34510,Xl.70708,Xl.72418 Adamts1 11504 0 0 0 0 0 0 -1 0 0 0 0 -0,09 -1,43 -0,34 -0,27 -0,28 -0,25
Xetrov72029163 tsga10 100145206 Str.31910 187608124,166796869 NM_001126694,BC159173 NA NA NA XB-GENEPAGE-968205 XB-GENE-968206 Xl.23696 Tsga10 211484 0 0 0 0 0 0 0 -1 0 0 -1 0,12 -0,26 -2,74 -0,04 -0,21 -1,14
Xetrov72029169 scube1 100494412 Str.37627 301626303 XM_002942289 NA NA NA XB-GENEPAGE-1009946 XB-GENE-1009947 Xl.63728 Scube1 64706 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,15 NA NA NA
Xetrov72029181 cxorf22 100496417 Str.34430 301608574 XM_002933814 NA NA NA XB-GENEPAGE-1000866 XB-GENE-1000867 Xl.21391 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,46 NA NA -1,03
Xetrov72029185 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,3 -0,53 -1,41 -0,4 -0,57 -0,43
Xetrov72029192 gcfc1 100145438 Str.66195 170285211,187607430 BC161053,NM_001126892 NA NA NA XB-GENEPAGE-974035 XB-GENE-974036 Xl.54001,Xl.52796 Gcfc1 67367 0 0 0 0 0 0 0 1 0 0 0 -0,04 0,02 1,04 0,13 0,12 -0,03
Xetrov72029228 tmem132e 100491853 301622508 XM_002940528 NA NA NA XB-GENEPAGE-6031007 XB-GENE-6031008 NA Tmem132e 270893 0 0 0 0 0 0 0 1 0 0 1 NA -0,56 2,67 NA -0,48 2,22
Xetrov72029261 rasa3 100144662 Str.51124 166797022,301616938 BC159183,XM_002937865 RAS p21 protein activator 3 GTPase activator XB-GENEPAGE-920755 XB-GENE-920756 Xl.48393,Xl.9487 Rasa3 19414 0 0 0 0 0 0 0 0 1 0 0 0,53 -0,13 0,21 1,58 -0,25 0,03
Xetrov72029262 kdm1a 100216250 Str.47666 197246354,301614324 BC168624,XM_002936594 NA NA NA XB-GENEPAGE-5816926 XB-GENE-5816927 Xl.76447,Xl.83986,Xl.83991,Xl.84031,Xl.84167 Kdm1a 99982 0 0 0 0 0 0 0 1 0 0 0 0,14 0,04 1,42 0,1 0,21 0,43
Xetrov72029271 ift88 100490149 Str.33197 301617154 XM_002937959 intraflagellar transport 88 homolog tetratrico peptide repeat containing protein tg737|polaris XB-GENEPAGE-486248 XB-GENE-486249 Xl.13378 Ift88 21821 0 0 0 0 0 0 0 -1 0 0 0 -0,13 -0,23 -1,69 -0,46 -0,26 -0,72
Xetrov72029288 prpf40b 100127820 Str.76005 160773583 BC155432 NA NA NA XB-GENEPAGE-1002724 XB-GENE-1002725 Xl.77828 Prpf40b 54614 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,14 1,62 -0,32 -0,22 0,86
Xetrov72029291 map3k12 100488307 Str.61117 301614404 XM_002936651 mitogen-activated protein kinase kinase kinase 12 serine/threonine kinase dlk|muk|zpk|zpkp1|mekk12 XB-GENEPAGE-482767 XB-GENE-482768 Xl.83152,Xl.83796 Map3k12 26404 0 0 0 0 0 0 0 1 1 0 1 1,76 -0,19 4,83 3,36 -0,11 3,91
Xetrov72029304 rapgef3 100491495 301612385 XM_002935656 NA NA NA XB-GENEPAGE-5955479 XB-GENE-5955480 Xl.52899 Rapgef3 223864 0 0 0 0 0 0 0 0 1 0 0 1,36 -0,26 -0,85 2,41 -0,5 -0,41
Xetrov72029353 pibf1 100216192 Str.30736 169641821,213982942,197246672 BC160424,NM_001142161,BC168485 NA NA NA XB-GENEPAGE-949065 XB-GENE-949066 Xl.48334 Pibf1 52023 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,28 -1,4 -0,28 -0,15 -0,91
Xetrov72029358 naalad2 594947 Str.8739 71896250,60649678 NM_001030382,BC090593 NA NA NA XB-GENEPAGE-954116 XB-GENE-954117 Xl.79904,Xl.79465,Xl.82870,Xl.84369,Xl.85557 Naalad2 72560 0 0 0 0 0 0 0 -1 0 0 0 0,14 -0,21 -1,2 -0,07 -0,27 -0,39
Xetrov72029371 NA NA NA NA NA NA NA NA NA Xl.19618 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,08 -1,41 -0,08 0,01 0,12
Xetrov72029374 trpv3 100487056 301617745 XM_002938252 NA NA NA XB-GENEPAGE-1013148 XB-GENE-1013149 NA Trpv3 246788 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,71 NA NA
Xetrov72029379 efhc2 100126059 Str.57741 197246237,77622867,217416459 BC168809,CR848290,NM_001142661 EF-hand domain (C-terminal) containing 2 Uncharacterized conserved protein, contains DM10 domain XB-GENEPAGE-960324 XB-GENE-960325 NA Efhc2 74405 0 0 0 0 0 0 0 -1 0 0 0 0,66 0,16 -2,48 0,16 -0,12 -0,87
Xetrov72029382 smyd4 779741 Str.66400 118403759,77621899,111305556 NM_001078820,CT025386,BC121314 NA NA NA XB-GENEPAGE-945036 XB-GENE-945037 Xl.20579 Smyd4 319822 0 0 0 0 0 0 0 1 0 0 0 0,65 -0,1 1,87 0,92 -0,2 NA
Xetrov72029384 unknown NA NA NA NA NA NA NA NA NA Xl.81456,Xl.9010 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,77 0,13 1,77 -0,2 -0,06 1,07
Xetrov72029389 tmtc4 100158586 Str.54507 189230323,183986191 NM_001128014,BC166274 NA NA NA XB-GENEPAGE-5771786 XB-GENE-5771787 Tmtc4 70551 0 0 0 0 0 0 0 1 0 0 0 0,19 -0,04 1,47 0 0,07 0,3
Xetrov72029395 NA NA NA NA NA NA NA NA NA Xl.73386 NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,3 2,65 NA 0,76
Xetrov72029399 NA NA NA NA NA NA NA NA NA Xl.72760 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,46 0,26 -1,36 0,38 0,26 -0,67
Xetrov72029427 sarm1 779619 Str.39822 110645519,301615461 BC118850,XM_002937143 NA NA NA XB-GENEPAGE-6033912 XB-GENE-6033913 NA Sarm1 237868 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,05 NA NA NA
Xetrov72029432 ripk4 733737 Str.10236 77620963,301624068,112807860 CR761543,XM_002941286,CU075629 receptor-interacting serine-threonine kinase 4 serine/threonine kinase dik|pkk| rip4|ankk2|ankrd3 XB-GENEPAGE-494473 XB-GENE-494474 Xl.21901,Xl.47635 Ripk4 72388 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,6 -1,07 -0,35 -0,38 -0,25
Xetrov72029433 app 448208 Str.67411 54020905,189571703,49522953 NM_001005698,BC167583,BC075266 amyloid beta (A4) precursor protein amyloidogenic glycoprotein beta-amyloid precursor protein|mgc88882 XB-GENEPAGE-479153 XB-GENE-479154 Xl.83164,Xl.79072,Xl.8671 App 11820 0 0 0 0 0 0 0 1 0 0 0 -0,34 -0,13 1,28 -0,26 -0,27 0,45
Xetrov72029463 tm9sf2 447968 Str.67553 49900058,301612377 BC077062,XM_002935649 NA NA NA XB-GENEPAGE-953106 XB-GENE-953107 Xl.77090,Xl.77716 Tm9sf2 68059 0 0 0 0 0 0 0 -1 0 0 0 0,11 0,02 -1,07 -0,02 0,1 -0,24
Xetrov72029473 rnf43 100491274 301611421 XM_002935192 ring finger protein 43 E3 ubiquitin ligase XB-GENEPAGE-952684 XB-GENE-952685 Rnf43 207742 0 0 0 0 0 0 0 0 1 0 0 0,24 0,25 -0,15 3,43 0,09 0,02
Xetrov72029477 slitrk1 100124997 Str.60309 134025820,156717709 BC136007,NM_001102925 NA NA NA XB-GENEPAGE-998736 XB-GENE-998737 NA Slitrk1 76965 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,96 NA NA 1,83
Xetrov72029487 ccdc81 100145462 Str.72219 170284535,187608132 BC161091,NM_001126915 NA NA NA XB-GENEPAGE-967043 XB-GENE-967044 NA Ccdc81 70884 0 0 0 0 0 0 0 -1 0 0 0 -0,12 0,21 -2,29 0,21 0,16 -0,71
Xetrov72029500 tbx2 619588 Str.49462 78042592,73665907,134025349 NM_001035119,DQ124206,BC135209 T-box 2 T-box transcription factor Xltbx2|xtbx2 XB-GENEPAGE-1018114 XB-GENE-1018115 Xl.931,Xl.29890,Xl.50323 Tbx2 21385 0 0 0 0 0 0 0 -1 1 0 0 -1,05 0,18 -1,1 1,57 0,25 -0,31
Xetrov72029501 lnx2 780062 Str.53826 118404745,114107716 NM_001079138,BC122984 NA NA NA XB-GENEPAGE-877143 XB-GENE-877144 Xl.12308 Lnx2 140887 0 0 0 0 0 0 0 -1 0 0 0 -0,77 -0,43 -1,54 -0,84 -0,22 -0,32
Xetrov72029531 gas6 548719 Str.18141 77623320,111307776,77622772,77681656 CR848428,BC121223,CR848189,NM_001015965 NA NA NA XB-GENEPAGE-5821260 XB-GENE-5821261 Xl.4807,Xl.34033 Gas6 14456 0 0 Xl.4807 0 Gas6 1 0 0 1 0 0 2,45 0,83 -0,42 1,97 1,32 0,19
Xetrov72029565 fam123a 100038269 Str.15475 301622567,134024419 XM_002940556,BC135184 NA NA NA XB-GENEPAGE-994662 XB-GENE-994663 Xl.17998 Fam123a 72125 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,7 1,27 NA NA
Xetrov72029566 rnf219 100037889 Str.19582 112807914,134025790,301604662,77624243,301604664 CU075683,BC135200,XM_002931924,CR942531,XM_002931925 NA NA NA XB-GENEPAGE-5767974 XB-GENE-5767975 Xl.47379 Rnf219 72486 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,5 2,23 -0,45 -0,4 NA
Xetrov72029573 NA NA NA NA NA NA NA NA NA Xl.13399,Xl.71478 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,18 -0,2 1,23 -0,34 -0,21 0,64
Xetrov72029576 sytl5 100496000 301606455 XM_002932801 NA NA NA XB-GENEPAGE-982309 XB-GENE-982310 Xl.24335 Sytl5 236643 0 0 0 0 0 0 0 -1 0 0 0 0,65 0,21 -1,17 0,02 0,18 -0,17
Xetrov72029595 gpr64 100498416 Str.61997 301613196 XM_002936057 NA NA NA XB-GENEPAGE-987910 XB-GENE-987911 NA Gpr64 237175 0 0 0 0 0 0 0 -1 0 0 0 -0,09 0 -1,19 -0,07 -0,03 0,1
Xetrov72029601 zc3h12a 100498589 301618522 XM_002938618 zinc finger CCCH-type containing 12A Uncharacterized conserved protein XB-GENEPAGE-1219175 XB-GENE-1219176 Zc3h12a 230738 0 0 0 0 Zc3h12a 1 0 -1 1 0 0 4,12 NA -1,05 3,8 NA -0,4
Xetrov72029606 elf1 780315 Str.65593 118403909,77620777,114108229 NM_001079386,CR761622,BC122943 E74-like factor 1 (ets domain transcription factor) transcription factor Elf-1|xelf1 XB-GENEPAGE-492874 XB-GENE-492875 Xl.45936,Xl.21868 Elf1 13709 0 0 0 0 0 0 0 -1 0 0 0 0,53 0,9 -1,01 0,36 1,06 -0,08
Xetrov72029629 galnt6 NA NA NA NA NA NA NA NA NA Xl.85798 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,08 -1,23 -0,26 -0,16 -0,04
Xetrov72029630 NA NA NA NA NA NA NA NA NA Xl.3386,Xl.77764 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,08 -1,21 -0,26 -0,12 -0,08
Xetrov72029637 senp1 548976 Str.36324 56410108 CR926303 NA NA NA XB-GENEPAGE-1014920 XB-GENE-1014921 Xl.27261,Xl.74318 Senp1 223870 0 0 0 0 0 0 0 1 0 0 0 -0,06 -0,58 1,28 -0,25 -0,38 0,36
Xetrov72029639 pgm2l1 100496817 301629154 XM_002943667 NA NA NA XB-GENEPAGE-6076457 XB-GENE-6076458 Xl.15891 Pgm2l1 70974 0 0 0 0 0 0 0 1 0 0 0 -1,06 -0,38 2,22 -1 -0,33 NA
Xetrov72029656 rpa1 548449 Str.23569 213624488,58477643,77622310,115312914,62751647,213625712 BC171175,BC089665,CR848086,BC123968,NM_001015732,BC171177 NA NA NA XB-GENEPAGE-945046 XB-GENE-945047 Xl.3957,Xl.82188 Rpa1 68275 0 0 0 0 0 0 0 1 0 0 0 0,34 -0,44 1,86 0,34 -0,4 0,46
Xetrov72029658 serpinf2 100170598 Str.65177 301615447,189442021 XM_002937147,BC167684 NA NA NA XB-GENEPAGE-877014 XB-GENE-877015 Xl.67926,Xl.57651 Serpinf2 18816 0 0 0 0 0 0 0 -1 0 0 0 0,24 0,15 -1,53 0,24 0,73 -0,46
Xetrov72029663 ccdc67 100380182 Str.30568 301621713,77623505 XM_002940141,CT030605 NA NA NA XB-GENEPAGE-5961525 XB-GENE-5961526 NA Ccdc67 234964 0 0 0 0 0 0 0 -1 0 0 -1 -0,04 -0,14 -1,68 0,05 -0,26 -1,04
Xetrov72029693 spg20 100170472 Str.73863 194332830,189441601 NM_001130255,BC167368 NA NA NA XB-GENEPAGE-990804 XB-GENE-990805 Spg20 229285 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,08 -1,48 -0,36 -0,2 -0,37
Xetrov72029702 klhl35 100486151 Str.31425 301623815 XM_002941162 NA NA NA XB-GENEPAGE-1009037 XB-GENE-1009038 Klhl35 72184 0 0 0 0 0 0 0 1 0 0 1 NA NA 7,94 NA NA 7,52
Xetrov72029726 donson 395018 Str.51919 77626340,56410047,40675670,45361612 CR760582,CR926242,BC064871,NM_204053 NA NA NA XB-GENEPAGE-1007400 XB-GENE-1007401 Xl.6441 Donson 60364 0 0 0 0 Donson 0 0 1 0 0 0 -0,15 0,03 1,52 -0,14 -0,19 0,25
Xetrov72029731 enox1 100486899 Str.67302 301617322 XM_002938049 NA NA NA XB-GENEPAGE-955952 XB-GENE-955953 Xl.67541,Xl.63562 Enox1 239188 0 0 0 0 0 0 0 1 0 0 1 -0,24 -0,35 2,49 -0,3 -0,28 1,71
Xetrov72029743 cybb 595081 Str.33118 71895754,63100477 NM_001030518,BC094535 cytochrome b-245, beta polypeptide electron transport XB-GENEPAGE-978452 XB-GENE-978453 Xl.9476 Cybb 13058 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,14 NA NA 0,74
Xetrov72029748 chaf1b 100127620 Str.49143 77621318,301626392,157423646 CT010532,XM_002942328,BC153735 NA NA NA XB-GENEPAGE-996577 XB-GENE-996578 Xl.79675,Xl.65224 Chaf1b 110749 0 0 0 0 Chaf1b 0 0 1 0 0 0 -0,46 0,04 1,16 -0,08 -0,06 0,03
Xetrov72029751 slc43a2 100124757 Str.34914 134025475,156717331 BC135570,NM_001102736 NA NA NA XB-GENEPAGE-987891 XB-GENE-987892 Xl.5041,Xl.75171,Xl.82351 Slc43a2 215113 Xl.5041 0 0 0 Slc43a2 0 0 1 0 0 1 1,83 0,94 3,78 1,54 1,29 2,45
Xetrov72029767 reps2 100497375 Str.61336 301609707 XM_002934350 NA NA NA XB-GENEPAGE-984999 XB-GENE-985000 Reps2 194590 0 0 0 0 0 0 0 -1 0 0 0 -0,16 NA -1,33 -0,31 NA -0,32
Xetrov72029785 rai2 100144963 Str.70590 165971503,301609701 BC158283,XM_002934348 NA NA NA XB-GENEPAGE-965587 XB-GENE-965588 Rai2 24004 0 0 0 0 0 0 0 1 0 0 1 -0,11 0,7 6,1 0,67 0,24 2,56
Xetrov72029787 gk 100038285 Str.34370 77621736,134025984,148233039 CT025212,BC135303,NM_001097398 NA NA NA XB-GENEPAGE-961540 XB-GENE-961541 Xl.85526,Xl.17142,Xl.85524 Gyk 14933 0 0 0 0 0 0 0 -1 0 0 0 -0,27 -0,83 -1,04 -0,58 -0,64 -0,2
Xetrov72029805 mettl16 100170444 Str.3947 194332776,189442162 NM_001130217,BC167265 NA NA NA XB-GENEPAGE-952801 XB-GENE-952802 Xl.7647 Mettl16 67493 0 0 0 0 0 0 0 1 0 0 0 -0,21 -0,21 1,1 -0,43 -0,12 0,34
Xetrov72029809 katnal1 100489961 301609015 XM_002934015 NA NA NA XB-GENEPAGE-984419 XB-GENE-984420 Xl.32025 Katnal1 231912 0 0 0 Katnal1 Katnal1 0 0 -1 0 0 0 0,15 0,09 -1,53 NA -0,1 -0,75
Xetrov72029817 syt3 779540 Str.38328 113197721,315707015,165971348 BC121381,NM_001199920,BC158238 NA NA NA XB-GENEPAGE-956377 XB-GENE-956378 Syt3 20981 0 0 0 0 0 0 0 1 0 0 0 1,74 NA 4,24 1,93 NA NA
Xetrov72029832 gtf2i 549986 Str.30731 113197663,56410037,301605417,92447519,165970591,77625958,197246657 BC121548,CR926232,XM_002932280,BC096628,BC158498,CR760243,BC168446 general transcription factor IIi molecular chaperone bap135|btkap1|diws|gtfii-i| ib291| tfii-i|wbs|wbscr6 XB-GENEPAGE-1217436 XB-GENE-1217437 Xl.80815,Xl.47381 Gtf2i 14886 0 0 0 0 0 0 0 1 0 0 0 0,01 0,05 1,97 -0,23 -0,11 0,57
Xetrov72029850 ctps 100379698 Str.39847 82653347,301620063 CT485693,XM_002939356 NA NA NA XB-GENEPAGE-957431 XB-GENE-957432 Xl.49810,Xl.11215 Ctps 51797 0 0 0 0 0 0 0 1 0 0 0 0,21 0,22 1,37 0,26 0,13 0,15
Xetrov72029875 ubxn11 100493049 301610302 XM_002934637 NA NA NA XB-GENEPAGE-985479 XB-GENE-985480 Ubxn11 67586 0 0 0 0 0 0 0 -1 0 0 0 0,82 0,22 -1,35 0,05 0,23 -0,6
Xetrov72029884 egfl6 100495795 301608568 XM_002933812 NA NA NA XB-GENEPAGE-983965 XB-GENE-983966 Xl.21933 Egfl6 54156 0 0 0 0 0 0 0 1 0 0 1 2,01 NA 4,01 1,41 NA 2,09
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Xetrov72029897 fam124a 448424 Str.11894 49523167,52345859 BC075521,NM_001004978 NA NA NA XB-GENEPAGE-5763873 XB-GENE-5763874 Xl.12765 Fam124a 629059 0 0 0 0 0 0 0 1 0 0 0 0,34 0,34 1,28 0,52 0,21 0,66
Xetrov72029898 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,46 -0,46 -1,86 NA -0,61 -0,08
Xetrov72029914 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,25 0,2 -2,42 -0,22 0,07 -0,94
Xetrov72029918 ankrd42 100498077 Str.83237 301625872 XM_002942078 NA NA NA XB-GENEPAGE-5888010 XB-GENE-5888011 Xl.53590 Ankrd42 73845 0 0 0 0 0 0 0 -1 0 0 0 0,05 0,03 -1,87 -0,13 0,02 -0,58
Xetrov72029927 c1orf114 100380036 Str.15127 301612651,77622038 XM_002935782,CR762082 NA NA NA XB-GENEPAGE-972793 XB-GENE-972794 NA 4930455F23Rik 74895 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2 NA NA -0,73
Xetrov72029929 mmp28 100488826 301608599 XM_002933831 matrix metallopeptidase 28 extracellular matrix metalloprotease XMMP-28|mm28|mmp-28|epilysin XB-GENEPAGE-984023 XB-GENE-984024 Xl.34493,Xl.24086 Mmp28 118453 0 0 0 Mmp28 Mmp28 0 0 1 0 0 1 1,04 NA 6,55 -0,32 NA 3,32
Xetrov72029941 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,25 -1,01 NA -0,31 0,06
Xetrov72029947 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,1 NA NA -0,4
Xetrov72029956 dnajc3 496977 Str.4731 77622918,58332817,57033103 CR848342,NM_001011485,BC088814 NA NA NA XB-GENEPAGE-997042 XB-GENE-997043 Xl.13598 Dnajc3 100037258 0 0 0 0 0 0 0 -1 0 0 0 0,21 -0,01 -1,25 0,26 -0,17 -0,32
Xetrov72029960 lck 100497656 301619934 XM_002939295 NA NA NA XB-GENEPAGE-6054020 XB-GENE-6054021 Xl.56942 Lck 16818 0 0 0 0 0 1 0 0 0 0 0 3,24 NA NA NA NA NA
Xetrov72029970 wasf3 779716 Str.53266 118403871,111306008 NM_001078795,BC121252 NA NA NA XB-GENEPAGE-1013964 XB-GENE-1013965 NA Wasf3 245880 0 0 0 0 0 0 0 1 0 0 0 -0,31 -0,21 1,82 -0,35 -0,32 0,81
Xetrov72029971 zic2 549779 Str.1864 163838643,77621690,163915465,77621817 NM_001017025,CR762065,BC157297,CT025301 Zic family member 2 zinc finger, C2H2 type hpe5|Zinc finger protein of the cerebellum 2|xzic2 XB-GENEPAGE-482653 XB-GENE-482654 Xl.1085,Xl.2237 Zic2 22772 0 0 0 0 0 0 0 1 0 0 0 -0,45 -0,28 2,35 -0,1 -0,12 NA
Xetrov72029975 bace2 100216145 Str.40796 195540076,213982844 BC168114,NM_001142118 NA NA NA XB-GENEPAGE-1014089 XB-GENE-1014090 Xl.3827,Xl.1318 Bace2 56175 0 0 0 0 0 0 0 -1 0 0 0 -0,78 0 -1,17 -0,52 -0,18 -0,27
Xetrov72030029 NA NA NA NA NA NA NA NA NA Xl.58281 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,25
Xetrov72030044 dzip1 733791 Str.13228 116487906,118601171,77622179 BC125728,NM_001079566,CR762232 DAZ interacting protein 1 zinc finger, C2H2 type dzip|dzipt1 XB-GENEPAGE-997054 XB-GENE-997055 Xl.31912 Dzip1 66573 0 0 0 0 0 0 0 1 0 0 0 0,06 -0,09 1,18 0,17 0,02 0,09
Xetrov72030073 traf4 448646 Str.56261 49899983,52346053,195540184,77623919 BC076992,NM_001005074,BC168067,CR855764 TNF receptor-associated factor 4 zinc finger, TRAF type traf-4|cart1|mln62| rnf83 XB-GENEPAGE-990353 XB-GENE-990354 Xl.2466,Xl.9983 Traf4 22032 0 0 0 0 0 0 0 0 1 1 0 0,82 1,05 -0,29 1,37 1,17 0,46
Xetrov72030083 mmp1 594916 Str.66654 51966073,171846808,51262019,71896458 CR760257,BC161475,BC080175,NM_001030330 matrix metallopeptidase 1 (interstitial collagenase) extracellular matrix metalloprotease XB-GENEPAGE-485008 XB-GENE-485009 Xl.81375,Xl.17465 Mmp1a 83995 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA 0,67
Xetrov72030093 smad9 493210 Str.8454 49523145,55926069 BC075389,NM_001007478 SMAD family member 9 signal transduction, TGF-beta pathway xsmad9|smad8|smad8a|smad8b XB-GENEPAGE-484685 XB-GENE-484686 Xl.65104,Xl.741,Xl.85567 Smad9 55994 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,33 -1,33 0,07 -0,26 -0,02
Xetrov72030107 f10 548445 Str.31660 58477044,62751696 BC089660,NM_001015728 NA NA NA XB-GENEPAGE-971432 XB-GENE-971433 Xl.34462 F10 14058 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,28 NA NA NA
Xetrov72030114 tubd1 448419 Str.12654 49523053,55742496,56410121 BC075514,NM_001006746,CR926316 tubulin, delta 1 microtubule organization delta-tubulin|mgc89400 XB-GENEPAGE-488048 XB-GENE-488049 Xl.5801 Tubd1 56427 0 0 0 0 0 0 0 -1 0 0 0 0,57 -0,11 -1,23 -0,13 0,02 -0,52
Xetrov72030115 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,19 1,45 -0,25 -0,34 0,28
Xetrov72030118 eef1a1o 394920 Str.47402 77621417,165971553,39794502,307344693,163916469 CR761806,BC158425,BC064177,NM_203970,BC157320 eukaryotic translation elongation factor 1 alpha 1, oocyte form translation elongation factor EF-1aO|xef1ao XB-GENEPAGE-1218982 XB-GENE-1218983 Xl.3209,Xl.23,Xl.55234,Xl.79667,Xl.82720,Xl.83766,Xl.85145,Xl.85262 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,47 0,49 -1,53 -0,04 0,78 -0,29
Xetrov72030134 adc 548747 Str.46617 77682315,77622883 NM_001015993,CR848307 NA NA NA XB-GENEPAGE-6454419 XB-GENE-6454420 Xl.8949,Xl.78565 Adc 242669 0 0 0 0 0 0 0 -1 0 1 0 -0,16 0,22 -1,61 -0,85 1,11 -0,36
Xetrov72030140 tpte2 548705 Str.27356 159155305,77623367,113197677,77682224 BC154861,CR848475,BC121583,NM_001015951 NA NA NA XB-GENEPAGE-1015880 XB-GENE-1015881 Xl.10039 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,16 -0,22 -1,82 -0,15 -0,27 -0,42
Xetrov72030143 prph 407916 Str.3242 49457829,49250507 NM_001001235,BC067967 peripherin intermediate filament peripherin|nef4 XB-GENEPAGE-493856 XB-GENE-493857 Xl.27,Xl.16232 Prph 19132 0 0 0 0 0 0 0 1 0 0 1 0,37 0,35 4,8 0,74 0,46 3,44
Xetrov72030155 rtn4rl1 779975 Str.54839 115291959,118405037 BC121966,NM_001079052 NA NA NA XB-GENEPAGE-961464 XB-GENE-961465 Rtn4rl1 237847 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,77
Xetrov72030165 arrb2 100101741 Str.30151 140833096,154147681 BC136124,NM_001100251 arrestin, beta 2 signal transduction arrestin|arb2|arr2|barr2|beta-Arrestin 2|betaarr2|arrestin 2 XB-GENEPAGE-481083 XB-GENE-481084 Xl.76982 Arrb2 216869 0 0 0 0 0 0 0 1 0 0 0 NA -0,31 1,39 NA -0,37 0,66
Xetrov72030166 f7 780280 Str.54451 163916427,118403541,111307977 BC157198,NM_001079351,BC121656 NA NA NA XB-GENEPAGE-5787185 XB-GENE-5787186 Xl.5086 F7 14068 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,71 NA NA NA
Xetrov72030175 edar 448544 Str.24537 55742030,49900166 NM_001006819,BC076874 NA NA NA XB-GENEPAGE-945378 XB-GENE-945379 Xl.29428 Edar 13608 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,22 NA NA NA
Xetrov72030191 pou3f3 100497507 301623803 XM_002941155 POU class 3 homeobox 3 transcription factor containing POU and HOX domains brn1|nrl-20 XB-GENEPAGE-920671 XB-GENE-920672 Xl.21450 Pou3f3 18993 0 0 0 0 0 0 0 1 0 0 0 -0,27 0,1 1,52 0,14 0,15 0,77
Xetrov72030197 tada2a 549405 Str.10606 77625822,77682287,111598514 CR760344,NM_001016651,BC080357 transcriptional adaptor 2A histone acetyltransferase complex component XB-GENEPAGE-946814 XB-GENE-946815 Xl.48697 Tada2a 217031 0 0 0 0 0 0 0 1 0 0 0 0,93 -0,1 1,75 0,91 -0,29 0,44
Xetrov72030210 stk40 100145549 Str.25538 170285271,77622523,187608282 BC161237,CT030279,NM_001126983 NA NA NA XB-GENEPAGE-1007327 XB-GENE-1007328 Xl.29416 Stk40 74178 0 0 0 0 Stk40 0 0 1 0 0 0 0,96 0,65 1,29 0,75 0,44 0,64
Xetrov72030218 abhd15 100497109 Str.45254 301613202 XM_002936050 NA NA NA XB-GENEPAGE-6041445 XB-GENE-6041446 Xl.8045 Abhd15 67477 0 0 0 0 0 0 0 -1 0 0 0 -0,01 -0,11 -1,41 -0,08 -0,06 -0,5
Xetrov72030224 xk 497103 Str.69327 213624512,59709486,213625724,46949006 BC171204,NM_001012289,BC171200,AY534993 NA NA NA XB-GENEPAGE-1005583 XB-GENE-1005584 NA Xk 22439 0 0 0 0 0 0 0 0 1 0 0 1,68 1,78 -0,45 3,35 NA 0,15
Xetrov72030237 tfap2e 100170172 Str.10659 194018627,189442189 NM_001129928,BC167362 transcription factor AP-2 epsilon (activating enhancer binding protein 2 epsilon) transcription factor XB-GENEPAGE-876802 XB-GENE-876803 Xl.50785 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,27 0,04 1,16 0,56 -0,1 0,69
Xetrov72030238 klf5 100489339 Str.66908 301604687 XM_002931929 Kruppel-like factor 5 (intestinal) zinc finger, C2H2 type cklf| iklf|bteb2 XB-GENEPAGE-490586 XB-GENE-490587 Xl.4286,Xl.79934 Klf5 12224 0 0 0 0 0 0 0 -1 0 0 0 -0,08 0,36 -1,37 -0,48 -0,04 -0,15
Xetrov72030241 manea 100124973 Str.47934 134024009,156717675,156230328 BC135932,NM_001102908,BC152044 NA NA NA XB-GENEPAGE-5814475 XB-GENE-5814476 ,Xl.29717 Manea 242362 0 0 0 Manea 0 0 0 1 0 0 1 0,3 NA 6,19 -0,44 NA 3,91
Xetrov72030255 thdl18 733520 Str.47020 77626846,113205645 CR760814,NM_001044446 thyroid hormone down-regulated protein (gene 18) gene 18 XB-GENEPAGE-486393 XB-GENE-486394 Xl.354,Xl.81095,Xl.81113,Xl.81130,Xl.81244,Xl.84472 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,87 NA NA NA
Xetrov72030265 krt18 394541 Str.8025 77627025,45360542,38174724 CR761001,NM_203613,BC061366 NA NA NA XB-GENEPAGE-5820466 XB-GENE-5820467 Xl.8910,Xl.6874,Xl.22025,Xl.78520,Xl.81087,Xl.82703,Xl.82952,Xl.82965 Krt18 16668 0 0 0 0 0 0 0 1 0 0 0 0,21 0,11 1,11 0,2 0,03 0,57
Xetrov72030272 sp7 100189548 Str.84042 197690771,206725444 AB236908,NM_001135118 Sp7 transcription factor zinc finger, C2H2 type osx|osterix XB-GENEPAGE-954329 XB-GENE-954330 Xl.73455,Xl.42259 Sp7 170574 0 0 0 0 0 0 0 -1 0 0 0 -0,16 -0,35 -1,88 -0,86 -0,13 -0,56
Xetrov72030274 rbbp4 496866 Str.6093 77625816,89886119,56789577 CR760337,NM_001011394,BC088588 retinoblastoma binding protein 4 nucleosome remodeling factor nurf55| rbap48|xrbbp4 XB-GENEPAGE-482001 XB-GENE-482002 Xl.537,Xl.61485,Xl.5399 Rbbp4 19646 0 0 0 0 Rbbp4 0 0 1 0 0 0 0,27 -0,2 1,62 -0,1 -0,35 0,24
Xetrov72030278 ccna1 548993 Str.4034 77626976,213627723,213625503,56410065,62859000 CR760951,BC170778,BC170748,CR926260,NM_001016239 cyclin A1 cell cycle regulator cyclin A1 XB-GENEPAGE-922386 XB-GENE-922387 Xl.6282,Xl.4276,Xl.59652 Ccna1 12427 0 0 0 0 0 0 0 -1 0 0 -1 -0,12 -0,89 -3 -0,9 -0,62 -1,6
Xetrov72030289 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,1 NA NA NA
Xetrov72030294 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,16 -0,19 1,55 -0,02 -0,09 0,3
Xetrov72030302 acat1 594960 Str.50662 71896212,60552022 NM_001030401,BC091004 NA NA NA XB-GENEPAGE-977281 XB-GENE-977282 Xl.25595,Xl.25209,Xl.77185 Acat1 110446 0 0 0 0 Acat1 0 0 -1 0 0 0 0,25 0,04 -1,04 -0,21 -0,11 -0,25
Xetrov72030307 chst7 100379720 Str.57377 71532687,301615119 CT025303,XM_002936978 NA NA NA XB-GENEPAGE-967555 XB-GENE-967556 Xl.53762,Xl.68832 Chst7 60322 0 0 0 0 0 0 0 1 0 0 0 0,66 0,57 1 0,56 0,05 -0,09
Xetrov72030317 rnft1 549103 Str.9619 189442735,77627546,213627158,213624239,77682878 BC167698,CR761344,BC170828,BC170830,NM_001016349 NA NA NA XB-GENEPAGE-984034 XB-GENE-984035 Xl.34003 Rnft1 76892 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,34 -1,14 -0,12 -0,19 -0,25
Xetrov72030322 rhebl1 394534 Str.5899 89886090,38174739,77620942 NM_203606,BC061397,CR761520 Ras homolog enriched in brain like 1 small GTPase mgc75978 XB-GENEPAGE-493838 XB-GENE-493839 Xl.11415,Xl.78068 Rhebl1 69159 0 0 0 Rhebl1 0 0 0 0 0 1 0 0,84 0,96 -0,43 0,28 1,09 -0,06
Xetrov72030358 serpinf1 394686 Str.5497 45360820,38383067 NM_203755,BC062520 NA NA NA XB-GENEPAGE-945025 XB-GENE-945026 Xl.4797 Serpinf1 20317 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,86 0,86 NA 1,57
Xetrov72030361 lhx1 100101708 Str.12750 154147695,138519842 NM_001100228,BC135731 LIM homeobox 1 LIM and homeodomain containing transcription factor lim-1|Lim1|Xlim-1|Xlim1| lim1 XB-GENEPAGE-482481 XB-GENE-482482 Xl.32655,Xl.79655,Xl.81258,Xl.82262 Lhx1 16869 0 0 0 0 0 0 0 1 0 0 0 0,18 0,54 7,25 0,38 0,95 NA
Xetrov72030365 trim13 100492997 301612586 XM_002935751 NA NA NA XB-GENEPAGE-961102 XB-GENE-961103 Trim13 66597 0 0 0 0 0 0 0 -1 0 0 0 NA -0,15 -2,03 NA -0,03 -0,67
Xetrov72030367 ankrd10 496544 Str.25663 77626778,54038277,189441772,58331959 CR760739,BC084530,BC167572,NM_001011129 NA NA NA XB-GENEPAGE-999907 XB-GENE-999908 Xl.54876,Xl.78395 Ankrd10 102334 0 0 0 0 0 0 0 1 0 0 0 0,54 0,29 2,39 0,27 0,26 0,73
Xetrov72030378 vmp1 493262 Str.11181 56118367,51259068 NM_001007876,BC080142 NA NA NA XB-GENEPAGE-1000953 XB-GENE-1000954 Xl.40640,Xl.26066,Xl.66919,Xl.81364 Vmp1 75909 0 0 0 0 0 0 0 -1 0 0 0 0,28 -0,09 -1,24 -0,2 -0,17 -0,19
Xetrov72030381 kiaa1456 548667 Str.11485 111307830,77624043,77682895 BC121346,CR926423,NM_001015913 NA NA NA XB-GENEPAGE-5952996 XB-GENE-5952997 Xl.18739 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,07 -0,51 1,21 -0,52 -0,32 0,08
Xetrov72030395 sox1 779569 Str.35422 115291923,166797006,124244500,124430774 BC121846,BC159121,EF192052,NM_001080996 SRY (sex determining region Y)-box 1 HMG-box transcription factor XSox1 XB-GENEPAGE-1018268 XB-GENE-1018269 Xl.55964 NA 20664 0 0 0 0 0 0 0 1 0 0 0 -0,49 -0,26 1,32 -0,6 -0,2 0,09
Xetrov72030417 il28ra 100329166 Str.85055 284795281,256860241,256860243,256860239 NM_001171767,FJ581038,FJ581039,FJ581037 NA NA NA XB-GENEPAGE-6462097 XB-GENE-6462098 Xl.47529 Il28ra 242700 0 0 0 0 Il28ra 0 0 -1 0 0 0 -0,17 -0,24 -1,02 -0,69 0,06 -0,22
Xetrov72030424 fam46b 549960 Str.1648 77681550,77626253 NM_001017206,CR760489 NA NA NA XB-GENEPAGE-952159 XB-GENE-952160 Xl.80514,Xl.35216,Xl.50297,Xl.81050,Xl.84624 Fam46b 100342 0 0 0 0 0 0 0 -1 0 0 0 -0,18 -0,69 -1,55 -0,48 -0,51 -0,48
Xetrov72030426 cxorf58 100127618 Str.77898 301611411,157423136 XM_002935189,BC153733 chromosome X open reading frame 58 XB-GENEPAGE-5614417 XB-GENE-5614418 Xl.8160,Xl.77957 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,2 NA -1,6 -0,45 NA -0,73
Xetrov72030428 hoxc3 100190990 Str.53120 301614399,112808108 XM_002936650,CU075877 homeobox C3 Transcription factor zerknullt and related HOX domain proteins XB-GENEPAGE-5997985 XB-GENE-5997986 Xl.75883 NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,62 3,08 NA NA
Xetrov72030452 ift57 549315 Str.4503 77682425,213624135,213625475,77626738 NM_001016561,BC170695,BC170691,CR760693 intraflagellar transport 57 homolog Huntingtin interacting protein 1 (Hip1) interactor Hippi XB-GENEPAGE-999088 XB-GENE-999089 Xl.16223 Ift57 73916 0 0 0 0 0 0 0 -1 0 0 0 0,24 0,02 -1,62 -0,14 -0,02 -0,69
Xetrov72030457 sms 100497747 Str.21831 301613182 XM_002936054 NA NA NA XB-GENEPAGE-953533 XB-GENE-953534 Sms 20603 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,1 -1,28 -0,14 -0,12 0,05
Xetrov72030470 cryl1 100145620 Str.4182 187607474,170284718 NM_001127026,BC161379 NA NA NA XB-GENEPAGE-945576 XB-GENE-945577 Xl.56040 Cryl1 68631 0 0 0 0 0 0 0 -1 0 0 0 0,22 0,14 -1,42 0,02 0,06 -0,41
Xetrov72030481 hao2 595012 Str.39026 60552674,71896018 BC091092,NM_001030453 NA NA NA XB-GENEPAGE-979508 XB-GENE-979509 Xl.15593,Xl.6146 Hao2 56185 0 0 0 0 0 0 0 -1 0 0 0 -0,16 NA -1,8 -0,27 0,27 -1,01
Xetrov72030483 nck2 493349 Str.3661 51513416,56118603 BC080494,NM_001007984 NA NA NA XB-GENEPAGE-6083354 XB-GENE-6083355 Xl.34471,Xl.69233 Nck2 17974 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,83 1,04 -0,8 -0,57 -0,28
Xetrov72030513 pou3f1 549258 Str.25752 67867505,77626825,67972640 BC098088,CR760792,NM_001016504 POU class 3 homeobox 1 transcription factor containing POU and HOX domains pou50|oct-6|oct6|scip|nrl-22 XB-GENEPAGE-853353 XB-GENE-853354 Xl.21449,Xl.1274 Pou3f1 18991 0 0 Xl.21449 0 0 1 1 1 1 1 1 4,45 5,71 1,64 6,09 3,9 1,67
Xetrov72030516 c1orf216 100124816 Str.31397 134024077,301618979 BC135428,XM_002938834 NA NA NA XB-GENEPAGE-1006871 XB-GENE-1006872 Xl.54039 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,58 NA NA NA
Xetrov72030525 dcdc2b NA NA NA NA NA NA XB-GENEPAGE-5892140 XB-GENE-5892141 Xl.12692 Dcdc2b 100504491 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA -0,81
Xetrov72030541 gpr45 548563 Str.32145 58475913,62751792 BC090135,NM_001015846 NA NA NA XB-GENEPAGE-1009026 XB-GENE-1009027 Xl.70 Gpr45 93690 0 0 0 0 0 0 0 1 0 0 0 0,22 -0,44 1,27 -0,05 -0,56 0,68
Xetrov72030543 pou4f1 100488759 301604666 XM_002931926 POU class 4 homeobox 1 homeodomain transcription factor brn3a| rdc-1|oct-t1|Brn3.0 XB-GENEPAGE-853138 XB-GENE-853139 Xl.21549 Pou4f1 18996 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,64 NA NA 4,72
Xetrov72030574 dach1 779442 Str.43651 110628610,118427203 DQ786655,NM_001078708 dachshund homolog 1 Transcription regulator dachshund, contains SKI/SNO domain dach XB-GENEPAGE-980848 XB-GENE-980849 Xl.58083 Dach1 13134 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,43 NA NA NA
Xetrov72030607 hhla2 734131 Str.51234 191961803,189441934,63146314 NM_001128644,BC167398,BC096014 NA NA NA XB-GENEPAGE-999097 XB-GENE-999098 Xl.11184 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,41 -0,31 -1,49 -0,6 -0,28 -0,46
Xetrov72030611 mab21l1 780258 Str.53805 111305605,169642345,118404951 BC121357,BC160505,NM_001079329 NA NA NA XB-GENEPAGE-1001176 XB-GENE-1001177 Xl.29719 Mab21l1 17116 0 0 0 0 0 0 0 1 0 0 1 -0,15 0,6 4,86 0,89 0,76 3,08
Xetrov72030631 chst10 100124799 Str.16232 134023788 BC135386 NA NA NA XB-GENEPAGE-5855975 XB-GENE-5855976 Xl.8239 Chst10 98388 0 0 0 0 0 0 0 1 0 0 0 0,49 -0,05 1,26 -0,17 -0,26 0,19
Xetrov72030640 tmem198 448513 Str.5257 349501048,49899714 NM_001005013,BC076677 NA NA NA XB-GENEPAGE-5751425 XB-GENE-5751426 Xl.48980 Tmem198 319998 0 0 0 0 0 0 0 0 1 0 0 0,42 -0,23 -0,2 1,02 -0,24 0,14
Xetrov72030666 c13orf26 NA NA NA NA NA NA NA NA NA Xl.53283,Xl.80025 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 -0,07 -2,31 0,11 -0,16 -0,77
Xetrov72030667 hoxc10 100487723 Str.40580 301614393 XM_002936648 homeobox C10 homeodomain transcription factor XHoxc10|mgc80182 XB-GENEPAGE-486914 XB-GENE-486915 Xl.21864 Hoxc10 209448 0 0 0 0 0 0 0 -1 0 0 -1 -0,35 -0,96 -1,7 -0,81 -0,57 -2,17
Xetrov72030673 dnajb13 780382 Str.83097 111305969,118403537 BC121448,NM_001079452 NA NA NA XB-GENEPAGE-996715 XB-GENE-996716 Xl.47967 Dnajb13 69387 0 0 0 0 0 0 0 -1 0 0 0 0,14 0,21 -2,29 0,19 0,19 -0,76
Xetrov72030674 mecr 549125 Str.26937 77627311,77681330 CR761275,NM_001016371 mitochondrial trans-2-enoyl-CoA reductase zinc ion-binding dehydrogenase XB-GENEPAGE-1007522 XB-GENE-1007523 Xl.12656,Xl.83830 Mecr 26922 0 0 0 Mecr 0 0 0 1 0 0 0 0,27 -0,37 1,21 -0,23 -0,3 0,33
Xetrov72030682 rfc2 100216026 Str.66974 195539916,213983144 BC167884,NM_001142016 NA NA NA XB-GENEPAGE-999113 XB-GENE-999114 Xl.3920 Rfc2 19718 0 0 0 0 0 0 0 1 0 0 0 0,52 0,03 1,33 -0,23 0,11 -0,02
Xetrov72030691 p2ry2 394636 Str.1716 45360730,38174095,115530863 NM_203708,BC061378,CR942418 NA NA NA XB-GENEPAGE-1005096 XB-GENE-1005097 NA P2ry2 18442 0 0 0 0 P2ry2 0 -1 0 -1 0 0 -0,42 -1,67 -0,23 -1,38 -0,53 -0,03
Xetrov72030708 mtus2 100490135 Str.58525 301609021 XM_002934016 NA NA NA XB-GENEPAGE-6048928 XB-GENE-6048929 Mtus2 77521 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,92 NA NA -0,83
Xetrov72030717 mycl1 496561 Str.65030 77627537,58331989,54261505 CR761334,NM_001011144,BC084506 NA NA NA XB-GENEPAGE-6453834 XB-GENE-6453835 Xl.179,Xl.46111 Mycl1 16918 0 0 0 0 0 0 0 1 0 0 0 0,57 0,7 1,61 -0,01 0,79 0,4
Xetrov72030725 lpar6 100144921 Str.37794 301611242,165970871 XM_002935103,BC158163 NA NA NA XB-GENEPAGE-6258437 XB-GENE-6258438 Xl.19933,Xl.52845,Xl.80689 Lpar6 67168 0 0 0 0 0 0 -1 0 -1 0 0 -0,82 -2,3 0,4 -1,84 -1,5 0,15
Xetrov72030729 il1r1 100491546 301610004 XM_002934505 interleukin 1 receptor, type 1 cytokine receptor p80| il1r| il1ra|cd121a| il-1r-alpha XB-GENEPAGE-487651 XB-GENE-487652 Il1r1 16177 0 0 0 0 0 0 0 -1 0 0 0 NA 0 -1,19 NA 0,19 -0,44
Xetrov72030748 c17orf105 394955 Str.66703 45361506,39794342,77623218 NM_203999,BC064159,CR855467 NA NA NA XB-GENEPAGE-5742370 XB-GENE-5742371 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -0,98
Xetrov72030753 mdh2 496892 Str.1699 58332671,56788730 NM_001011412,AY842260 NA NA NA XB-GENEPAGE-971713 XB-GENE-971714 Xl.48628,Xl.26083 Mdh2 17448 0 0 0 0 Mdh2 0 0 -1 0 0 0 0,28 -0,07 -1,65 -0,38 -0,25 -0,65
Xetrov72030771 tmem120a 548366 Str.30375 58047701,157423444,166795908 BC089189,BC153698,NM_001114210 NA NA NA XB-GENEPAGE-5858564 XB-GENE-5858565 Xl.57026 Tmem120a 215210 0 0 0 0 0 0 0 1 0 0 0 0,37 0,16 1,11 0,08 -0,05 0,22
Xetrov72030784 ccdc89 100485641 301620801 XM_002939711 NA NA NA XB-GENEPAGE-5853490 XB-GENE-5853491 Xl.20476 Ccdc89 70054 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,02 -1,09 0,14 0,07 -0,48
Xetrov72030810 st3gal6 402790 Str.20146 77622774,42406451,134085322,134023665 CR848192,AJ626744,NM_204096,BC135190 ST3 beta-galactoside alpha-2,3-sialyltransferase 6 protein amino acid glycosylation st3Gal-VI XB-GENEPAGE-947391 XB-GENE-947392 Xl.15376 St3gal6 54613 0 0 0 0 0 0 0 1 0 0 0 -0,02 -0,11 1,12 0,08 -0,25 0,09
Xetrov72030814 nit2 549387 Str.8728 197246227,60688590,62860125,51966353 BC168796,BC091101,NM_001016633,CR760444 NA NA NA XB-GENEPAGE-946901 XB-GENE-946902 Xl.57777,Xl.19055 Nit2 52633 0 0 0 Nit2 0 0 0 -1 0 0 0 0,18 0,05 -1,18 -0,06 0,01 -0,56
Xetrov72030821 rffl 550050 Str.3959 60618409,82524395,77623790 BC090590,NM_001017296,CR855622 NA NA NA XB-GENEPAGE-5739973 XB-GENE-5739974 Xl.7337,Xl.48436,Xl.56240,Xl.69059 Rffl 67338 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,23 -1,11 -0,43 -0,42 -0,26
Xetrov72030824 unknown NA NA NA NA NA NA NA NA NA Xl.70628,Xl.85473 NA NA 0 0 0 0 0 0 -1 0 0 0 0 0,49 -1,2 NA -0,29 -0,73 NA
Xetrov72030827 efnb2 100101723 Str.64627 134023934,154147729 BC135636,NM_001100239 ephrin-B2 ligand for Eph receptor tyrosine kinase ephrin B2|ephrinB2 XB-GENEPAGE-488605 XB-GENE-488606 Xl.84205,Xl.78963,Xl.57176,Xl.84125 Efnb2 13642 0 0 0 0 0 0 1 0 1 1 0 0,3 1,38 -0,45 1,07 1,31 -0,23
Xetrov72030828 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,5 NA NA -0,9
Xetrov72030873 mmp19 100127631 Str.61584 301610028,157423148 XM_002934511,BC153750 NA NA NA XB-GENEPAGE-5932823 XB-GENE-5932824 Mmp19 58223 0 0 0 0 0 1 1 0 1 1 0 2,37 2,41 0,25 2,83 3,2 NA
Xetrov72030882 c1orf201 NA NA NA NA NA NA XB-GENEPAGE-956745 XB-GENE-956746 Xl.48789 4930555I21Rik 78806 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,02 -2,26 -0,34 -0,01 -0,75
Xetrov72030919 neurod4 100124310 Str.53567 54038737,196259965,195539842 BC084160,NM_001131041,BC168092 neurogenic differentiation 4 helix-loop-helix transcription factor atonal homolog-3|Xath-3|Xath3|ath3|ath-3|atoh3|math-3|bhlha4 XB-GENEPAGE-972703 XB-GENE-972704 Xl.1263 Neurod4 11923 Xl.1263 0 0 0 Neurod4 1 0 1 1 0 1 5,31 NA 6,7 6,83 NA 5,4
Xetrov72030928 plcxd2 100496710 301621644 XM_002940111 NA NA NA XB-GENEPAGE-5832515 XB-GENE-5832516 Xl.6548 Plcxd2 433022 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,93 NA NA -0,44
Xetrov72030936 spry2 449471 Str.92 52352548,39794378,56606042,77627292 AY714335,BC064204,NM_001006931,CR761255 sprouty homolog 2 regulation of signal transduction Xsprouty2|sprouty2|sprouty-2|sprouty 2|Xtsprouty2|xspry2 XB-GENEPAGE-482100 XB-GENE-482101 Xl.11964,Xl.11965 Spry2 24064 0 0 0 0 0 0 0 1 0 0 0 0,66 -0,21 1,5 0,61 -0,13 0,17
Xetrov72030945 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,95 NA NA -1,04
Xetrov72030974 cxorf38 100145777 Str.9859 171847323,187607666 BC161752,NM_001127142 NA NA NA XB-GENEPAGE-964314 XB-GENE-964315 Xl.33719 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,54 0,09 -1,28 0,1 0,15 -0,29
Xetrov72031018 c11orf65 100490935 Str.52096 301610902,77626523 XM_002934929,CR760457 NA NA NA XB-GENEPAGE-952410 XB-GENE-952411 Xl.48479 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,15 -1,3 NA 0,01 -0,26
Xetrov72031029 cxorf21 100490948 Str.33374 301616533 XM_002937665 NA NA NA XB-GENEPAGE-967917 XB-GENE-967918 NA NA NA 0 0 0 0 0 0 0 0 -1 0 0 -0,91 -0,87 NA -2,2 -0,22 NA
Xetrov72031036 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,38 NA NA -0,88
Xetrov72031042 hoxc4 100486039 Str.70640 301614397 XM_002936638 homeobox C4 homeodomain transcription factor XB-GENEPAGE-967140 XB-GENE-967141 Xl.69442 Hoxc4 15423 0 0 0 0 0 1 0 0 1 0 0 5,65 NA 0,54 6,36 NA -1,33
Xetrov72031050 styxl1 100379735 Str.38731 301608595,140832785 XM_002933817,BC136069 NA NA NA XB-GENEPAGE-976847 XB-GENE-976848 Xl.32093 Styxl1 76571 0 0 0 0 Styxl1 0 0 -1 0 0 0 0,69 0,05 -2,13 0,04 -0,01 -0,85
Xetrov72031058 c21orf91 100170454 Str.30470 194332796,189441976 NM_001130231,BC167307 NA NA NA XB-GENEPAGE-950287 XB-GENE-950288 Xl.5392 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,68 0,09 1,13 0,39 0,18 0,3
Xetrov72031083 c21orf59 100380199 Str.53349 301618160,110292715 XM_002938444,CU024914 NA NA NA XB-GENEPAGE-5910468 XB-GENE-5910469 Xl.4468,Xl.82329 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,19 -0,16 -2,26 -0,03 -0,09 -0,89
Xetrov72031092 stx1a 779637 Str.55681 77623008,110645669,118404043 CT030504,BC118729,NM_001078723 syntaxin 1A (brain) SNARE protein Syntaxin 1 and related proteins syntaxin 1A|sx1a|syntaxin1a XB-GENEPAGE-976752 XB-GENE-976753 ,Xl.19860,Xl.8457 Stx1a 20907 0 0 0 0 0 0 0 0 1 0 1 NA NA NA 3,68 NA 3,07
Xetrov72031094 gpm6b 549132 Str.2894 114107631,77683161,213627715,52345933,213627711,77627280,49898941 BC123036,NM_001016378,BC170663,NM_001005011,BC170659,CR761241,BC076667 NA NA NA XB-GENEPAGE-942623 XB-GENE-942624 Xl.1748,Xl.14003,Xl.57715,Xl.79324 Gpm6b 14758 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,28 4,64 -0,07 -0,34 1,79
Xetrov72031095 olig2 100486745 301618167 XM_002938445 oligodendrocyte lineage transcription factor 2 helix-loop-helix transcription factor XB-GENEPAGE-479117 XB-GENE-479118 NA Olig2 50913 0 0 0 0 0 1 1 0 1 1 0 2,6 3,19 NA 5,87 3,07 NA
Xetrov72031108 jam2 779665 Str.55295 110645383,118404053 BC118796,NM_001078750 junctional adhesion molecule 2 immunoglobulin localized in tight junctions XB-GENEPAGE-493972 XB-GENE-493973 Jam2 67374 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,37 1,43 NA NA
Xetrov72031114 stoml3 394970 Str.5356 77624338,45361534,39850219 CR942640,NM_204013,BC064171 NA NA NA XB-GENEPAGE-1015870 XB-GENE-1015871 Xl.50455 Stoml3 229277 0 0 0 0 Stoml3 0 0 -1 0 0 0 NA NA -1,75 NA NA -0,32
Xetrov72031121 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,41 NA NA NA
Xetrov72031124 gbas 733910 Str.51855 158254006,77624085,113931287 BC154054,CR942347,NM_001045627 glioblastoma amplified sequence NIPSNAP1 protein nipsnap2 XB-GENEPAGE-5829146 XB-GENE-5829147 Xl.70630 Gbas 14467 0 0 0 0 0 0 0 1 0 0 0 0,13 0,03 1,11 -0,16 -0,16 0,32
Xetrov72031134 phox2a 100486496 301622954,356582261 XM_002940748,NM_001252199 paired-like homeobox 2a homeodomain transcription factor phox2|xphox2a XB-GENEPAGE-853856 XB-GENE-853857 Xl.35171 Phox2a 11859 0 0 0 0 0 0 0 0 0 0 1 -1,24 -0,07 0,34 -0,79 0,54 4,3
Xetrov72031135 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,94 NA NA
Xetrov72031143 ing1 100037882 Str.31445 147904452,134023712 NM_001097321,BC135181 inhibitor of growth family, member 1 Chromatin remodeling protein, contains PHD Zn-finger xing1 XB-GENEPAGE-960364 XB-GENE-960365 Xl.4498 Ing1 26356 0 0 0 0 0 0 0 1 0 0 0 0,45 -0,7 1,63 0,05 -0,59 0,61
Xetrov72031150 ccdc28b 548847 Str.43046 77622129,111306142,148540123 CR762178,BC121527,NM_001016093 NA NA NA XB-GENEPAGE-957339 XB-GENE-957340 Xl.9739 Ccdc28b 66264 0 0 0 0 0 0 0 1 0 0 0 1,17 0,41 1,95 1,27 0,85 0,73
Xetrov72031159 kcnh3 NA NA NA NA NA NA XB-GENEPAGE-952636 XB-GENE-952637 NA Kcnh3 16512 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,33 NA NA -0,95
Xetrov72031161 rpa2 448500 Str.6420 55742353,50370152 NM_001006794,BC076661 replication protein A2, 32kDa single-stranded DNA-binding replication protein subunit mgc79561 XB-GENEPAGE-487429 XB-GENE-487430 Xl.10520,Xl.75005 Rpa2 19891 0 0 0 0 0 0 0 1 0 0 0 0,42 -0,33 1,65 0,02 -0,37 0,14
Xetrov72031163 apoe 394678 Str.67391 77626869,49522288,301623557,38383184 CR760839,BC075258,XM_002941039,BC062519 apolipoprotein E lipoprotein catabolism lpg| ldlcq5|apolipoprotein E|apo-e|ad2 XB-GENEPAGE-853212 XB-GENE-853213 Xl.24516,Xl.76521,Xl.76553,Xl.85879 Apoe 11816 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,6 NA NA 1,11
Xetrov72031167 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 1,02 NA -1,26 0,95 NA -0,73
Xetrov72031234 hoxc12 100487557 301614389 XM_002936647 homeobox C12 homeodomain transcription factor xhoxc12 XB-GENEPAGE-853676 XB-GENE-853677 Xl.12090 Hoxc12 15421 0 0 0 0 0 0 0 0 -1 0 0 -0,71 0,62 NA -1,65 0,15 NA
Xetrov72031247 upk1b 733741 Str.6678 77621016,113205863 CR761596,NM_001044503 NA NA NA XB-GENEPAGE-988024 XB-GENE-988025 Xl.4110,Xl.15877,Xl.81865 Upk1b 22268 0 0 0 0 0 0 0 -1 0 0 0 0,16 0,36 -1,13 -0,12 0,33 -0,28
Xetrov72031277 cd63 549167 Str.46527 77682465,134023780,149999654,51513421,77627456,38511760 NM_001016413,BC135543,CU464109,BC080508,CR761109,BC061271 NA NA NA XB-GENEPAGE-1015226 XB-GENE-1015227 Xl.29152,Xl.20900 Cd63 12512 0 0 0 0 0 0 0 -1 0 0 0 0,4 0,22 -1,08 0,04 0,09 -0,34
Xetrov72031281 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,12 NA NA -0,8
Xetrov72031282 prss1.2 496697 Str.27743 56611169,58332205 BC087830,NM_001011251 NA NA NA XB-GENEPAGE-6083468 XB-GENE-6083469 Xl.17210 Prss1 114228 0 0 0 0 0 1 0 0 1 0 0 8,41 NA 1,94 9,47 NA NA
Xetrov72031283 dnali1 549441 Str.24444 77625911,77682496,77624112,138519946 CR760194,NM_001016687,CR942378,BC135942 dynein, axonemal, light intermediate chain 1 microtubule motor component XB-GENEPAGE-854556 XB-GENE-854557 Xl.16772 Dnali1 75563 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,41 -2,68 -0,2 0,29 -0,83
Xetrov72031284 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,89 0,07 -1,35 0,21 -0,03 -0,3
Xetrov72031288 cdx2 394817 Str.122 45361262,77623596,38648966,16118861 NM_203878,CR926168,BC063344,AF417197 caudal type homeobox 2 homeodomain transcription factor cdx3-like XB-GENEPAGE-483305 XB-GENE-483306 Xl.1803,Xl.78557,Xl.802 Cdx2 12591 0 0 0 0 0 0 0 -1 -1 1 -1 -0,3 0,71 -3,93 -1,11 1,91 -1,2
Xetrov72031290 clic5 493290 Str.25388 56118465,77627028,51512958 NM_001007907,CR761005,BC080344 NA NA NA XB-GENEPAGE-958153 XB-GENE-958154 Xl.48454 Clic5 224796 0 0 0 0 0 0 0 1 0 0 1 0,07 -0,39 3,39 -0,57 -0,44 1,42
Xetrov72031294 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,72 NA NA NA
Xetrov72031313 ppp1r1a 548654 Str.15285 213627038,77624059,213624083,77681977 BC170630,CR926446,BC170624,NM_001015900 protein phosphatase 1, regulatory (inhibitor) subunit 1A signal transduction pil XB-GENEPAGE-489185 XB-GENE-489186 Xl.28937,Xl.68772,Xl.76658 Ppp1r1a 58200 0 0 0 0 0 0 0 0 0 0 1 NA NA -0,22 NA NA 1,19
Xetrov72031318 btg3 100038251 Str.57226 110645485,77621761,148236200 BC118746,CT025239,NM_001097371 BTG family, member 3 anti-proliferation factor ana| tob5| tofa| tob55 XB-GENEPAGE-995110 XB-GENE-995111 Xl.59552,Xl.31129 Gm7334,Btg3 12228 0 0 0 0 0 0 0 -1 0 0 -1 0,48 -0,49 -1,71 0,19 -0,33 -1,15
Xetrov72031320 mrps15 549820 Str.15348 77681419,77621021 NM_001017066,CR761601 NA NA NA XB-GENEPAGE-1016471 XB-GENE-1016472 Xl.14059 Mrps15 66407 0 0 0 0 Mrps15 0 0 1 0 0 0 -0,05 -0,1 1,4 -0,42 -0,19 0,33
Xetrov72031321 gjb2 549738 Str.6148 77622893,60550978,77683113 CR848317,BC091624,NM_001016984 gap junction protein, beta 2, 26kDa connexon channel component cx26|connexin-26|connexin 26|dfna3|dfna3a|dfnb1|dfnb1a|nsrd1|ppk XB-GENEPAGE-955797 XB-GENE-955798 Xl.8924,Xl.76641,Xl.83771 Gjb2 14619 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,08 NA NA -0,25
Xetrov72031323 ywhag 779762 Str.21552 77626488,111305830,118403699 CR760416,BC121366,NM_001078841 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide signal transduction 14-3-3g|14-3-3gamma|14-3-3 gamma XB-GENEPAGE-951349 XB-GENE-951350 Xl.31784,Xl.47144 Ywhag 22628 0 0 0 0 Ywhag 0 0 0 0 0 1 0,07 -0,28 0,89 -0,43 -0,14 1,43
Xetrov72031337 mettl7a 779641 Str.44774 76559474,163915405,110645477,118404049 CT027845,BC157212,BC118737,NM_001078727 NA NA NA XB-GENEPAGE-5802613 XB-GENE-5802614 Xl.20056 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,4 1,14 -0,89 1,44 1,21 -0,72
Xetrov72031350 NA NA NA NA NA NA NA NA NA Xl.35279,Xl.49906 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,28 -0,1 1,66 -0,08 -0,18 0,49
Xetrov72031362 hoxc8 448482 Str.2850 49523090,77623614,55742131 BC075597,CR926189,NM_001006786 homeobox C8 homeodomain transcription factor xhoxc8|hoxc-8 XB-GENEPAGE-480998 XB-GENE-480999 Xl.72728,Xl.207 Hoxc8 15426 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,66 NA NA -1,54
Xetrov72031388 kctd14 100379838 Str.52589 301614216,77621952 XM_002936554,CT025440 NA NA NA XB-GENEPAGE-5816879 XB-GENE-5816880 Xl.78682,Xl.11732 Kctd14 233529 0 0 0 0 0 0 0 -1 0 0 0 -0,38 -0,53 -1,19 0,03 -0,38 -0,46
Xetrov72031406 fam3b 548744 Str.13131 161611635,77682320,77622896 BC154872,NM_001015990,CR848320 NA NA NA XB-GENEPAGE-1017246 XB-GENE-1017247 ,Xl.71368 Fam3b 52793 0 0 0 0 0 0 0 -1 0 0 0 -0,09 0,05 -1,37 -0,21 -0,04 -0,26
Xetrov72031423 cenpv 100037869 Str.36065 148227454,134024316,157423497 NM_001097310,BC135143,BC153372 NA NA NA XB-GENEPAGE-956916 XB-GENE-956917 Xl.5502 Cenpv 73139 0 0 0 0 0 0 0 0 0 1 1 1,45 1,97 0,82 0,86 2,49 1,43
Xetrov72031482 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,46 1,75 -1,34 0,1 1,63 -0,63
Xetrov72031487 tmem54 100485545 301621459 XM_002940024 transmembrane protein 54 XB-GENEPAGE-490433 XB-GENE-490434 Xl.24526 Tmem54 66260 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,3 1,31 0,11 -0,39 0,15
Xetrov72031494 id3 549025 Str.8882 213627056,213624107,77620817,77682146 BC170656,BC170654,CR761665,NM_001016271 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein transcriptional regulator xid3|heir-1|xidia XB-GENEPAGE-495260 XB-GENE-495261 Xl.8060,Xl.70245,Xl.57162,Xl.57171,Xl.76216,Xl.79950,Xl.82205,Xl.84845 Id3 15903 0 0 0 0 0 1 1 0 1 1 0 1,48 1,22 0,28 1,36 1,37 0,1
Xetrov72031532 hspb1 780278 Str.55713 118403567,113197741,110289780 NM_001079349,BC121617,CU025090 heat shock 27kDa protein 1 alpha crystallin hsp27 XB-GENEPAGE-480319 XB-GENE-480320 Xl.5915,Xl.3148 Hspb1 15507 0 0 0 0 Hspb1 0 0 -1 0 0 0 0,06 0,18 -1,14 0,13 0,5 -0,21
Xetrov72031537 ebpl 100490482 Str.20746 301612584 XM_002935736 NA NA NA XB-GENEPAGE-1003343 XB-GENE-1003344 Xl.48364 Ebpl 68177 0 0 0 0 0 0 0 1 0 0 0 -0,13 -0,18 1,59 -0,28 -0,21 NA
Xetrov72031556 fgf9 100217327 Str.84561 213521403,301618431 FJ428268,XM_002938575 fibroblast growth factor 9 (glia-activating factor) heparin-binding growth factor XFGF-9|HBGF-9|FGF-9|GAF XB-GENEPAGE-484465 XB-GENE-484466 Xl.367 Fgf9 14180 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,22 NA NA NA
Xetrov72031563 fam101b 493421 Str.18500 56118888,51704084 NM_001008058,BC080945 NA NA NA XB-GENEPAGE-962745 XB-GENE-962746 Xl.56544,Xl.75079 Fam101b 76566 0 0 0 0 0 0 1 -1 1 0 0 NA 4,99 -1,16 5,97 NA -0,29
Xetrov72031564 nkain1 780051 Str.53712 114107676,118404763,134025497 BC122964,NM_001079128,BC135653 NA NA NA XB-GENEPAGE-946557 XB-GENE-946558 Xl.24215 Nkain1 67149 0 0 0 0 0 0 0 1 0 0 1 0,25 0,68 3,59 -0,41 1,25 2,12
Xetrov72031578 rab30 448082 Str.5421 49250514,54606870,77621818 BC074609,NM_001006108,CT025302 RAB30, member RAS oncogene family small GTPase XB-GENEPAGE-479336 XB-GENE-479337 Xl.17986 Rab30 75985 0 0 0 0 0 0 0 1 0 0 0 NA -0,29 2,06 NA -0,56 1,05
Xetrov72031583 rasl10b 100489153 301608603 XM_002933833 RAS-like, family 10, member B small GTPase XB-GENEPAGE-478478 XB-GENE-478479 Xl.55872 Rasl10b 276952 0 0 0 0 Rasl10b 0 0 1 0 0 0 0,13 -0,21 1,64 NA -0,45 1,57
Xetrov72031585 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,26 NA NA NA
Xetrov72031605 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -1,4
Xetrov72031615 upk3b 100038143 Str.27013 77621599,301608585,301608583 CR761948,XM_002933816,XM_002933815 uroplakin 3B XB-GENEPAGE-853323 XB-GENE-853324 Xl.77281 Upk3b 100647 0 0 0 0 0 0 0 -1 0 0 0 0,3 0,24 -1,19 -0,09 0,71 -0,31
Xetrov72031617 vstm5 100492235 Str.44807 301621706 XM_002940140 NA NA NA XB-GENEPAGE-940095 XB-GENE-940096 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,43 NA NA -1,16
Xetrov72031619 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,25 NA NA NA
Xetrov72031623 hpca 733559 Str.14037 77627568,134026058,113205735 CR761366,BC135480,NM_001044471 hippocalcin Ca2+ sensor mgc84992|mgc80408 XB-GENEPAGE-491919 XB-GENE-491920 Xl.50095,Xl.80628 Hpca 15444 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,45 2,66 -0,05 -0,52 1,04
Xetrov72031638 lrtomt 394652 Str.4990 38174063,45360762 BC061330,NM_203724 NA NA NA XB-GENEPAGE-6257735 XB-GENE-6257736 Xl.15885 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,01 -2,32 -0,12 -0,09 -0,88
Xetrov72031676 rabl5 496722 Str.52186 56789401,58332245,77623142 BC087980,NM_001011271,CR848650 NA NA NA XB-GENEPAGE-977481 XB-GENE-977482 Xl.78194,Xl.4597 Rabl5 67286 0 0 0 0 Rabl5 0 0 -1 0 0 0 0,31 0,03 -1,62 -0,24 -0,01 -0,73
Xetrov72031688 rcan1 448016 Str.65728 77621767,53749685,77626821,49522044 CT025246,NM_001005434,CR760787,BC074532 regulator of calcineurin 1 calcineurin-mediated signaling pathway inhibitor Down syndrome critical region gene 1|dscr1|adapt78|csp1|dsc1|mcip1 XB-GENEPAGE-489567 XB-GENE-489568 Xl.85464,Xl.23110,Xl.83926,Xl.85618 Rcan1 54720 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,07 -1,62 0,13 -0,15 -0,09
Xetrov72031696 arl11 100490310 Str.63201 301612582 XM_002935735 NA NA NA XB-GENEPAGE-1012124 XB-GENE-1012125 Xl.54207 Arl11 219144 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,93 NA NA -0,61
Xetrov72031702 tmem47 394494 Str.8966 38181974,45360496 BC059749,NM_203568 NA NA NA XB-GENEPAGE-951337 XB-GENE-951338 Xl.47108 Tmem47 192216 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,68 NA NA
Xetrov72031713 rpl11 549394 Str.66462 134254230,77626481,77681497 BC135522,CR760409,NM_001016640 NA NA NA XB-GENEPAGE-1000976 XB-GENE-1000977 Xl.48775,Xl.78322,Xl.85538 Rpl11 67025 0 0 0 0 0 1 0 0 0 0 0 1,26 0,47 0,58 0,36 0,39 0,04
Xetrov72031746 NA NA NA NA NA NA NA NA NA Xl.64396 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,96
Xetrov72031751 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 2,74 2,31 0,8 2,46 1,96 NA
Xetrov72031802 c13orf15 100124833 Str.64588 134024063,156717455 BC135486,NM_001102798 NA NA NA XB-GENEPAGE-1006062 XB-GENE-1006063 Xl.77938,Xl.5886 NA NA 0 0 Xl.5886 0 0 0 0 1 0 0 1 -0,11 -0,21 2,01 -0,46 0,47 1,1
Xetrov72031869 NA NA NA NA NA NA NA NA NA Xl.63741 NA NA 0 0 0 0 0 1 0 0 0 0 0 1,55 0,93 0,25 0,65 0,78 0,06
Xetrov72031873 NA NA NA NA NA NA NA NA NA Xl.84417 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,4 -0,28 1,01 -0,12 -0,27 0,18
Xetrov72031882 polr2j 733914 Str.10266 113931297,77624105 NM_001045630,CR942371 NA NA NA XB-GENEPAGE-972011 XB-GENE-972012 Xl.78353,Xl.5544,Xl.78870 Polr2j 20022 0 0 0 Polr2j 0 0 0 1 0 0 0 0,73 0 1,47 0,09 0,21 0,3
Xetrov72031896 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,8 NA NA -0,83
Xetrov72031902 smpx 779706 Str.51630 110289871,118403923,110645769 CU025181,NM_001078785,BC118903 small muscle protein, X-linked XB-GENEPAGE-490114 XB-GENE-490115 Xl.2549 Smpx 66106 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,67
Xetrov72031937 NA NA NA NA NA NA NA NA NA Xl.73633 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,4 -0,21 -1,28 -0,29 -0,29 0,06
Xetrov72031941 cyyr1 549247 Str.10669 77681499,77626856 NM_001016493,CR760825 cysteine and tyrosine-rich 1 XB-GENEPAGE-854804 XB-GENE-854805 Xl.5729,Xl.3576 Cyyr1 224405 0 0 0 0 0 0 0 1 0 0 0 0,31 0,02 2,34 -0,02 0,08 1,46
Xetrov72031945 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 1 0 0,96 0,75 1,3 0,51 1,48 NA
Xetrov72031971 NA NA NA NA NA NA NA NA NA Xl.32099 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,74 -0,09 -2,13 NA -0,32 -0,65
Xetrov72031976 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,05 NA NA -0,95
Xetrov72031980 birc5.1 733532 Str.21470 113205677,77627400 NM_001044454,CR761050 baculoviral IAP repeat-containing 5, gene 1 apoptosis inhibitor Survivin|xSurvivin1|svv1|Su2|BIR1|XBIR1|api4|epr-1|xsurv XB-GENEPAGE-5850942 XB-GENE-5850943 Xl.5519,Xl.8352,Xl.34932 Birc5 11799 0 0 0 0 0 0 0 -1 0 0 0 0,75 -0,07 -1,35 0,06 0,26 -0,11
Xetrov72031991 unknown NA NA NA NA NA NA NA NA NA Xl.48854 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,15 NA NA -0,87
Xetrov72032003 hmgn2 496440 Str.40699 77621587,52430506,90017481,77626341 CR761935,BC082823,NM_001011031,CR760583 high mobility group nucleosomal binding domain 2 40S ribosomal protein S2 XB-GENEPAGE-1015270 XB-GENE-1015271 Xl.76010,Xl.43505,Xl.76303,Xl.77404,Xl.85476,Xl.85639 Gm10282,Hmgn2 15331 0 0 0 0 0 0 0 0 0 1 0 1 0,99 -0,14 0,53 1,39 -0,34
Xetrov72032041 NA NA NA NA NA NA NA NA NA Xl.24751,Xl.82636 NA NA 0 0 0 0 0 1 0 0 1 0 0 7,64 NA 0,31 8,81 NA -0,38
Xetrov72032092 clns1a 496644 Str.2882 56611174,77627478,82524830,163915984 BC087765,CR761131,NM_001037262,BC157253 NA NA NA XB-GENEPAGE-973103 XB-GENE-973104 Xl.46147,Xl.47036,Xl.80563 Clns1a 12729 0 0 0 Clns1a 0 0 0 1 0 0 0 0,33 -0,59 1,39 -0,11 -0,34 -0,04
Xetrov72032101 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,75 NA NA -0,6
Xetrov72032104 tax1bp3 394838 Str.8987 111598549,38969894,45361304,77623874 BC080496,BC063221,NM_203899,CR855715 Tax1 (human T-cell leukemia virus type I) binding protein 3 Tax interaction protein TIP1 mgc82188|mgc76248 XB-GENEPAGE-483850 XB-GENE-483851 Xl.41408,Xl.33853 Tax1bp3 76281 0 0 0 0 0 0 0 -1 0 0 0 0,15 0,04 -1,04 -0,21 -0,14 -0,2
Xetrov72032137 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,91 NA NA -0,43
Xetrov72032161 shisa2 100497602 Str.3338 301622563 XM_002940554 shisa 2 Xshisa-2|shisa-2| tmem46|shisa 2 XB-GENEPAGE-939914 XB-GENE-939915 Xl.48428 Shisa2 219134 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,75 NA NA NA
Xetrov72032171 sh3kbp1 100151706 Str.9067 183986224,301611407 BC166366,XM_002935188 SH3-domain kinase binding protein 1 Adaptor protein CMS/SETA XB-GENEPAGE-492558 XB-GENE-492559 Xl.53408 Sh3kbp1 58194 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,66 NA NA -0,74
Xetrov72032229 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,25 NA NA NA
Xetrov72032234 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,46 1,9 NA NA
Xetrov72032307 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,05 NA NA
Xetrov72032325 arhgap9 100494236 Str.58932 301620208 XM_002939426 NA NA NA XB-GENEPAGE-1013567 XB-GENE-1013568 Xl.49692 Arhgap9 216445 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,67 NA NA -1,53
Xetrov72032328 itgae 100487515 Str.86857 301617754 XM_002938255 NA NA NA XB-GENEPAGE-1013151 XB-GENE-1013152 Itgae 16407 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,51 NA NA 1,32
Xetrov72032338 sdc3 100134998 Str.72113 161612023,301618961 BC155981,XM_002938828 syndecan 3 von Willebrand factor and related coagulation proteins N-syndecan|Xsyn-3 XB-GENEPAGE-490746 XB-GENE-490747 Xl.223 Sdc3 20970 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,08 NA NA 3,42
Xetrov72032350 col16a1 100498062 Str.46956 301618238 XM_002938487 NA NA NA XB-GENEPAGE-6460037 XB-GENE-6460038 Xl.54372 Col16a1 107581 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,45 1,71 NA 0,51
Xetrov72032353 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,39 -0,07 1,2 -0,02 -0,13 0,78
Xetrov72032357 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,06 NA NA -0,86
Xetrov72032372 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,68 NA NA -0,99
Xetrov72032394 tekt2 493269 Str.9037 51259089,77626013,56118743 BC080153,CR760301,NM_001007883 NA NA NA XB-GENEPAGE-1003896 XB-GENE-1003897 Xl.15616,Xl.65814 Tekt2 24084 0 0 0 0 0 0 0 -1 0 0 0 1,72 NA -2,45 0,82 NA -0,82
Xetrov72032396 cxorf30 NA NA NA NA NA NA XB-GENEPAGE-6258879 XB-GENE-6258880 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,48 NA NA -0,89
Xetrov72032445 loc100288814 NA NA NA NA NA NA XB-GENEPAGE-6462642 XB-GENE-6462643 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,17 NA NA -0,32
Xetrov72032462 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,15 -1,24 -0,18 -0,18 -0,03
Xetrov72032467 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,35 NA NA -0,84
Xetrov72032473 nox4 NA NA NA NA NA NA XB-GENEPAGE-1012417 XB-GENE-1012418 NA Nox4 50490 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,98 NA NA NA
Xetrov72032488 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,19 NA NA -1,05
Xetrov72032515 lrwd1 100145159 Str.47796 187607108,77622565,166796176 NM_001126658,CT030321,BC159054 NA NA NA XB-GENEPAGE-959480 XB-GENE-959481 Xl.43573 Lrwd1 71735 0 0 0 0 0 0 0 1 0 1 0 0,82 0,69 1,23 0,46 1,42 0,03
Xetrov72032560 accn2 100489966 Str.36176 301612566 XM_002935733 NA NA NA XB-GENEPAGE-977698 XB-GENE-977699 Accn2 11419 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,67 NA NA NA
Xetrov72032563 il22ra1 100497960 Str.53867 301618784,115292151 XM_002938740,BC122036 NA NA NA XB-GENEPAGE-6460977 XB-GENE-6460978 NA Il22ra1 230828 0 0 0 0 Il22ra1 0 0 -1 0 0 0 NA NA -1,2 NA NA -0,62
Xetrov72032576 zc3h12c 100490495 301617158 XM_002937961 NA NA NA XB-GENEPAGE-6045327 XB-GENE-6045328 Xl.69989 Zc3h12c 244871 0 0 0 0 0 1 1 0 1 1 0 3,5 5,19 1,22 4,24 5,12 1,2
Xetrov72032590 rsph1 100489385 Str.69112 301626839 XM_002942549 NA NA NA XB-GENEPAGE-5945699 XB-GENE-5945700 Xl.13352 Rsph1 22092 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,79 NA NA -0,86
Xetrov72032607 fabp3 548540 Str.37471 59807593,160774263,77622837,62751506 BC090106,BC155022,CR848259,NM_001015823 fatty acid binding protein 3, muscle and heart (mammary-derived growth inhibitor) Fatty acid-binding protein FABP mdgi| fabp11|o-fabp XB-GENEPAGE-974422 XB-GENE-974423 Xl.29873,Xl.57864 Fabp3 14077 0 0 0 0 0 1 0 0 1 0 1 2,57 2 0,33 1,73 2,1 1,6
Xetrov72032629 cacnb3 100145181 Str.35718 166796857,187607408 BC159133,NM_001126672 NA NA NA XB-GENEPAGE-1011905 XB-GENE-1011906 Xl.572,Xl.574 Cacnb3 12297 0 0 0 0 0 0 0 1 1 0 0 NA NA 1,57 4,46 NA 1,19
Xetrov72032637 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,45 NA NA -0,95
Xetrov72032647 unknown NA NA NA NA NA NA NA NA NA Xl.46904 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,08 0,05 -1,29 -0,11 -0,01 -0,24
Xetrov72032657 olig1 100487848 301618169 XM_002938451 oligodendrocyte transcription factor 1 transcription factor XB-GENEPAGE-478471 XB-GENE-478472 NA Olig1 50914 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 9,31 NA NA
Xetrov72032661 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,09 NA NA -0,25
Xetrov72032680 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 1 1 0 1 1 1,02 2,75 2,9 0,75 3,89 3,93
Xetrov72032690 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,98 NA NA NA
Xetrov72032697 mx1 NA NA NA NA NA NA XB-GENEPAGE-996854 XB-GENE-996855 Xl.56887 NA 17857 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,46 NA NA
Xetrov72032732 c10orf107 100486238 Str.38744 301620452 XM_002939544 NA NA NA XB-GENEPAGE-993307 XB-GENE-993308 ,Xl.50307 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,81 NA NA -0,97
Xetrov72032739 tekt1 549406 Str.20872 110645598,77682284,77625821 BC118772,NM_001016652,CR760343 NA NA NA XB-GENEPAGE-5929241 XB-GENE-5929242 Xl.30012,Xl.79952 Tekt1 21689 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,02 -2,47 -0,29 0,03 -0,82
Xetrov72032751 frem2 NA Str.32493 NA NA NA NA NA XB-GENEPAGE-1004430 XB-GENE-1004431 Xl.55389 Frem2 242022 0 0 0 0 Frem2 0 0 1 0 0 0 -0,28 0,65 1,11 0,69 0,78 0,3
Xetrov72032768 klk15 496920 Str.68833 58332719,56971222 NM_001011435,BC088079 NA NA NA XB-GENEPAGE-6037943 XB-GENE-6037944 Klk15 317652 0 0 0 0 0 1 0 0 1 0 0 8,28 0,89 0,65 9,45 NA -0,28
Xetrov72032827 spata13 100485539 Str.59103 301618441 XM_002938582 NA NA NA XB-GENEPAGE-991807 XB-GENE-991808 Xl.58825,Xl.79928 Spata13 219140 0 0 0 0 0 0 0 -1 0 0 0 -0,66 -0,41 -1,08 -0,44 -0,19 -0,17
Xetrov72032830 lhfp 100145781 Str.21669 187607745,171847018 NM_001127145,BC161757 NA NA NA XB-GENEPAGE-944756 XB-GENE-944757 Xl.5237 Lhfp 108927 0 0 0 0 0 0 0 1 0 0 0 NA -0,46 1,23 NA -0,47 NA
Xetrov72032834 cdkl5 100145195 Str.51376 112807686,166796290,301608163 CT027935,BC159155,XM_002933625 NA NA NA XB-GENEPAGE-951075 XB-GENE-951076 Cdkl5 382253 0 0 0 0 0 0 0 -1 0 0 0 -0,5 -0,49 -1,53 -0,53 -0,42 -0,65
Xetrov72032840 abcc4 100491006 301619904 XM_002939283 NA NA NA XB-GENEPAGE-957301 XB-GENE-957302 Abcc4 239273 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,22 1,01 -0,27 -0,13 0,61
Xetrov72032859 ccdc65 100491104 Str.50631 163916187,301611261 BC157595,XM_002935105 NA NA NA XB-GENEPAGE-1002731 XB-GENE-1002732 Ccdc65 105833 0 0 0 0 0 0 0 -1 0 0 0 NA -0,02 -2,42 NA -0,31 -0,74
Xetrov72032875 scml2 780057 Str.66539 118404757,114108153 NM_001079134,BC122976 NA NA NA XB-GENEPAGE-6043727 XB-GENE-6043728 Xl.79918,Xl.13108,Xl.72625,Xl.79566 Scml2 107815 0 0 0 0 0 0 0 1 0 0 0 -0,39 -0,12 1,97 -0,32 -0,29 0,17
Xetrov72032891 dscr6 100145593 Str.24417 187607033,112807400,49523050,170284887 NM_001127005,CU075356,BC075494,BC161333 NA NA NA XB-GENEPAGE-6257660 XB-GENE-6257661 Xl.85245 Ripply3 170765 0 0 0 0 0 0 0 0 0 0 -1 NA NA 0,3 NA NA -1,51
Xetrov72032927 c11orf70 496912 Str.27788 56971521,58332707 BC088061,NM_001011429 NA NA NA XB-GENEPAGE-943456 XB-GENE-943457 Xl.50192,Xl.82306 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,54 -0,81 -1,52 -0,01 -0,51 -0,51
Xetrov72032932 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,19 0,37 2,02 -0,23 0,34 1,04
Xetrov72032936 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,43 NA NA -0,62
Xetrov72032950 b3gnt3 100380117 Str.33505 110292723,301612827,301612825 CU024922,XM_002935869,XM_002935868 NA NA NA XB-GENEPAGE-5815507 XB-GENE-5815508 B3gnt3 72297 0 0 0 0 0 0 0 -1 0 0 0 0,23 NA -1,63 -0,65 NA -0,53
Xetrov72032967 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,13 0,02 -1,34 -0,32 0,1 -0,24
Xetrov72032992 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,62
Xetrov72032996 bcl2l13 594889 Str.949 60552494,301617415 BC091591,XM_002938098 NA NA NA XB-GENEPAGE-991140 XB-GENE-991141 Xl.77518 Bcl2l13 94044 0 0 0 0 0 0 0 -1 0 0 0 -0,57 0,03 -1,16 -0,18 -0,21 -0,36
Xetrov72033027 dnah5 NA Str.34620 NA NA dynein, axonemal, heavy chain 5 microtubule motor component hl1|pcd|cild3|ktgnr|dnahc5 XB-GENEPAGE-854542 XB-GENE-854543 Xl.85553 Dnahc5 110082 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,01 -1,15 -0,16 0,03 -0,84
Xetrov72033029 dnah8 NA Str.75773 NA NA NA NA NA XB-GENEPAGE-6032735 XB-GENE-6032736 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,33 0,18 -2,06 0,55 -0,02 -0,8
Xetrov72033031 prkdc 100488663 301609167 XM_002934108 protein kinase, DNA-activated, catalytic polypeptide DNA-dependent protein kinase dna-pkcs|hyrc|p350|dnapk|dnpk1|hyrc1|xrcc7 XB-GENEPAGE-494613 XB-GENE-494614 Xl.391 Prkdc 19090 0 0 0 0 0 0 0 1 0 0 0 -0,71 -0,04 1,09 -0,71 -0,2 0,23
Xetrov72033032 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,75 NA NA -0,58
Xetrov72033042 lama1 100488009 Str.10601 301617326 XM_002938053 NA NA NA XB-GENEPAGE-968307 XB-GENE-968308 Xl.60874,Xl.61598,Xl.70807 Lama1 16772 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,37 1,44 NA 0,67
Xetrov72033047 chd7 100379668 Str.53111 55295052,301613322 CR855520,XM_002936112 NA NA NA XB-GENEPAGE-877229 XB-GENE-877230 Xl.16730,Xl.79211,Xl.80255 Chd7 320790 0 0 0 0 0 0 0 1 0 0 0 -0,6 0 2,22 -0,13 -0,03 0,48
Xetrov72033062 nbeal2 100486550 301626819 XM_002942539 NA NA NA XB-GENEPAGE-6038809 XB-GENE-6038810 Xl.11780 Nbeal2 235627 0 0 0 0 0 0 0 -1 0 0 0 -0,87 -0,41 -1,2 0,47 -0,14 -0,31
Xetrov72033071 col6a3 100486063 Str.59926 301626451 XM_002942359 NA NA NA XB-GENEPAGE-6451493 XB-GENE-6451494 Col6a3 12835 0 0 0 0 0 0 0 1 0 0 1 0,03 0,19 2,45 0,08 0,17 1,27
Xetrov72033076 zfhx4 100486096 Str.57743 301620544 XM_002939587 zinc finger homeobox 4 homeodomain transcription factor XB-GENEPAGE-957672 XB-GENE-957673 Xl.49705 Zfhx4 80892 0 0 0 0 0 0 0 1 0 0 1 -0,32 -0,26 3,41 0,01 -0,23 1,5
Xetrov72033082 phactr1 100216198 Str.22912 197246552,213982954 BC168492,NM_001142167 NA NA NA XB-GENEPAGE-5959315 XB-GENE-5959316 Xl.23936 Phactr1 218194 0 0 0 0 0 0 0 1 0 0 0 -0,07 0,04 2,23 0,07 0,06 1,06
Xetrov72033098 naca 100127557 Str.60875 156230339,163915262 BC152058,NM_001112928 NA NA NA XB-GENEPAGE-5961005 XB-GENE-5961006 Xl.79755,Xl.11812 Naca 17938 0 0 0 0 0 0 0 1 0 0 1 -0,43 0,04 1,51 -0,21 -0,05 1,03
Xetrov72033108 thsd7a 100495599 301619357 XM_002939012 NA NA NA XB-GENEPAGE-6045598 XB-GENE-6045599 NA Thsd7a 330267 0 0 0 0 0 0 0 1 0 0 0 NA -0,3 4,92 NA -0,52 NA
Xetrov72033109 kif13a 100124872 Str.64366 134025485 BC135605 NA NA NA XB-GENEPAGE-1010802 XB-GENE-1010803 Xl.75321,Xl.10850 Kif13a 16553 0 0 0 0 0 0 0 1 0 0 0 -0,22 -0,5 1,68 0,12 -0,42 -0,16
Xetrov72033126 top2b 779457 Str.46669 112807669,111305595,77621962,301605653 CU075625,BC121350,CT025451,XM_002932410 NA NA NA XB-GENEPAGE-940715 XB-GENE-940716 Xl.85881,Xl.11082,Xl.43236,Xl.61185,Xl.78514 Top2b 21974 0 0 0 0 0 0 0 1 0 1 0 -0,12 0,51 1,02 0,14 1,34 0,23
Xetrov72033138 dlec1 100488518 Str.34527 301617226 XM_002938006 deleted in lung and esophageal cancer 1 f56|dlc1 XB-GENEPAGE-990957 XB-GENE-990958 Dlec1 320256 0 0 0 Dlec1 0 0 0 -1 0 0 0 0,58 -0,06 -2,57 0,6 -0,56 -0,95
Xetrov72033139 prex2 100490424 301611689 XM_002935314 NA NA NA XB-GENEPAGE-6048677 XB-GENE-6048678 Xl.12914 Prex2 109294 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,31 1,75 -0,14 -0,42 NA
Xetrov72033144 samd9l 100490592 301610201 XM_002934596 NA NA NA XB-GENEPAGE-6033819 XB-GENE-6033820 NA Samd9l 209086 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,89 NA NA
Xetrov72033149 topbp1 100380063 Str.36152 163937689,301616684,77622557 BC155708,XM_002937745,CT030313 NA NA NA XB-GENEPAGE-990636 XB-GENE-990637 Xl.11481 Topbp1 235559 0 0 0 0 0 0 0 1 0 0 0 0,31 -0,6 1,17 0,51 -0,26 0,01
Xetrov72033156 ccdc165 NA Str.41972 NA NA NA NA NA XB-GENEPAGE-6047695 XB-GENE-6047696 Xl.2083 NA NA 0 0 0 0 0 0 0 1 0 0 1 0,25 -0,18 2,76 1,08 -0,32 3,71
Xetrov72033176 hecw1 100170498 Str.21216 189441661,194332521 BC167464,NM_001130278 NA NA NA XB-GENEPAGE-5969055 XB-GENE-5969056 NA Hecw1 94253 0 0 0 0 0 0 0 1 0 0 1 NA 0,36 3,85 NA 0,22 3,47
Xetrov72033178 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,24 NA 1,81 0,65 NA -0,08
Xetrov72033190 ttc21a 100485767 Str.34641 301605804 XM_002932487 NA NA NA XB-GENEPAGE-981815 XB-GENE-981816 Xl.9162 Ttc21a 74052 0 0 0 0 0 0 0 -1 0 0 0 NA -0,05 -2,1 NA -0,16 -0,88
Xetrov72033202 nphp3 780190 Str.72986 116487385,344313190 BC125709,NM_001079265 nephronophthisis 3 (adolescent) Kinesin light chain nephrocystin-3|nph3 XB-GENEPAGE-487872 XB-GENE-487873 Xl.19365 Nphp3 74025 0 0 0 Nphp3 0 0 0 -1 0 0 0 -0,26 0,01 -1,24 -0,2 -0,08 -0,6
Xetrov72033213 cspp1 779552 Str.55576 159155683,77627318,114107994,301611685 BC154672,CR761283,BC122928,XM_002935313 NA NA NA XB-GENEPAGE-5770602 XB-GENE-5770603 Xl.10608,Xl.83934 Cspp1 211660 0 0 0 0 0 0 0 -1 0 0 0 -0,17 -0,27 -1,65 -0,25 -0,34 -0,88
Xetrov72033222 sall3 100038115 Str.52726 301614010,77621732,301614006,301614008 XM_002936449,CT025208,XM_002936447,XM_002936448 sal-like 3 zinc finger transcription factor Xsal-3|Xsal-1 XB-GENEPAGE-491128 XB-GENE-491129 Xl.57168,Xl.74207 Sall3 20689 0 0 0 0 0 0 0 1 0 0 1 -0,51 0,23 5,75 -0,41 -0,06 3,63
Xetrov72033234 tert NA Str.39226 NA NA NA NA NA XB-GENEPAGE-6451332 XB-GENE-6451333 Xl.730 Tert 21752 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,49 2,93 1,43 -0,34 NA
Xetrov72033259 st18 100489306 Str.25954 301609177 XM_002934112 suppression of tumorigenicity 18 (breast carcinoma) (zinc finger protein) transcription factor containing C2HC type zinc finger XB-GENEPAGE-984590 XB-GENE-984591 NA St18 240690 0 0 0 0 0 0 0 0 1 0 0 1,74 NA -0,09 2,69 NA -0,03
Xetrov72033268 trpa1 100158526 Str.37225 183986151,189230219 BC166179,NM_001127962 NA NA NA XB-GENEPAGE-1004944 XB-GENE-1004945 Trpa1 277328 0 0 0 0 0 0 0 1 0 0 0 NA 0,23 4,07 NA -0,44 NA
Xetrov72033283 zeb1 548525 Str.11651 59808949,62752864 BC090088,NM_001015808 zinc finger E-box binding homeobox 1 homeodomain transcription factor deltaef1| fecd6| tcf8|bzp|zeb|areb6|nil2a|zfhep|nil-2a|zfhx1 XB-GENEPAGE-484654 XB-GENE-484655 Xl.47526,Xl.57036,Xl.9617 ,Zeb1 21417 0 0 0 0 0 0 0 1 0 0 1 0,4 -0,08 3,65 0,92 -0,2 2,44
Xetrov72033295 itga8 100487624 Str.58763 301619385 XM_002939028 NA NA NA XB-GENEPAGE-961824 XB-GENE-961825 Xl.81443 Itga8 241226 0 0 0 0 0 0 0 1 1 0 0 NA NA 6,23 6,2 NA NA
Xetrov72033301 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,52 -0,3 3,94 -0,48 -0,4 1,13
Xetrov72033304 fam65b 100170496 Str.28160 194332517,189441671 NM_001130276,BC167462 NA NA NA XB-GENEPAGE-5965442 XB-GENE-5965443 Fam65b 193385 0 0 0 0 0 0 0 1 0 0 0 0,38 -0,15 2,62 0,48 -0,15 NA
Xetrov72033310 armc4 779949 Str.53211 112419251,118404947 BC121925,NM_001079026 NA NA NA XB-GENEPAGE-982926 XB-GENE-982927 Xl.85759,Xl.57221 Armc4 74934 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,84
Xetrov72033337 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,3 2,92 0,49 -0,12 0,93
Xetrov72033387 rims2 100125032 Str.61539 156230380,301603864,134024285 BC152028,XM_002931562,BC136096 NA NA NA XB-GENEPAGE-980174 XB-GENE-980175 ,Xl.79135 Rims2 116838 0 0 0 0 0 0 0 1 0 0 1 -0,55 -0,14 1,64 -0,3 -0,18 1,49
Xetrov72033388 nek10 100489398 Str.46740 301605645 XM_002932409 NA NA NA XB-GENEPAGE-6042068 XB-GENE-6042069 NA Nek10 674895 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,82 NA NA -1,01
Xetrov72033416 c7orf63 100494509 Str.33827 301619344 XM_002939008 NA NA NA XB-GENEPAGE-968712 XB-GENE-968713 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,1 -2,31 -0,13 -0,3 -0,92
Xetrov72033420 nrp1 100101701 Str.57679 154147711,134024185 NM_001100222,BC136027 neuropilin 1 transmembrane receptor A5 antigen|np-1|neuropilin-1|nrp|npn-1|nrp-1|neuropilin XB-GENEPAGE-480687 XB-GENE-480688 Xl.940,Xl.70530,Xl.73071 Nrp1 18186 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,15 1,9 NA 2,96
Xetrov72033432 spag1 100038144 Str.52744 281427313,166797057,113197861 NM_001170493,BC159317,BC121297 sperm associated antigen 1 Molecular co-chaperone STI1 XB-GENEPAGE-853608 XB-GENE-853609 Xl.4427 Spag1 26942 0 0 0 0 0 0 0 -1 0 0 0 -0,18 -0,1 -1,14 -0,11 -0,06 -0,44
Xetrov72033442 ctnnd2 100127641 Str.83964 158253641,301617889 BC154070,XR_097592 NA NA NA XB-GENEPAGE-5888636 XB-GENE-5888637 ,Xl.85558 Ctnnd2 18163 0 0 0 0 0 0 0 1 0 0 0 0,53 -0,41 2,16 0,2 -0,35 0,89
Xetrov72033459 dag1 549272 Str.8621 77682864,77623634,213625553,213627172 NM_001016518,CR926213,BC170850,BC170852 dystroglycan 1 (dystrophin-associated glycoprotein 1) laminin receptor dystroglycan XB-GENEPAGE-1015768 XB-GENE-1015769 Xl.16781,Xl.23536 Dag1 13138 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,27 -1,03 -0,12 -0,26 0
Xetrov72033461 sulf1 100038259 Str.27505 77623739,147901830,125719329 CR855569,NM_001097379,EF409382 sulfatase 1 extracellular 6-O-endosulfatase, modulates cell signaling XtSulf1|XtSulf-1 XB-GENEPAGE-966418 XB-GENE-966419 Xl.71911,Xl.20564 Sulf1 240725 0 0 0 0 0 0 1 1 0 0 1 0,62 1,45 3,99 0,91 0,43 1,19
Xetrov72033471 esyt2 100145291 Str.57745 301611391,301611389,169642321 XM_002935172,XM_002935171,BC160431 NA NA NA XB-GENEPAGE-5932768 XB-GENE-5932769 Xl.75353,Xl.30779 Esyt2 52635 0 0 0 0 0 0 0 -1 0 0 0 -0,18 0,05 -1,14 0 0,03 -0,16
Xetrov72033472 vill 448145 Str.5242 49257781,54020822 BC074679,NM_001005657 NA NA NA XB-GENEPAGE-945606 XB-GENE-945607 Xl.15156,Xl.1500 Vill 22351 0 0 0 0 0 0 0 -1 0 0 0 0,2 -0,15 -1,16 0,37 0,03 -0,01
Xetrov72033477 enpp2 548690 Str.6594 183985644,77681650,77623558,213626312 BC166149,NM_001015936,CR926368,BC171239 NA NA NA XB-GENEPAGE-1016185 XB-GENE-1016186 Xl.6127,Xl.77354 Enpp2 18606 0 0 0 0 0 0 0 -1 0 0 0 -0,13 -0,49 -1,15 -0,54 -0,35 -0,08
Xetrov72033478 epb41l3 613048 Str.65525 301617332,116487902,77622432,116487744,66272328 XM_002938056,BC125702,CT025506,BC125662,BC096388 NA NA NA XB-GENEPAGE-1006072 XB-GENE-1006073 Xl.8759,Xl.75555 NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,02 -0,04 2,99 -0,07 -0,19 1,59
Xetrov72033482 tril 100498304 Str.66734 301607675 XM_002933390 NA NA NA XB-GENEPAGE-6050226 XB-GENE-6050227 Xl.73400,Xl.78580 Tril 66873 0 0 0 0 0 0 0 0 0 1 0 -0,03 0,93 -0,48 0 1,5 -0,51
Xetrov72033487 mtbp 779505 Str.16675 161611505,166796026,112418656,77626316,117558172 BC155673,NM_001114218,BC122086,CR760558,BC125704 Mdm2, transformed 3T3 cell double minute 2, p53 binding protein binding protein, 104kDa XB-GENEPAGE-990919 XB-GENE-990920 Xl.5551,Xl.82598 Mtbp 105837 0 0 0 0 Mtbp 0 0 1 0 0 0 0,03 -0,78 1,34 0,19 -0,68 0,15
Xetrov72033490 mcm4 448137 Str.801 49257777,54020818 BC074670,NM_001005655 NA NA NA XB-GENEPAGE-1011480 XB-GENE-1011481 Xl.1014,Xl.385 Mcm4 17217 0 0 0 0 0 0 0 1 0 0 0 0,25 -0,1 2,37 0,11 -0,2 0,16
Xetrov72033491 armc3 407950 Str.21589 45595596,47575803 BC067323,NM_001001246 NA NA NA XB-GENEPAGE-971491 XB-GENE-971492 Armc3 70882 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -0,77
Xetrov72033505 kif9 100492300 Str.33082 301624154 XM_002941322 NA NA NA XB-GENEPAGE-995480 XB-GENE-995481 Xl.15806 Kif9 16578 0 0 0 0 0 0 0 -1 0 0 0 0,02 0,03 -2,49 -0,18 -0,13 -0,75
Xetrov72033507 macc1 100495055 Str.42611 301607487 XM_002933299 NA NA NA XB-GENEPAGE-983127 XB-GENE-983128 Xl.32836 Macc1 238455 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,53 -1,43 -0,64 -0,4 -0,45
Xetrov72033511 cdh2 100151712 Str.66602 183985679,188528928 BC166196,NM_001127418 cadherin 2, type 1, N-cadherin (neuronal) cell adhesion N-cadherin|cadherin-2 XB-GENEPAGE-951658 XB-GENE-951659 Xl.60099,Xl.81203,Xl.1873 Cdh2 12558 0 0 0 0 0 0 0 1 0 0 1 0,3 1,47 5,02 0,49 NA 2,03
Xetrov72033516 fam171a1 100170195 Str.45060 301619383,77622665 XM_002939022,CT030421 family with sequence similarity 171, member A1 c10orf38 XB-GENEPAGE-5725403 XB-GENE-5725404 Xl.14090,Xl.78275 Fam171a1 269233 0 0 0 0 0 0 0 1 0 0 1 -0,54 -0,09 2,8 -0,22 -0,24 1,1
Xetrov72033517 kctd1 100486970 Str.37136 301623334 XM_002940926 NA NA NA XB-GENEPAGE-6076049 XB-GENE-6076050 ,Xl.85409 Kctd1 106931 0 0 0 0 0 0 0 1 0 0 0 -0,07 NA 1,66 0,44 NA 0,51
Xetrov72033549 gpr158 779597 Str.83089 116487417,301607171 BC125732,XM_002933144 NA NA NA XB-GENEPAGE-950419 XB-GENE-950420 NA Gpr158 241263 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,12 NA NA NA
Xetrov72033550 NA NA NA NA NA NA NA NA NA Xl.55956,Xl.59655 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,32 NA NA 1,81
Xetrov72033571 cdh20 100498629 301609787 XM_002934394 cadherin 20, type 2 cell adhesion cadherin-20 XB-GENEPAGE-1011619 XB-GENE-1011620 Xl.153 Cdh20 23836 0 0 0 0 0 0 0 1 0 0 0 NA -0,18 5,46 NA -0,04 NA
Xetrov72033595 c10orf140 100145143 Str.77482 187608076,166796144,166796172 NM_001126649,BC159015,BC159046 NA NA NA XB-GENEPAGE-976605 XB-GENE-976606 Xl.52870,Xl.80054 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,41 -0,13 1,67 -0,68 -0,21 0,25
Xetrov72033604 cdh6 100495587 Str.31646 301612236 XM_002935581 cadherin 6, type 2, K-cadherin (fetal kidney) cell adhesion K-cadherin|cadherin-6|Xcad-6|Xcadherin-6 XB-GENEPAGE-484591 XB-GENE-484592 Xl.705 Cdh6 12563 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,44 NA NA -0,52
Xetrov72033607 sp4 100494434 Str.79864 301607471 XM_002933296 Sp4 transcription factor zinc finger, C2H2 type XB-GENEPAGE-983117 XB-GENE-983118 Xl.10570 Sp4 20688 0 0 0 0 0 0 0 1 0 0 0 0,4 -0,13 2,45 1,08 -0,34 1,75
Xetrov72033611 NA NA NA NA NA NA NA NA NA Xl.10887 NA NA 0 0 0 0 0 1 0 -1 1 1 0 4,42 NA -2,21 4,31 4,16 -0,15
Xetrov72033616 snrk 100170575 Str.53028 189441823,77622659,194332668 BC167632,CT030415,NM_001130352 NA NA NA XB-GENEPAGE-1005803 XB-GENE-1005804 ,Xl.52150 Snrk 20623 Xl.52150 0 0 0 0 1 0 0 1 1 0 1,76 1,14 -0,23 1,35 1,63 0,01
Xetrov72033632 satb1 100101659 Str.58136 154147655,134025651 NM_001100201,BC136084 SATB homeobox 1 homeodomain transcription factor XB-GENEPAGE-854102 XB-GENE-854103 Xl.50337 Satb1 20230 0 0 0 0 0 0 0 1 0 0 1 -0,39 -0,48 2,32 -0,18 -0,39 1,22
Xetrov72033658 mybl1 100491549 Str.42486 301611679 XM_002935319 v-myb myeloblastosis viral oncogene homolog-like 1 transcription factor, Myb superfamily AMYB XB-GENEPAGE-986559 XB-GENE-986560 Xl.807,Xl.8968 Mybl1 17864 0 0 0 0 Mybl1 0 0 1 0 0 0 0,36 -0,05 4,57 0,92 -0,01 NA
Xetrov72033670 fzd6 100490861 Str.79304 353523851,301603852 NM_001251880,XM_002931536 frizzled family receptor 6 transmembrane receptor in the wnt signaling pathway Xfrz6| frizzled6| frz6| frizzled 6| frizzled-6| fz6 XB-GENEPAGE-478812 XB-GENE-478813 Xl.49525,Xl.73117 Fzd6 14368 0 0 0 0 0 0 0 -1 1 0 0 0,52 1,03 -1,25 1,14 0,8 -0,24
Xetrov72033674 sycp2l 100101666 Str.60528 77621770 CT025250 synaptonemal complex protein 2-like component of nucleolar cortical skeleton in oocytes 145 kDa nucleolar protein|no145| loc221711 XB-GENEPAGE-919973 XB-GENE-919974 Xl.12073 NA 637277 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,03 -1,52 -0,18 -0,2 -0,61
Xetrov72033676 slco5a1 100492380 Str.44871 301611697 XM_002935324 solute carrier organic anion transporter family, member 5A1 organic anion transporter XB-GENEPAGE-480412 XB-GENE-480413 Xl.55017 Slco5a1 240726 0 0 0 0 0 0 0 1 0 0 1 -0,25 -0,11 3,77 -0,09 -0,22 2,13
Xetrov72033677 mst1 100494056 Str.2230 301614088 XM_002936485 macrophage stimulating 1 (hepatocyte growth factor-like) Trypsin msp|hgfl|nf15s2|d3f15s2|dnf15s2 XB-GENEPAGE-487984 XB-GENE-487985 Xl.216,Xl.170 Mst1 15235 0 0 0 0 0 0 0 1 0 0 0 0,41 0,39 1,3 0,35 0,88 0,02
Xetrov72033685 scin 100495760 Str.69027 301619349 XM_002939013 NA NA NA XB-GENEPAGE-957026 XB-GENE-957027 Xl.24197 Scin 20259 0 0 0 0 0 0 0 0 0 1 0 1,3 NA -0,22 1,12 3,7 0,17
Xetrov72033689 unknown NA NA NA NA NA NA NA NA NA Xl.24790,Xl.84073 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,36 0,13 -2,18 0,02 0,44 -0,67
Xetrov72033691 nfe2l3 100038200 Str.27150 301607698,77621036 XM_002933386,CR761617 nuclear factor (erythroid-derived 2)-like 3 basic-leucine zipper (bZIP) transcription factor XB-GENEPAGE-483337 XB-GENE-483338 Nfe2l3 18025 0 0 0 0 0 1 1 1 1 1 0 1,71 1,6 1,61 1,43 1,86 0,66
Xetrov72033709 masp1 100038300 Str.64668 147901777,134023758 NM_001097405,BC135326 NA NA NA XB-GENEPAGE-984452 XB-GENE-984453 Xl.21674,Xl.919 Masp1 17174 0 0 0 0 0 0 0 1 0 0 0 1,01 NA 4,21 1,61 NA NA
Xetrov72033713 bmper 733449 Str.40244 113205517,134025774,59940685 NM_001044402,BC135872,AY768703 BMP binding endothelial regulator modulator of BMP activity cv-2|crossveinless-2|CV2 XB-GENEPAGE-480926 XB-GENE-480927 Xl.15123 Bmper 73230 0 0 0 0 0 1 0 -1 0 0 -1 2,55 NA -1,82 1,99 NA -1,46
Xetrov72033717 NA NA NA NA NA NA NA NA NA Xl.72738 NA NA 0 0 0 0 0 0 0 1 1 0 0 0,81 NA 2,17 1,51 NA -0,11
Xetrov72033722 unknown NA NA NA NA NA NA NA NA NA Xl.19355,Xl.56038 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,05 -0,35 1,27 -0,17 -0,35 0,18
Xetrov72033743 amph 100125136 Str.13698 140832828,156717929 BC135395,NM_001103037 NA NA NA XB-GENEPAGE-993127 XB-GENE-993128 Xl.14350 Amph 218038 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,31 NA NA 4,44
Xetrov72033748 cep76 549585 Str.7990 166796950,77682322,77623255 BC158976,NM_001016831,CR855505 NA NA NA XB-GENEPAGE-966808 XB-GENE-966809 Xl.6997 Cep76 225659 0 0 0 0 0 0 0 -1 0 0 -1 -0,03 -0,35 -1,22 -0,17 -0,23 -1,15
Xetrov72033750 slc39a6 100487349 Str.20836 301611610,301611608 XM_002935279,XM_002935278 NA NA NA XB-GENEPAGE-986479 XB-GENE-986480 Slc39a6 106957 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,33 1,07 -0,13 -0,28 0,34
Xetrov72033767 sybu 549137 Str.16935 77682947,134026165,77626292,77627253 NM_001016383,BC135382,CR760534,CR761213 NA NA NA XB-GENEPAGE-979775 XB-GENE-979776 Xl.8441,Xl.8745 Sybu 319613 0 0 0 0 0 1 1 0 1 0 0 2,71 2,82 0,33 3,84 1,68 0,66
Xetrov72033773 ttc30a 100124881 Str.53043 134024461,77622419,156717525 BC135644,CT025492,NM_001102833 tetratricopeptide repeat domain 30a Uncharacterized conserved protein fleer XB-GENEPAGE-1221158 XB-GENE-1221159 Xl.7550,Xl.77189 Ttc30a1 78802 0 0 0 0 0 0 0 -1 0 0 0 0,49 0,14 -1,47 0,4 0,67 -0,65
Xetrov72033775 ralbp1 100379815 Str.64226 156914774,301616139,134026068 BC152699,XM_002937473,BC135719 NA NA NA XB-GENEPAGE-1016072 XB-GENE-1016073 Xl.250,Xl.49069,Xl.59240,Xl.598,Xl.69929 Ralbp1 19765 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,11 -1,04 -0,06 0,05 -0,24
Xetrov72033778 mak 780268 Str.36127 111307907,118404317 BC121444,NM_001079339 male germ cell-associated kinase serine/threonine kinase xmak| rp62 XB-GENEPAGE-490934 XB-GENE-490935 Xl.48350 Mak 17152 0 0 0 0 0 0 0 -1 0 0 0 NA 0,17 -2,17 NA 0,25 -0,75
Xetrov72033807 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 0,99 NA 2,33 1,63 NA 0,11
Xetrov72033809 efhb 100490241 Str.37394 319996648 NM_001201467 NA NA NA XB-GENEPAGE-6035361 XB-GENE-6035362 Xl.74052 Efhb 211482 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -0,67
Xetrov72033856 klhl14 100493162 301609206 XM_002934117 NA NA NA XB-GENEPAGE-951653 XB-GENE-951654 Klhl14 225266 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,95 NA NA NA
Xetrov72033876 nek11 779890 Str.55207 111307988,118404243 BC121685,NM_001078968 NA NA NA XB-GENEPAGE-955650 XB-GENE-955651 Xl.46898 Nek11 208583 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,19 -1,44 -0,07 0,05 -0,38
Xetrov72033901 cmahp 100216283 Str.62534 197246595,301614020 BC168831,XM_002936445 NA NA NA XB-GENEPAGE-988334 XB-GENE-988335 Xl.76765 Cmah 12763 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,18 NA NA -0,32
Xetrov72033903 eya1 779594 Str.24695 301615312,301615310,116487429 XM_002937070,XM_002937069,BC125672 eyes absent homolog 1 haloacid dehalogenase-like hydrolase XEya1|eyes absent-1 XB-GENEPAGE-479278 XB-GENE-479279 Xl.779,Xl.55035,Xl.72025 Eya1 14048 0 0 0 0 0 1 1 1 1 0 1 2,42 2,25 2,66 2,82 1 2,22
Xetrov72033905 limd1 549360 Str.27016 77626295,183985561,77683117,213627403 CR760537,BC166064,NM_001016606,BC171270 NA NA NA XB-GENEPAGE-1017237 XB-GENE-1017238 Xl.59946 Limd1 29806 0 0 0 0 0 0 0 1 0 0 0 -0,09 -0,41 1,26 -0,22 -0,42 0,59
Xetrov72033914 gpnmb 100124325 Str.6500 195539659,112807512,196259969 BC168052,CU075468,NM_001131042 glycoprotein (transmembrane) nmb calcium ion-modulated nonselective cation channel polycystin XB-GENEPAGE-983262 XB-GENE-983263 Xl.6913,Xl.82458 Gpnmb 93695 0 0 0 0 0 0 0 -1 0 0 0 0,14 0,05 -1,88 -0,1 -0,07 -0,66
Xetrov72033926 galnt4 780162 Str.52772 134085326,134026083,115313485 NM_001079237,BC135911,BC124051 NA NA NA XB-GENEPAGE-5803662 XB-GENE-5803663 Xl.25699 Galnt4 14426 0 0 0 0 0 0 0 0 1 0 0 1,23 -0,52 -0,83 1,23 -0,39 -0,16
Xetrov72033938 runx1t1 100491944 Str.58498 301609837 XM_002934415 runt-related transcription factor 1; translocated to, 1 (cyclin D-related) transcriptional regulator MTG8 XB-GENEPAGE-481237 XB-GENE-481238 Xl.24705,Xl.74085 Runx1t1 12395 0 0 0 0 0 0 0 0 1 0 0 0,62 0,29 -0,19 1,73 0,28 -0,03
Xetrov72033949 c3orf39 496628 Str.19414 58332109,56605349,134024386,77626987 NM_001011203,AJ868538,BC135937,CR760963 NA NA NA XB-GENEPAGE-973747 XB-GENE-973748 Xl.47566 NA NA 0 0 0 0 0 0 0 1 0 0 0 1,02 -0,08 3,01 0,94 0,08 0,94
Xetrov72033950 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 -0,66 -0,34 0,86 -0,48 -0,2 1,12
Xetrov72033960 cdc25a 733851 Str.6078 134023778,134085358,77623208 BC135487,NM_001045598,CR855457 cell division cycle 25 homolog A protein tyrosine phosphatase cdc25a2 XB-GENEPAGE-5809291 XB-GENE-5809292 Xl.51835,Xl.7523,Xl.80941 Cdc25a 12530 0 0 0 0 0 0 0 1 0 0 0 -0,43 -0,69 1,04 -0,46 -0,5 -0,03
Xetrov72033962 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -1,21
Xetrov72033967 mmp16 548746 Str.27387 77622886,77682318 CR848310,NM_001015992 NA NA NA XB-GENEPAGE-1007176 XB-GENE-1007177 Xl.34967 Mmp16 17389 0 0 0 0 0 0 0 1 0 0 0 -0,39 -0,08 2,05 -0,59 -0,35 0,71
Xetrov72033969 nol4 100494971 301609202 XM_002934128 NA NA NA XB-GENEPAGE-6037483 XB-GENE-6037484 NA Nol4 319211 0 0 0 0 0 0 0 1 0 0 1 -0,59 NA 2,39 -0,58 NA 1,82
Xetrov72033978 fzd1 100145232 Str.33340 187608745,166796392 NM_001126719,BC159308 frizzled family receptor 1 transmembrane receptor in the wnt signaling pathway frizzled1| frizzled-1|Xfz1|Fz-1|Xfrizzled-1| frz1| frz-1 XB-GENEPAGE-481860 XB-GENE-481861 Xl.609 Fzd1 14362 0 0 0 0 0 0 0 1 0 0 0 -0,32 0,74 2,31 -0,31 0,68 0,23
Xetrov72033983 sqle 100491400 301620389 XM_002939513 NA NA NA XB-GENEPAGE-1013582 XB-GENE-1013583 Sqle 20775 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,81 NA NA
Xetrov72033988 has2 100145711 Str.57162 187607933,171847125 NM_001127085,BC161505 hyaluronan synthase 2 extracellular matrix XHas2 XB-GENEPAGE-5775580 XB-GENE-5775581 Xl.608,Xl.70479 Has2 15117 0 0 0 0 0 0 0 -1 0 0 0 0,37 0,78 -2,29 0,51 0,51 -0,89
Xetrov72034001 cables1 100496374 Str.61310 301609236 XM_002934136 NA NA NA XB-GENEPAGE-984600 XB-GENE-984601 Xl.80950,Xl.54731 Cables1 63955 0 0 0 0 0 0 0 1 0 0 0 -0,45 -0,72 1,53 -0,16 -0,56 0,67
Xetrov72034005 arhgap28 100488165 301617328 XM_002938054 NA NA NA XB-GENEPAGE-1013084 XB-GENE-1013085 Arhgap28 268970 0 0 0 0 0 0 0 1 0 0 1 NA -0,76 5,12 NA -0,73 2,64
Xetrov72034007 NA NA NA NA NA NA NA NA NA Xl.72331 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,56 NA NA -0,49
Xetrov72034023 tox 100488835 Str.11843 301613318,301613316 XM_002936110,XM_002936109 thymocyte selection-associated high mobility group box transcriptional regulator XB-GENEPAGE-1019589 XB-GENE-1019590 ,Xl.1457 Tox 252838 0 0 0 0 0 0 0 1 0 0 1 0,52 NA 4,21 -0,52 NA 2,43
Xetrov72034026 prdm14 100490605 Str.26504 301615308 XM_002937078 PR domain containing 14 zinc finger, C2H2 type XB-GENEPAGE-954694 XB-GENE-954695 Xl.59332 Prdm14 383491 0 0 0 0 0 0 0 0 0 1 1 0,05 0,57 NA 0,49 1,69 4,67
Xetrov72034028 ikzf1 548415 Str.37483 62751370,58618895 NM_001015698,BC089243 IKAROS family zinc finger 1 (Ikaros) zinc finger, C2H2 type zinc finger protein, subfamily 1A, 1|znfn1a1| ik1| lyf1| ik-1| ikaros|pro0758|znfn1a1 XB-GENEPAGE-876521 XB-GENE-876522 NA Ikzf1 22778 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,39 NA NA -0,41
Xetrov72034052 trim55 100485287 Str.71330 301622577 XM_002940561 NA NA NA XB-GENEPAGE-6087244 XB-GENE-6087245 Xl.72748,Xl.15918 Trim55 381485 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,83 5,41 NA NA
Xetrov72034053 gata6 395062 Str.66057 77623495,45361688,32442467 CT030595,NM_204091,AY260735 GATA binding protein 6 zinc finger transcription factor XGATA6|XGATA-6|GATA-6|gata6b| tGata6 XB-GENEPAGE-485062 XB-GENE-485063 Xl.183,Xl.23009 Gata6 14465 0 0 0 0 0 0 0 0 1 0 0 2,07 2,76 NA 4,35 NA NA
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Xetrov72034074 fbxo15 779582 Str.53776 115312934,301625465,159155493 BC124026,XM_002941878,BC154849 F-box protein 15 F-box only protein 15 XB-GENEPAGE-996049 XB-GENE-996050 NA Fbxo15 50764 0 0 0 0 0 0 0 -1 0 0 0 0 -0,38 -2,16 -0,03 -0,16 -0,56
Xetrov72034075 kiaa0895 100135412 Str.37289 166157839,163937680,213627317 NM_001114073,BC155717,BC171108 NA NA NA XB-GENEPAGE-5831987 XB-GENE-5831988 Xl.17919 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,07 0,3 -1,01 0,1 0,31 -0,33
Xetrov72034084 apcdd1 448576 Str.23127 49900194,52345993 BC076909,NM_001005044 NA NA NA XB-GENEPAGE-5762129 XB-GENE-5762130 Xl.8648 Apcdd1 494504 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,21 -1,24 -0,36 -0,01 -0,47
Xetrov72034089 spag6 548730 Str.9758 213624568,77681622,59807582,213625746,77622947 BC171279,NM_001015976,BC090097,BC171251,CR848372 sperm associated antigen 6 Karyopherin (importin) alpha XB-GENEPAGE-942174 XB-GENE-942175 Xl.46928,Xl.80659 Spag6 50525 0 0 0 0 0 0 0 -1 0 0 0 0,07 0,02 -2,55 -0,11 -0,1 -0,74
Xetrov72034116 lrrc6 394985 Str.20506 39850049,82524656,77620832 BC064188,NM_001037255,CR761682 NA NA NA XB-GENEPAGE-946666 XB-GENE-946667 Xl.81676 Lrrc6 54562 0 0 0 0 0 0 0 -1 0 0 0 0,01 0,17 -1,37 0,01 0,15 -0,6
Xetrov72034117 dfna5 100486029 301607706 XM_002933399 NA NA NA XB-GENEPAGE-983244 XB-GENE-983245 Xl.48360 Dfna5 54722 0 0 0 0 0 0 0 1 0 0 0 -0,19 -0,17 1,33 0,3 -0,3 0,03
Xetrov72034133 irx4 100038068 Str.53267 301625240,77621808 XM_002941772,CT025292 iroquois homeobox 4 homeodomain transcription factor iroquois-4| irxa3 XB-GENEPAGE-480569 XB-GENE-480570 Xl.12086,Xl.85111 Irx4 50916 0 0 0 0 0 0 0 1 0 0 0 -0,38 0,01 1,11 -0,15 0,33 0,03
Xetrov72034137 wdr37 100125083 Str.58688 134025840,156717849 BC136196,NM_001102995 NA NA NA XB-GENEPAGE-5740159 XB-GENE-5740160 Xl.18450,Xl.78341 Wdr37 207615 0 0 0 0 0 0 0 1 0 0 0 -0,27 -0,59 1,02 -0,52 -0,59 0,65
Xetrov72034138 foxc1 493250 Str.6156 51258215,56118521,76559347 BC079966,NM_001007863,CR761442 forkhead box C1 forkhead domain transcription factor igda| ihg1| fkhl7| irid1| rieg3| freac3| freac-3 XB-GENEPAGE-479054 XB-GENE-479055 Xl.76079,Xl.180,Xl.34915 Foxc1 17300 0 0 0 0 0 0 1 1 1 0 0 1,39 2,2 1,98 3,11 0,84 -0,43
Xetrov72034149 cdhr4 100494229 Str.32912 301614092 XM_002936486 NA NA NA XB-GENEPAGE-954040 XB-GENE-954041 NA 363144 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -1,1
Xetrov72034152 evx1 100496893 Str.16484 301607686 XM_002933384 even-skipped homeobox 1 homeodomain transcription factor Xhox3|eve1 XB-GENEPAGE-483663 XB-GENE-483664 Xl.277 Evx1 14028 0 0 0 0 0 1 0 0 1 0 0 4,06 3 NA 4,76 NA NA
Xetrov72034156 sgk3 100491891 Str.58471 301611683 XM_002935321 serum/glucocorticoid regulated kinase family, member 3 serine/threonine kinase cisk|sgkl XB-GENEPAGE-492581 XB-GENE-492582 Xl.56814,Xl.73146 Sgk3 170755 0 0 0 0 0 0 0 -1 0 0 0 0,19 -0,23 -1,26 0,27 -0,19 -0,28
Xetrov72034170 plekha8 100489403 301606427 XM_002932787 NA NA NA XB-GENEPAGE-949913 XB-GENE-949914 NA Plekha8 231999 0 0 0 0 0 0 0 -1 0 0 0 -0,29 -0,29 -1,63 -0,68 -0,36 -0,45
Xetrov72034180 atp6v1h 548936 Str.26854 77681999,213624117,213625463,77621440 NM_001016182,BC170670,BC170668,CR761830 NA NA NA XB-GENEPAGE-1015114 XB-GENE-1015115 Xl.51480,Xl.24365,Xl.82460 Atp6v1h 108664 0 0 0 0 0 0 0 -1 0 0 0 0,26 0 -1,08 -0,15 -0,18 -0,21
Xetrov72034183 ggh 594986 Str.34687 60552657,71896118 BC091047,NM_001030427 NA NA NA XB-GENEPAGE-944414 XB-GENE-944415 Xl.47341 Ggh 14590 0 0 0 0 0 0 0 1 0 0 0 0,4 -0,2 2,61 -0,21 -0,19 NA
Xetrov72034191 etv1 394827 Str.1349 38648941,45361282,77623056 BC063192,NM_203888,CT030552 ets variant 1 transcription factor XER81|er81 XB-GENEPAGE-489878 XB-GENE-489879 Xl.76067,Xl.57458 Etv1 14009 0 0 0 0 0 0 0 1 0 0 0 -0,44 -0,17 1,16 -0,62 -0,23 0,67
Xetrov72034206 tfap2a 395064 Str.2980 77622851,5825548,77622853,82524813,134025516 CR848274,AF176818,CR848276,NM_001037258,BC135698 transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha) transcription factor xap2|ap2| tfap2alpha|AP-2|XAP-2 XB-GENEPAGE-481200 XB-GENE-481201 Xl.67423,Xl.2143,Xl.81875 Tfap2a 21418 0 0 0 0 0 0 0 1 0 0 0 -0,25 0,32 1,13 -0,12 0,25 0,18
Xetrov72034208 irx1 100038208 Str.55252 169642151,319738602,82653404 BC160569,NM_001201422,CT485750 iroquois homeobox 1 homeodomain transcription factor Xiro|Xiro1 XB-GENEPAGE-486816 XB-GENE-486817 Xl.69,Xl.47737,Xl.72414 Irx1 16371 0 0 0 0 0 0 0 1 0 0 1 -0,08 0,24 5,12 -0,61 0,92 1,77
Xetrov72034223 klf10 100490524 Str.66966 301603848 XM_002931534 Kruppel-like factor 10 zinc finger, C2H2 type XB-GENEPAGE-854760 XB-GENE-854761 Xl.44136,Xl.9639 Klf10 21847 0 0 0 0 0 0 0 1 0 0 0 -0,05 0,05 1,05 0,22 0,49 0,24
Xetrov72034224 adhfe1 394891 Str.69815 45361398,39795751 NM_203946,BC064162 NA NA NA XB-GENEPAGE-966428 XB-GENE-966429 Xl.15864 Adhfe1 76187 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,96 NA NA NA
Xetrov72034231 c10orf67 100496369 Str.58898 301607181 XM_002933148 NA NA NA XB-GENEPAGE-950425 XB-GENE-950426 NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,85 NA NA -0,85
Xetrov72034232 vim 496727 Str.43578 206597415,134025380,56789059,197245779 NM_001134803,BC135297,BC087987,BC168783 vimentin intermediate filament vimentin XB-GENEPAGE-493023 XB-GENE-493024 Xl.127,Xl.128 Vim 22352 0 0 0 0 0 1 1 1 1 0 0 1,27 1,71 2,52 1,03 1,21 0,53
Xetrov72034245 xkr4 613062 Str.41322 112807891,52547113,73853787 CU075660,AY613956,NM_001032307 NA NA NA XB-GENEPAGE-5813486 XB-GENE-5813487 Xkr4 497097 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,81 NA NA 2,92
Xetrov72034251 prkag1 100158499 Str.20179 189230173,183986135 NM_001127939,BC166111 NA NA NA XB-GENEPAGE-1010725 XB-GENE-1010726 Xl.34576 Prkag1 19082 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,31 -1,72 -0,47 -0,33 -0,26
Xetrov72034273 tubb6 493418 Str.26783 51703403,56118894 BC080942,NM_001008055 tubulin, beta 6 class V microtubule component XB-GENEPAGE-491458 XB-GENE-491459 Xl.9879,Xl.66791 Tubb6 67951 0 0 0 0 0 0 0 -1 0 0 0 0,24 0,39 -1,11 -0,03 0,31 -0,43
Xetrov72034279 tubb2b 394889 Str.5452 39795759,45361394 BC064166,NM_203944 tubulin, beta 2B class IIb microtubule component n-tubulin|ntubulin|Xn-tubulin XB-GENEPAGE-491120 XB-GENE-491121 Xl.121,Xl.76686,Xl.80433 Tubb2b 73710 0 0 0 0 0 0 0 1 0 0 0 0,43 0,39 1,06 0,07 0,26 0,84
Xetrov72034280 mylip 549813 Str.8061 77620836,282848167,171847236 CR761687,NM_001017059,BC161486 myosin regulatory light chain interacting protein ubiquitin-protein ligase XB-GENEPAGE-949813 XB-GENE-949814 Xl.71635,Xl.33106 Mylip 218203 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,89 1,6 -0,25 -0,59 0,55
Xetrov72034287 lancl2 734145 Str.16138 77624459,113931629,134024167 CR942790,NM_001045803,BC135988 NA NA NA XB-GENEPAGE-5744524 XB-GENE-5744525 Xl.73586 Lancl2 71835 0 0 0 0 0 0 0 1 0 0 1 0,16 0,11 1,95 0,54 -0,3 2,17
Xetrov72034292 fam83a 493409 Str.11910 51703845,56118896 BC080932,NM_001008046 NA NA NA XB-GENEPAGE-947618 XB-GENE-947619 Xl.29863,Xl.52118 Fam83a 239463 0 0 0 0 0 0 0 -1 1 0 0 NA NA -1,14 2,81 NA -0,82
Xetrov72034294 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,19 1,5 -0,21 -0,4 0,13
Xetrov72034298 foxq1 733448 Str.51151 76152393,301609810 DQ186788,XM_002934401 forkhead box Q1 forkhead domain transcription factor XB-GENEPAGE-483841 XB-GENE-483842 Foxq1 15220 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,85 NA NA -0,36
Xetrov72034304 myc 395024 Str.1141 40675346,45361628,77627488 BC064880,NM_204059,CR761143 NA NA NA XB-GENEPAGE-6052813 XB-GENE-6052814 Xl.826,Xl.1155 Myc 17869 0 0 0 0 0 0 0 0 1 0 0 0,41 -0,5 -0,07 1,21 -0,71 -0,02
Xetrov72034341 mterfd1 394691 Str.10064 38382944,110289710,77626458,77621419 BC062515,CU025020,CR760382,CR761809 NA NA NA XB-GENEPAGE-6457471 XB-GENE-6454740 Xl.24024,Xl.7500 Mterfd1 66410 0 0 0 0 0 0 0 1 0 0 0 0,54 0,04 1,22 -0,05 0,08 0,22
Xetrov72034346 gcnt2 100038221 Str.57500 77622991,301606196 CT030487,XM_002932669 glucosaminyl (N-acetyl) transferase 2, I-branching enzyme (I blood group) branching enzyme XB-GENEPAGE-490632 XB-GENE-490633 ,Xl.78495 Gcnt2 14538 0 0 0 0 0 0 0 -1 0 0 0 NA -0,13 -1,31 NA -0,09 -0,2
Xetrov72034377 hoxa3 100151729 Str.67042 188528950,183985811 NM_001127429,BC166398 homeobox A3 homeodomain transcription factor hoxa-3|hoxa3a|hox1e XB-GENEPAGE-482266 XB-GENE-482267 Xl.9439 Hoxa3 15400 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -1,13
Xetrov72034387 best2 394571 Str.1118 45360602,77626941,38174424 NM_203643,CR760914,BC061379 bestrophin 2 Bestrophin (Best vitelliform macular dystrophy-associated protein) vmd2l1 XB-GENEPAGE-991641 XB-GENE-991642 Xl.6734,Xl.10550 Best2 212989 0 0 0 0 0 0 0 1 0 0 0 0,27 0,13 1,67 -0,04 0,07 1,1
Xetrov72034389 amt 100491726 301614084 XM_002936473 aminomethyltransferase glycine cleavage system enzyme aminomethyltransferase XB-GENEPAGE-921597 XB-GENE-921598 Xl.13933 Amt 434437 0 0 0 0 0 0 0 1 0 0 0 1,7 0,03 2,45 1,43 -0,18 -0,56
Xetrov72034390 pdk4 448511 Str.8854 55742281,49903627,77622852 NM_001006802,BC076674,CR848275 pyruvate dehydrogenase kinase, isozyme 4 dehydrogenase kinase XB-GENEPAGE-491644 XB-GENE-491645 Xl.1717,Xl.34749,Xl.83269 Pdk4 27273 0 0 Xl.1717 0 0 0 0 1 0 0 0 0,03 -0,07 1,24 0,42 0,49 0,6
Xetrov72034421 dync1i2 407935 Str.139 49457838,49250376,77622625 NM_213683,BC067997,CT030381 dynein, cytoplasmic 1, intermediate chain 2 Cytoplasmic dynein intermediate chain ic2|dnci2 XB-GENEPAGE-960811 XB-GENE-960812 Xl.47055 Dync1i2 13427 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,86 NA NA -0,19
Xetrov72034432 dscc1 448100 Str.4502 49250568,77626000,52345571 BC074630,CR760288,NM_001004834 defective in sister chromatid cohesion 1 homolog Uncharacterized conserved protein XB-GENEPAGE-5781749 XB-GENE-5781750 Xl.10004 Dscc1 72107 0 0 0 0 0 0 0 1 0 0 0 0,26 -0,23 1,49 -0,16 -0,22 0,08
Xetrov72034439 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 0 0 1 0 0 4,43 NA NA 4,71 NA NA
Xetrov72034443 sox4 733893 Str.25784 77623656,116812898,116284296,134025982 CR926278,NM_001045619,BC123924,BC135263 SRY (sex determining region Y)-box 4 HMG-box transcription factor EVI16 XB-GENEPAGE-480726 XB-GENE-480727 Xl.8528,Xl.85577,Xl.686,Xl.76225,Xl.85201 Sox4 20677 0 0 0 0 0 0 0 1 0 0 1 0,1 0,73 3,92 -0,18 0,7 1,98
Xetrov72034444 lrrc69 100135150 Str.49287 301609841,161612302 XM_002934423,BC156034 NA NA NA XB-GENEPAGE-951963 XB-GENE-951964 Xl.48783 Lrrc69 73314 0 0 0 0 0 0 0 -1 0 0 0 0,27 -0,17 -1,32 -0,13 -0,11 -0,8
Xetrov72034459 b4galt5 548965 Str.21968 77623701,114703733,114108215 CR926330,NM_001016211,BC122889 NA NA NA XB-GENEPAGE-984612 XB-GENE-984613 Xl.75382,Xl.74639 B4galt5 56336 0 0 0 0 0 0 0 -1 0 0 0 0,64 0,61 -1,08 0,51 0,31 -0,11
Xetrov72034468 rnf32 100487767 301605837 XM_002932499 ring finger protein 32 mediator of ubiquitin ligase activity XB-GENEPAGE-949645 XB-GENE-949646 NA Rnf32 56874 0 0 0 0 0 0 0 -1 0 0 0 -0,01 -0,13 -1,31 -0,2 -0,08 -0,93
Xetrov72034483 camkv 100144935 Str.59307 187607695,165970412 NM_001126509,BC158226 NA NA NA XB-GENEPAGE-943903 XB-GENE-943904 Xl.26466 Camkv 235604 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,08 NA NA NA
Xetrov72034484 serpinb1 496899 Str.27793 58332687,56971175 NM_001011419,BC088021 serpin peptidase inhibitor, clade B (ovalbumin), member 1 Serpin lei|pi2|mnei|m/nei|elanh2 XB-GENEPAGE-1217263 XB-GENE-1217264 Xl.25752 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,34 0,09 -1,53 -0,12 0,08 -0,89
Xetrov72034491 tmeff1 100101772 Str.64482 134024350,350529439 BC135422,NM_001100268 transmembrane protein with EGF-like and two follistatin-like domains 1 protease inhibitor tomoregulin-1|X7365 XB-GENEPAGE-876374 XB-GENE-876375 Xl.77 Tmeff1 230157 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,98 NA NA 2,45
Xetrov72034492 pcbp2 733863 Str.69571 77623738,113931241,134026175 CR855568,NM_001045603,BC135316 NA NA NA XB-GENEPAGE-5903796 XB-GENE-5903797 Xl.3393 Pcbp2 18521 0 0 0 0 0 1 0 1 0 0 1 2,56 NA 2,79 1,7 NA 3,36
Xetrov72034493 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,98 NA NA -0,79
Xetrov72034496 slc30a8 496450 Str.27433 54035178,58332339 BC084148,NM_001011041 NA NA NA XB-GENEPAGE-958126 XB-GENE-958127 Xl.27513 Slc30a8 239436 0 0 0 0 0 0 0 -1 0 0 0 0,55 1,67 -1,04 0,2 1,05 0,04
Xetrov72034499 hoxa2 100038099 Str.13271 110289852 CU025162 homeobox A2 homeodomain transcription factor hoxa2b|X-Hoxa2|hox1k XB-GENEPAGE-488086 XB-GENE-488087 Xl.12098,Xl.751 Hoxa2 15399 0 0 0 0 0 0 0 -1 1 0 0 NA NA -1,1 5,59 NA -0,61
Xetrov72034508 c8orf34 100492224 301611691 XM_002935323 NA NA NA XB-GENEPAGE-6044174 XB-GENE-6044175 Xl.71720 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,14 -1,82 NA 0,07 -0,74
Xetrov72034511 gmppb 493267 Str.66834 56605869,51259083,77626761 NM_001008434,BC080150,CR760719 GDP-mannose pyrophosphorylase B mannose-1-phosphate guanylyltransferase XB-GENEPAGE-922649 XB-GENE-922650 Xl.5745,Xl.75262 Gmppb 331026 0 0 0 0 0 0 0 -1 0 0 0 0,13 -0,25 -1,02 -0,36 -0,22 -0,29
Xetrov72034521 c1galt1 100487794 Str.62612 301618730 XM_002938715 NA NA NA XB-GENEPAGE-991999 XB-GENE-992000 Xl.80351,Xl.54240 C1galt1 94192 0 0 0 0 0 0 0 -1 0 0 0 -0,37 -0,35 -1,44 -0,44 -0,24 -0,34
Xetrov72034535 hoxa10 NA NA NA homeobox A10 homeodomain transcription factor XB-GENEPAGE-478887 XB-GENE-478888 Xl.21639,Xl.52165,Xl.69521 Hoxa10 15395 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,36 NA NA -1,8
Xetrov72034541 pip4k2b 100170468 Str.30258 189442477,194332822 BC167352,NM_001130251 NA NA NA XB-GENEPAGE-962634 XB-GENE-962635 Xl.54889 Pip4k2b 108083 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,06 1,06 0,79 -0,07 0,15
Xetrov72034545 pcmtd1 100302399 Str.52143 82653337 CT485683 protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 1 Protein-L-isoaspartate(D-aspartate) O-methyltransferase XB-GENEPAGE-5750990 XB-GENE-5750991 Xl.70613 Pcmtd1 319263 0 0 0 0 0 0 0 1 1 0 0 1,64 -0,6 1,17 1,8 -0,44 0,49
Xetrov72034548 fam198a 100488008 Str.60660 301616923 XM_002937853 NA NA NA XB-GENEPAGE-990751 XB-GENE-990752 NA Fam198a 245050 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,64 NA NA NA
Xetrov72034584 hnrnpa2b1 549680 Str.54349 77622207,329112536,77620927,134024344,77623496,329112538,163916276 CR762263,NM_001016926,CR761504,BC135350,CT030596,NM_001205342,BC157139 heterogeneous nuclear ribonucleoprotein A2/B1 mRNA metabolism and transport hnrpa2b1| rnpa2|hnrpb1|hnrpa2|snrpb1|hnrnpa2|hnrnpb1 XB-GENEPAGE-490992 XB-GENE-490993 Xl.3664,Xl.5872,Xl.77551,Xl.77785,Xl.79500 Hnrnpa2b1 53379 0 0 0 0 0 0 0 0 0 1 0 0,36 0,58 0,84 0,34 1,18 0,25
Xetrov72034585 atp6v0d2 394992 Str.10921 45361570,39850019,77625985 NM_204031,BC064198,CR760271 NA NA NA XB-GENEPAGE-957142 XB-GENE-957143 Xl.8939 Atp6v0d2 242341 0 0 0 0 0 0 0 -1 1 0 0 1,76 0,66 -1,99 2,61 NA -0,3
Xetrov72034601 rab12 779581 Str.25612 115312967,301616135,82653425,134024039 BC124014,XM_002937475,CT485771,BC135228 RAB12, member RAS oncogene family small GTPase XB-GENEPAGE-492790 XB-GENE-492791 ,Xl.45009 Rab12 19328 0 0 0 0 0 0 0 1 0 0 0 0,18 -0,69 1,34 -0,31 -0,41 -0,04
Xetrov72034618 rdh10 496504 Str.65163 77622525,58331870,54038727 CT030281,NM_001011091,BC084483 retinol dehydrogenase 10 (all-trans) generates all-trans retinal from all-trans retinol [Entrez] XRDH10a|XRDH10b|XRDH10|SDR16C4 XB-GENEPAGE-944960 XB-GENE-944961 Xl.47730,Xl.24399 Rdh10 98711 0 0 Xl.47730 0 0 0 0 1 0 0 0 0,72 0,3 1,53 0,69 0,31 0,1
Xetrov72034643 unknown NA NA NA NA NA NA NA NA NA Xl.25169 NA NA 0 0 0 0 0 0 0 -1 0 0 0 1,2 -0,09 -1,42 NA -0,04 -0,93
Xetrov72034648 c7orf72 NA Str.58154 110289883 CU025193 NA NA NA XB-GENEPAGE-6461105 XB-GENE-6461106 Xl.9878 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,7
Xetrov72034653 chn2 100496459 301607673 XM_002933382 NA NA NA XB-GENEPAGE-950873 XB-GENE-950874 Xl.47603 Chn2 69993 0 0 0 0 0 0 0 0 1 0 0 1,58 NA -0,5 2,14 NA 0,71
Xetrov72034661 unknown NA NA NA NA NA NA NA NA NA Xl.4604 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,42 0,24 -1,14 -0,45 0,18 -0,43
Xetrov72034665 ube2ql1 100486993 Str.52320 112808033,301607126 CU075802,XM_002933118 NA NA NA XB-GENEPAGE-6073409 XB-GENE-6073410 Xl.70593 Ube2ql1 76980 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,11 NA NA 3,01
Xetrov72034672 mapre2 100145479 Str.54135 187608561,170285231 NM_001126931,BC161118 NA NA NA XB-GENEPAGE-6459004 XB-GENE-6455519 Xl.78506,Xl.26105 Mapre2 212307 0 0 0 0 0 0 0 1 0 0 0 0,81 0,2 1,83 0,8 0,14 1,02
Xetrov72034683 hoxa1 493379 Str.2688 51895943,56118549 BC080895,NM_001008016 homeobox A1 homeodomain transcription factor Xhox.lab|xhox.lab2|xhoxa1|bsas|hox1f XB-GENEPAGE-480736 XB-GENE-480737 Xl.23512,Xl.283 Hoxa1 15394 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,56 NA NA -0,67
Xetrov72034694 hla-drb1 734125 Str.51033 197246282,56556599,113931613 BC169170,BC087775,NM_001045794 NA NA NA XB-GENEPAGE-945970 XB-GENE-945971 Xl.943,Xl.1211,Xl.21625,Xl.49038,Xl.53846,Xl.58749,Xl.64643,Xl.76114,Xl.76135,Xl.79147,Xl.80386,Xl.81103,Xl.81792,Xl.84431,Xl.84495,Xl.84519,Xl.85499,Xl.85610,Xl.85611,Xl.941,Xl.942 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,85 0,18 -1,24 0,32 0,38 -0,3
Xetrov72034698 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,35 NA NA 0
Xetrov72034704 wdr86 100486668 301605817 XM_002932493 NA NA NA XB-GENEPAGE-981852 XB-GENE-981853 NA Wdr86 269633 0 0 0 0 Wdr86 0 0 1 1 0 0 NA NA 1,89 3,05 NA NA
Xetrov72034714 c3orf54 NA NA NA NA NA NA NA NA NA Xl.4117,Xl.83308 NA NA 0 0 0 0 0 0 0 0 0 1 0 1,18 1,21 0,36 0,3 1,66 0,24
Xetrov72034739 junb 733713 Str.11770 77625876,113205821 CR760158,NM_001044490 jun B proto-oncogene transcriptional activator XB-GENEPAGE-945863 XB-GENE-945864 Xl.16457,Xl.52744 Junb 16477 0 0 0 0 0 0 -1 -1 -1 0 0 -0,69 -1,91 -1,13 -1,14 -0,95 -0,23
Xetrov72034748 sdr16c5 448386 Str.21689 52345837,77621844,49523274 NM_001004963,CT025330,BC075474 NA NA NA XB-GENEPAGE-942747 XB-GENE-942748 Xl.29444 Sdr16c5 242285 0 0 0 0 0 0 0 -1 0 0 0 0,15 0 -1,03 -0,04 -0,23 -0,65
Xetrov72034760 hey1 493293 Str.11458 77626730,89886047,51513366 CR760684,NM_001007910,BC080349 hairy/enhancer-of-split related with YRPW motif 1 helix-loop-helix transcription factor/transcriptional repressor hrt1|XHRT1|chf2|hrt-1|hesr1|herp2|oaf1 XB-GENEPAGE-486693 XB-GENE-486694 Xl.469,Xl.7544,Xl.76323 Hey1 15213 0 0 0 0 0 0 0 1 1 0 0 0,37 0 2,68 3,45 -0,38 0,11
Xetrov72034769 ssr1 549666 Str.26277 77622934,134026195,45829528,77681439 CR848358,BC136232,BC068212,NM_001016912 signal sequence receptor, alpha (translocon-associated protein alpha) protein translocation trapa XB-GENEPAGE-492165 XB-GENE-492166 Xl.60983,Xl.6504 Ssr1 107513 0 0 0 0 0 0 0 -1 0 0 0 0,34 0,15 -1,02 -0,22 -0,1 -0,27
Xetrov72034773 dlx5 447997 Str.11087 49250477,77621282,52345453 BC074511,CR760090,NM_001004778 distal-less homeobox 5 homeodomain and LIM zinc binding domain transcription factor dll3|X-dll3 XB-GENEPAGE-853056 XB-GENE-853057 Xl.18401,Xl.48882,Xl.59391 Dlx5 13395 0 0 0 0 0 0 1 -1 0 0 0 -0,42 1,49 -1,65 0,68 0,96 -0,03
Xetrov72034776 bmp6 100127176 Str.33865 163915012,160774436 NM_001112907,BC155509 bone morphogenetic protein 6 TGF-beta related peptide growth factor vgr|vgr1|vgr-1 XB-GENEPAGE-479133 XB-GENE-479134 Xl.54050 Bmp6 12161 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,9 NA NA -0,28
Xetrov72034786 bhlhe22 780395 Str.35343 134026011,111305609,118404371 BC135293,BC121359,NM_001079465 NA NA NA XB-GENEPAGE-6457791 XB-GENE-6457792 NA Bhlhe22 59058 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,54 1,42 NA
Xetrov72034788 elovl2 548913 Str.26834 138519780,77621583,77682934 BC135162,CR761931,NM_001016159 ELOVL fatty acid elongase 2 polyunsaturated fatty acid specific elongation enzyme XB-GENEPAGE-489752 XB-GENE-489753 Xl.16695 Elovl2 54326 0 0 0 0 0 0 0 -1 0 0 -1 -0,35 -0,18 -2,69 -0,11 -0,06 -1,23
Xetrov72034796 c7orf46 549482 Str.617 113197731,77682516,165971195,77621237 BC121522,NM_001016728,BC158501,CR760043 NA NA NA XB-GENEPAGE-1000334 XB-GENE-1000335 Xl.10621 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,15 -0,49 -1,68 NA -0,39 -0,91
Xetrov72034807 calb1 780272 Str.54053 111307923,118404305 BC121487,NM_001079343 NA NA NA XB-GENEPAGE-951982 XB-GENE-951983 Xl.76129,Xl.459 Calb1 12307 0 0 0 0 0 0 0 -1 0 0 0 -0,31 -0,04 -1,83 0,08 0,03 -0,58
Xetrov72034816 dcdc2 100493004 Str.83308 301617069 XM_002937920 NA NA NA XB-GENEPAGE-1013017 XB-GENE-1013018 Xl.23526 Dcdc2a 195208 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -0,87
Xetrov72034828 c9orf4 100490518 Str.53978 301628295 XM_002943247 NA NA NA XB-GENEPAGE-6257537 XB-GENE-6257538 Xl.23169 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,39 0,03 3,69 -0,11 -0,03 NA
Xetrov72034843 ca8 496646 Str.27745 58332129,56611155 NM_001011213,BC087769 NA NA NA XB-GENEPAGE-953675 XB-GENE-953676 Xl.54539 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,81 NA NA NA
Xetrov72034844 cebpd 594973 Str.41102 71896166,62732597,60552035 NM_001030414,CR942782,BC091029 CCAAT/enhancer binding protein (C/EBP), delta basic-leucine zipper (bZIP) transcription factor C/EBP delta XB-GENEPAGE-853587 XB-GENE-853588 Xl.29876,Xl.25857,Xl.81500 NA 12609 0 0 0 0 0 0 0 -1 1 0 0 1,03 -0,02 -1,64 1,49 0,12 -0,14
Xetrov72034857 NA NA NA NA NA NA NA NA NA Xl.14126 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,12 0,31 -1,99 0,34 0,21 -0,74
Xetrov72034866 hoxa5 496880 Str.27755 56789614,58332665 BC088772,NM_001011405 homeobox A5 homeodomain transcription factor hox1c|hox1.3 XB-GENEPAGE-486060 XB-GENE-486061 Xl.58357 Hoxa5 15402 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,17 NA NA -0,66
Xetrov72034877 tgif1 395014 Str.5136 77622915,45361608,40352840 CR848339,NM_204051,BC064716 TGFB-induced factor homeobox 1 homeodomain transcription factor tgif|mgc53347 XB-GENEPAGE-853020 XB-GENE-853021 Xl.13812,Xl.58600,Xl.69557 Tgif1 21815 0 0 0 0 0 1 1 0 1 0 0 1,39 1,58 0,53 1,47 0,28 -0,01
Xetrov72034880 scgn 780242 Str.70571 110645897,118405073 BC118839,NM_001079314 NA NA NA XB-GENEPAGE-988343 XB-GENE-988344 Xl.49164 Scgn 214189 0 0 0 0 0 0 0 0 0 0 1 0,2 NA NA 0,02 NA 1,7
Xetrov72034908 snai2 395065 Str.2 49522371,45361692,14133800,77623613 BC075376,NM_204093,AF368039,CR926188 snail homolog 2 zinc finger transcriptional repressor xSlu|xslug|slug|Snail2|XSnail2 XB-GENEPAGE-487370 XB-GENE-487371 Xl.11972,Xl.3818 Snai2 20583 0 0 0 0 0 1 1 0 1 0 0 3,22 5 0,51 3,98 NA 0,28
Xetrov72034914 penk 548461 Str.21194 58477056,349585134 BC089680,NM_001015744 NA NA NA XB-GENEPAGE-942759 XB-GENE-942760 Xl.49114 Penk 18619 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,26 NA NA NA
Xetrov72034932 dlx6 100216239 Str.15888 197245889,213983034 BC168605,NM_001142206 distal-less homeobox 6 homeodomain and LIM zinc binding domain transcription factor dlx-6 XB-GENEPAGE-853183 XB-GENE-853184 Xl.47476,Xl.262,Xl.68831 Dlx6 13396 0 0 0 0 0 0 1 0 0 0 0 0,76 1,44 0,26 0,81 1,14 0,46
Xetrov72034933 ca2 548446 Str.66761 62751698,77626809,169642732,58476325,113197669 NM_001015729,CR760774,BC160798,BC089661,BC121554 carbonic anhydrase 2 carbon dioxide and bicarbonate metabolism carbonic anhydrase type 2|carbonic anhydrase II|caII|car2 XB-GENEPAGE-484347 XB-GENE-484348 Xl.9576,Xl.15327 Car2 12349 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -0,37
Xetrov72034934 bambi 493556 Str.6638 56118429,77626318,51950208 NM_001008193,CR760560,BC082522 BMP and activin membrane-bound inhibitor negative regulator of TGF-beta (pseudoreceptor) mgc89501 XB-GENEPAGE-495358 XB-GENE-495359 Xl.4715,Xl.25777 Bambi 68010 0 0 0 0 0 0 0 -1 0 0 0 0,92 1 -1,59 0,1 0,32 -0,19
Xetrov72034935 NA NA NA NA NA NA NA NA NA Xl.74635 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,94 NA NA -0,71
Xetrov72034967 hoxa4 NA Str.21816 NA NA homeobox A4 homeodomain transcription factor hox1d XB-GENEPAGE-486675 XB-GENE-486676 Hoxa4 15401 0 0 0 0 0 0 0 -1 0 0 0 0,82 0,65 -1,18 1,09 0,26 -0,59
Xetrov72034988 tmem170b 100487828 Str.71163 301606186 XM_002932665 NA NA NA XB-GENEPAGE-6032624 XB-GENE-6032625 ,Xl.10107 Tmem170b 621976 0 0 0 0 0 0 0 1 0 0 1 0,12 -0,17 4,06 NA 0,04 2,55
Xetrov72034999 skap2 548378 Str.37492 160773809,166795920,58476390 BC155395,NM_001114212,BC089739 src kinase associated phosphoprotein 2 adaptor protein scap2 XB-GENEPAGE-492334 XB-GENE-492335 Xl.9007,Xl.49499 Skap2 54353 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,63 NA NA -0,91
Xetrov72035002 basp1 496542 Str.15287 54038275,82653455,58331957 BC084528,CR760853,NM_001011128 NA NA NA XB-GENEPAGE-6258617 XB-GENE-6258618 Xl.48857,Xl.62196 Basp1 70350 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,22 NA NA 1,1
Xetrov72035003 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,75 NA NA -1,26
Xetrov72035012 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,04 NA NA 3,2
Xetrov72035015 cthrc1 548356 Str.24142 57870653,301603854 BC089073,XM_002931537 NA NA NA XB-GENEPAGE-980160 XB-GENE-980161 Cthrc1 68588 0 0 0 Cthrc1 0 0 0 1 0 0 0 NA NA 1,72 NA NA 0,66
Xetrov72035018 cbx3 100038121 Str.45840 170284611,77621730,170671973,170285275 BC161202,CT025206,NM_001122792,BC161255 chromobox homolog 3 chromatin binding heterochromatin protein 1 gamma|xhp1g XB-GENEPAGE-492314 XB-GENE-492315 Xl.83146,Xl.46826 Gm6984,Gm10068,Cbx3 12417 0 0 0 0 0 0 0 1 0 0 0 0,57 0,14 1 -0,01 0,05 0,19
Xetrov72035022 unknown NA NA NA NA NA NA NA NA NA Xl.24311,Xl.83514 NA NA 0 0 0 0 0 0 0 0 0 0 1 NA NA 0,72 NA NA 1,35
Xetrov72035047 rbm24 394612 Str.6492 77623017,38174184,45360684 CT030513,BC061322,NM_203685 RNA binding motif protein 24 nucleic acid binding seb4|seb4-a| rbm24-a|xseb4|seb-4 XB-GENEPAGE-493646 XB-GENE-493647 Xl.12316,Xl.467,Xl.80216 Rbm24 666794 0 Xl.467 0 0 0 1 1 0 1 1 0 1,78 2,51 0,11 1,87 2,59 0,82
Xetrov72035048 rnf125 100493643 Str.20753 301609212 XM_002934120 NA NA NA XB-GENEPAGE-6048592 XB-GENE-6048593 Xl.34856,Xl.64478 Rnf125 67664 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,27 NA NA 0,81
Xetrov72035050 slc9a3 NA NA NA NA NA NA XB-GENEPAGE-6468279 XB-GENE-6468280 NA Slc9a3 105243 0 0 0 0 0 0 0 1 0 0 0 0,31 -0,2 1,74 -0,33 -0,31 0,31
Xetrov72035058 edn1 100144700 Str.74500 301606182,170284602 XM_002932664,BC161190 endothelin 1 secreted peptide precursor et-1|endothelin-1 XB-GENEPAGE-491327 XB-GENE-491328 Xl.68930,Xl.63796 Edn1 13614 0 0 0 0 0 1 1 1 1 0 0 2,8 3,43 2,95 3,62 2,47 NA
Xetrov72035068 gmnn 496859 Str.6403 90017454,56789763,115292133,77626845,189441574 NM_001039736,BC088577,BC122016,CR760813,BC167266 geminin, DNA replication inhibitor negative regulation of DNA replication geminin|gem XB-GENEPAGE-966993 XB-GENE-966994 Xl.461,Xl.462 Gmnn 57441 0 0 0 0 0 0 0 1 0 0 0 0,53 -0,32 2,06 0,17 -0,22 0,17
Xetrov72035085 efcab1 549532 Str.10083 77623865,165971452,77682399 CR855706,BC158143,NM_001016778 NA NA NA XB-GENEPAGE-5727528 XB-GENE-5727529 Xl.48614 Efcab1 66793 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,23 -2,15 -0,08 0,13 -0,73
Xetrov72035096 sostdc1 100101775 Str.21840 140833046,154147649 BC135655,NM_001100270 sclerostin domain containing 1 Usag1|wise-A|cda019|ectodin XB-GENEPAGE-478255 XB-GENE-478256 Xl.29783,Xl.76119,Xl.85872 Sostdc1 66042 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,39 NA NA NA
Xetrov72035115 hoxa7 549972 Str.10310 77626452 CR760375 homeobox A7 homeodomain transcription factor hox36|Xhox-36|XlHbox-3|Hox-A7|xlhbox 3|antp XB-GENEPAGE-483654 XB-GENE-483655 Xl.12130 Hoxa7 15404 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,71 NA NA -2,1
Xetrov72035132 rnf152 100486837 Str.54928 301609789 XM_002934406 ring finger protein 152 mediator of ubiquitin ligase activity XB-GENEPAGE-1001844 XB-GENE-1001845 Xl.47605,Xl.48679 Rnf152 320311 0 0 0 0 0 0 0 -1 0 0 0 0,29 NA -1,61 -0,91 NA -0,04
Xetrov72035138 tspan13 394792 Str.25896 77626021,45361212,38649105 CR760309,NM_203853,BC063209 NA NA NA XB-GENEPAGE-1011145 XB-GENE-1011146 Xl.9755,Xl.16309,Xl.19821,Xl.84080 Tspan13 66109 0 0 0 0 0 0 0 -1 0 0 0 0,51 -0,05 -1,27 0,44 -0,12 0,16
Xetrov72035139 arl4a 448350 Str.10753 49522409,55741933 BC075432,NM_001006710 NA NA NA XB-GENEPAGE-5783082 XB-GENE-5783083 Xl.32623,Xl.67112 Arl4a 11861 0 0 0 0 Arl4a 1 1 0 1 1 0 2,18 3,02 -0,72 1,78 1,63 -0,14
Xetrov72035155 nrsn1 779755 Str.21114 111307837,118403721 BC121354,NM_001078834 NA NA NA XB-GENEPAGE-1005880 XB-GENE-1005881 Xl.21914 Nrsn1 22360 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,51 NA NA 2,74
Xetrov72035158 commd3 100494486 Str.21123 301607187 XM_002933137 NA NA NA XB-GENEPAGE-942202 XB-GENE-942203 Xl.49998,Xl.55095 Commd3 12238 0 0 0 0 0 0 0 1 0 0 0 0,86 0,08 1,82 0 0,07 0,26
Xetrov72035161 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,08 0,03 -1,69 0,25 -0,19 -0,75
Xetrov72035170 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -0,7
Xetrov72035186 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,63 NA NA -0,94
Xetrov72035197 med30 549995 Str.16066 77625899,169642615,77683115 CR760181,BC160461,NM_001017241 NA NA NA XB-GENEPAGE-1008111 XB-GENE-1008112 Xl.77407,Xl.55608 Med30 69790 0 0 0 Med30 0 0 0 1 0 0 0 1,02 0,27 1,03 0,43 0,36 0,25
Xetrov72035238 slmo1 100145262 Str.65456 187607576,166796632 NM_001126741,BC159369 slowmo homolog 1 Predicted member of the intramitochondrial sorting protein family prelid3a|hfl-eddg1 XB-GENEPAGE-5804615 XB-GENE-5804616 Xl.29441 Slmo1 225655 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,33 NA NA 0,61
Xetrov72035247 adcyap1 100125031 Str.21343 156717769,134025844 NM_001102955,BC136094 NA NA NA XB-GENEPAGE-992311 XB-GENE-992312 Xl.546,Xl.79071,Xl.82891,Xl.8521 Adcyap1 11516 0 0 0 0 0 0 0 1 0 0 1 2,19 NA 5,15 NA 1,83 4,2
Xetrov72035248 snx10 496527 Str.47499 77627006,51967884,54038261,58331828 CR760982,CR761975,BC084512,NM_001011114 NA NA NA XB-GENEPAGE-942342 XB-GENE-942343 Xl.25596,Xl.63995 Snx10 71982 0 0 0 0 0 0 0 1 0 0 0 -0,05 -0,49 1,18 -0,65 -0,48 0,28
Xetrov72035252 cmtm8 100380017 Str.44252 112807375,301625340 CU075331,XM_002941814 NA NA NA XB-GENEPAGE-959265 XB-GENE-959266 Xl.13033 Cmtm8 70031 0 0 0 0 0 0 0 -1 0 0 0 0 0 -2,35 -0,38 0,11 -0,25
Xetrov72035264 twist1 395054 Str.3251 54262127,157056295,49257817,77626859,5825550 NM_204084,BK006266,BC074558,CR760828,AF176819 twist homolog 1 transcription factor X-twi|Xtwi| twist|Xtwist XB-GENEPAGE-479801 XB-GENE-479802 Xl.879,Xl.23366,Xl.68451,Xl.82751,Xl.84873 Twist1 22160 Xl.879 0 0 0 0 1 1 1 1 0 0 4,3 4,1 2,81 5,29 NA NA
Xetrov72035278 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -1,14
Xetrov72035283 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 1,95 2,7 NA 0,68
Xetrov72035284 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 -1 1 0 0 2,78 5,09 -1,14 2,87 0,24 -0,25
Xetrov72035319 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,53 NA NA 1,2
Xetrov72035334 fabp4 100124818 Str.64646 134023852,156717431 BC135431,NM_001102786 NA NA NA XB-GENEPAGE-5933913 XB-GENE-5933914 Xl.41211 Fabp4 11770 0 0 0 0 Fabp4 0 0 -1 0 0 0 0,44 0,05 -1,2 -0,22 -0,36 -0,46
Xetrov72035350 NA NA NA NA NA NA NA NA NA Xl.32096 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,5 NA NA -0,84
Xetrov72035374 nkiras1 100489722 301605657 XM_002932411 NFKB inhibitor interacting Ras-like 1 Ras family small GTPase kappa B-ras 1|kbras1 XB-GENEPAGE-484257 XB-GENE-484258 Xl.51088 Nkiras1 69721 0 0 0 0 0 0 0 -1 0 0 0 0,55 0 -1,59 -0,08 -0,03 -0,44
Xetrov72035386 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,47 1,96 0,38 -0,44 NA
Xetrov72035391 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 1 1 0 1 1 0 3,15 5,51 -0,32 3,1 5,87 0,53
Xetrov72035400 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,93 3,58 NA 1
Xetrov72035427 nrn1 100145075 Str.21698 187608770,165971193 NM_001126599,BC158490 NA NA NA XB-GENEPAGE-988297 XB-GENE-988298 Xl.34198,Xl.11951 Nrn1 68404 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,69 NA NA 5,5
Xetrov72035428 hla-dqa2 733992 Str.71933 77621234,301618621 CR760040,XM_002938676 NA NA NA XB-GENEPAGE-5889258 XB-GENE-5889259 Xl.84438 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,75 NA -0,68 2,29 NA 0,17
Xetrov72035429 rps20 448685 Str.64856 77626489,165971541,56789693,112808133,49903771,52346121 CR760417,BC158410,BC088058,CU075902,BC077040,NM_001005106 NA NA NA XB-GENEPAGE-1001338 XB-GENE-1001339 Xl.29304,Xl.1787,Xl.59771,Xl.84310 Rps20 67427 0 0 0 0 0 1 0 0 0 0 0 1,22 0,58 0,52 0,37 0,34 -0,01
Xetrov72035438 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,07 NA NA NA
Xetrov72035440 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,39 0,02 -1,26 -0,31 -0,41 -0,51
Xetrov72035442 rplp1 549958 Str.27192 77626264,110645536,77682206 CR760503,BC118872,NM_001017204 NA NA NA XB-GENEPAGE-5769636 XB-GENE-5769637 Xl.83165,Xl.64117,Xl.79309,Xl.82859,Xl.8911 Rplp1 56040 0 0 0 0 0 1 0 0 0 0 0 1,23 0,68 0,33 0,4 0,18 0,08
Xetrov72035457 rpl30 448690 Str.58719 77623979,49903583,77621033,52346131 CR855835,BC077047,CR761614,NM_001005110 NA NA NA XB-GENEPAGE-6457558 XB-GENE-6455569 Xl.26494,Xl.81510 Rpl30-ps8,Rpl30 19946 0 0 0 0 Rpl30 1 0 0 0 0 0 1,28 0,66 0,51 0,43 0,44 0,05
Xetrov72035463 c7orf41 493304 Str.11166 349501063,56410165,77621030,51513455 NM_001007922,CR926360,CR761610,BC080370 NA NA NA XB-GENEPAGE-945482 XB-GENE-945483 Xl.15251,Xl.11609 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,42 0,07 1,29 0,08 -0,01 0,58
Xetrov72035470 NA NA NA NA NA NA NA NA NA Xl.57803,Xl.80745 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,58 NA NA -0,38
Xetrov72035477 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,95 NA NA -0,68
Xetrov72035481 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,72 NA -2,08 NA NA -0,97
Xetrov72035494 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,18 -0,25 1,93 -0,51 -0,12 0,51
Xetrov72035516 id4 448114 Str.5460 52345581,49257765,77626910 NM_001004839,BC074645,CR760882 inhibitor of DNA binding 4, dominant negative helix-loop-helix protein transcriptional regulator idb4|bhlhb27 XB-GENEPAGE-876359 XB-GENE-876360 Xl.8624,Xl.85614 Id4 15904 0 0 0 0 0 1 1 0 1 1 0 3,14 5,09 -0,29 3,2 5,55 0,44
Xetrov72035529 shfm1 733792 Str.51676 134025959,113931181,189442648,170287768,77622208 BC135274,NM_001045572,BC167420,BC161257,CR762264 NA NA NA XB-GENEPAGE-1016349 XB-GENE-1016350 Xl.42256 Shfm1 20422 0 0 0 0 0 1 0 0 0 0 0 1,42 0,78 0,31 0,57 0,67 0,05
Xetrov72035534 c7orf16 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,75 NA NA NA
Xetrov72035555 kcnq3 NA NA NA potassium voltage-gated channel, KQT-like subfamily, member 3 voltage-gated potassium channel kv7.3|k(v)7.3 XB-GENEPAGE-493095 XB-GENE-493096 NA Kcnq3 110862 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,68 NA NA 4,43
Xetrov72035568 xylb 100486367 Str.75847 301605813 XM_002932491 NA NA NA XB-GENEPAGE-981855 XB-GENE-981856 Xl.58316 Xylb 102448 0 0 0 0 0 0 0 -1 0 0 0 0,24 0,02 -1,23 0,04 -0,01 -0,13
Xetrov72035580 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,14 -1,86 NA -0,24 -0,62
Xetrov72035589 slc6a3 100488824 301607134 XM_002933128 NA NA NA XB-GENEPAGE-982872 XB-GENE-982873 NA Slc6a3 13162 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA 0,67
Xetrov72035591 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,03 0,51 2,09 0,08 0,45 0,77
Xetrov72035594 rgs22 100492604 301609819 XM_002934418 NA NA NA XB-GENEPAGE-6050478 XB-GENE-6050479 Rgs22 626596 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,81 NA NA -0,61
Xetrov72035599 ulk4 100127864 Str.61641 160773639,301622910 BC155507,XM_002940722 NA NA NA XB-GENEPAGE-994859 XB-GENE-994860 NA Ulk4 209012 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,19 -1,52 -0,06 -0,4 -0,79
Xetrov72035614 pkhd1l1 100127831 Str.77145 160773818 BC155446 polycystic kidney and hepatic disease 1 (autosomal recessive)-like 1 protein-tyrosine kinase pkhdl1 XB-GENEPAGE-484384 XB-GENE-484385 Xl.79170 Pkhd1l1 192190 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,75 NA NA -0,56
Xetrov72035632 ccdc13 100489430 Str.56575 301619962 XM_002939312 NA NA NA XB-GENEPAGE-992947 XB-GENE-992948 Ccdc13 100502861 0 0 0 0 0 0 0 -1 0 0 0 NA -0,27 -1,31 NA -0,17 -0,69
Xetrov72035638 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,57 NA NA 2,15 NA NA
Xetrov72035649 vwde 100495432 301619355 XM_002939011 von Willebrand factor D and EGF domains Fibrillins and related proteins containing Ca2+-binding EGF-like domains XB-GENEPAGE-1217527 XB-GENE-1217528 Xl.47388 Vwde 232585 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,24 NA NA
Xetrov72035668 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,94 NA NA -0,88
Xetrov72035694 fam110b 100488510 Str.40407 301613311 XM_002936107 NA NA NA XB-GENEPAGE-961183 XB-GENE-961184 NA Fam110b 242297 0 0 0 0 0 0 0 1 0 0 0 0,01 -0,46 2,5 0,45 -0,43 0,43
Xetrov72035709 lrrd1 100490254 301610185 XM_002934594 NA NA NA XB-GENEPAGE-985409 XB-GENE-985410 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -3 NA NA -1,11
Xetrov72035725 polr2k 549263 Str.6978 213625559,213627178,56410042,62858104,77621361 BC170863,BC170861,CR926237,NM_001016509,CR761743 polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa RNA polymerase subunit abc10-alpha| rpabc4| rpb10alpha| rpb12| rpb7.0 XB-GENEPAGE-854168 XB-GENE-854169 Xl.7518,Xl.17403 Polr2k 17749 0 0 0 0 0 0 0 1 0 0 0 0,94 0,68 1,43 0,48 0,96 0,07
Xetrov72035752 nov 100494006 301617168 XM_002937973 nephroblastoma overexpressed gene von Willebrand factor and related coagulation proteins xnov XB-GENEPAGE-1013045 XB-GENE-1013046 Xl.1070 Nov 18133 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,42 NA NA -0,61
Xetrov72035785 reck 100486433 301619188 XM_002938937 NA NA NA XB-GENEPAGE-992358 XB-GENE-992359 Xl.79193 Reck 53614 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,22 NA NA 0,14
Xetrov72035797 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,35 NA NA 0,42
Xetrov72035802 cyp8b1 100488168 Str.40172 301619960 XM_002939305 NA NA NA XB-GENEPAGE-1007347 XB-GENE-1007348 Xl.25325 Cyp8b1 13124 0 0 0 0 0 0 0 -1 0 0 0 NA -0,62 -1,08 NA -0,29 -0,27
Xetrov72035817 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,24 -2,43 NA -0,06 -0,78
Xetrov72035823 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,46 1,75 NA 0,53 NA
Xetrov72035828 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,28 -1,9 NA -0,05 -1,35
Xetrov72035831 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,99 NA NA -1,09
Xetrov72035863 unknown NA NA NA NA NA NA NA NA NA Xl.74124 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -1,16
Xetrov72035914 rnf144b 100124330 Str.40828 213627385,213627799,77624096,112807414,165973413,163916568 BC171233,BC171231,CR942362,CU075370,NM_001113670,BC157659 ring finger 144B mediator of ubiquitin ligase activity ibrdc2 XB-GENEPAGE-1010810 XB-GENE-1010811 NA Rnf144b 218215 0 0 0 Rnf144b 0 0 0 -1 0 0 0 NA 0,48 -1,06 NA 1,14 -0,21
Xetrov72035923 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -1,23
Xetrov72035925 ropn1l 100158532 Str.64920 189230231,183986450 NM_001127968,BC166191 NA NA NA XB-GENEPAGE-945779 XB-GENE-945780 Xl.16544 Ropn1l 252967 0 0 0 0 0 0 0 -1 0 0 0 0,2 -0,37 -2,22 -0,48 -0,53 -0,74
Xetrov72035942 twsg1 448420 Str.1743 55742502,49522473 NM_001006747,BC075516 twisted gastrulation homolog 1 extracellular modulator of BMP activity tsg| twisted gastrulation| twsg XB-GENEPAGE-483444 XB-GENE-483445 Xl.502,Xl.778 Twsg1 65960 0 0 0 0 0 0 0 -1 0 0 0 0,63 0,12 -1,26 0,25 0,28 -0,12
Xetrov72035943 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 -0,52 -0,52 0,96 -0,67 -0,43 1,22
Xetrov72035990 slc38a3 594944 Str.66808 163916036,60618526,71896278 BC157222,BC090585,NM_001030377 NA NA NA XB-GENEPAGE-1003256 XB-GENE-1003257 Xl.56498 Slc38a3 76257 0 0 0 0 Slc38a3 0 0 -1 0 0 0 -0,17 NA -2,22 0,15 NA -0,77
Xetrov72035992 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,45 NA NA -0,69
Xetrov72035995 nod1 100488164 301616925 XM_002937854 NA NA NA XB-GENEPAGE-990765 XB-GENE-990766 NA Nod1 107607 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,22 NA NA -0,71
Xetrov72035999 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 -0,51 -0,3 0,9 -0,52 -0,25 1,18
Xetrov72036002 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,13 NA NA -0,81
Xetrov72036005 irx2 493475 Str.7073 56118565,51704168 NM_001008112,BC081317 iroquois homeobox 2 homeodomain transcription factor Xiro2|mgc89388 XB-GENEPAGE-480617 XB-GENE-480618 Xl.155 Irx2, 16372 0 0 0 0 0 0 0 1 0 0 0 0,31 0,37 1,72 0,82 0,22 0,34
Xetrov72036022 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,15 NA -1,56 0,23 NA 0
Xetrov72036041 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,3 NA NA NA
Xetrov72036059 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,05 3,6 NA -0,14 NA
Xetrov72036060 hepacam2 100490765 Str.49898 301610203 XM_002934597 NA NA NA XB-GENEPAGE-6043867 XB-GENE-6043868 NA Hepacam2 101202 0 0 0 0 0 1 0 -1 1 0 0 5,37 NA -2,24 5,58 NA -0,13
Xetrov72036062 NA NA NA NA NA NA NA NA NA Xl.32049 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,31 -0,15 -1,94 -0,48 -0,19 -0,64
Xetrov72036065 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,68 0,24 1,67 0,97 0,3 0,12
Xetrov72036103 ccne2 549021 Str.20470 77682403,213624315,77620828,213627741 NM_001016267,BC170930,CR761678,BC170932 cyclin E2 cell cycle regulator XB-GENEPAGE-923042 XB-GENE-923043 Xl.48005,Xl.2607 Ccne2 12448 0 0 0 0 0 0 0 1 0 0 0 -0,24 0,1 1,76 -0,47 0,17 0,43
Xetrov72036119 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,84 NA NA 6,62
Xetrov72036169 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,04 NA NA -1,04
Xetrov72036171 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,03 NA NA -0,59
Xetrov72036181 msrb2 548659 Str.15443 213624548,213624171,113197717,77624052,77681480 BC171252,BC170741,BC121263,CR926437,NM_001015905 NA NA NA XB-GENEPAGE-5732571 XB-GENE-5732572 Xl.72779 Msrb2 76467 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,08 NA NA -1,2
Xetrov72036211 fam188b 780771 Str.55558 118404689,111307786,110289731 NM_001079472,BC121261,CU025041 NA NA NA XB-GENEPAGE-6456866 XB-GENE-6456867 Xl.58584,Xl.14505 Fam188b 330323 0 0 0 0 0 0 0 -1 0 0 0 0,01 -0,02 -1,24 -0,13 -0,17 -0,49
Xetrov72036215 cyp3a5 100037874 Str.64486 148236708,134024328 NM_001097314,BC135164 NA NA NA XB-GENEPAGE-5821574 XB-GENE-5821575 Xl.18310 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,55 NA NA -0,23
Xetrov72036221 rbm6 100498473 Str.70870 301612353 XM_002935637 RNA binding motif protein 6 nucleic acid binding def3|def-3 XB-GENEPAGE-493946 XB-GENE-493947 Xl.83758 Rbm6 19654 0 0 0 0 0 0 0 1 0 0 0 -0,77 0,02 1,16 0,06 0,02 0,14
Xetrov72036226 tmem8b 100380140 Str.37800 301628671,161611856 XM_002943427,BC154727 NA NA NA XB-GENEPAGE-5943809 XB-GENE-5943810 NA Tmem8b 242409 0 0 0 0 0 0 0 1 0 0 1 -0,78 0,32 3,57 -0,51 0,45 2,52
Xetrov72036236 acss2.2 100492069 Str.59460 301616137 XM_002937472 NA NA NA XB-GENEPAGE-5916993 XB-GENE-5916994 Xl.47656 Acss2 60525 0 0 0 Acss2 0 0 0 -1 0 0 0 0,72 0,14 -1,09 0,58 0,24 -0,27
Xetrov72036240 c7orf57 100170423 Str.71041 194332750,187469397 NM_001130201,BC166964 NA NA NA XB-GENEPAGE-5935826 XB-GENE-5935827 Xl.17778 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,23 0,08 -1,37 -0,04 -0,05 -0,59
Xetrov72036244 cox4i2 549699 Str.14722 160773069,77621423,77682152 BC155001,CR761813,NM_001016945 NA NA NA XB-GENEPAGE-5872511 XB-GENE-5872512 Xl.23896 Cox4i2 84682 0 0 0 0 Cox4i2 1 0 0 1 0 0 2,61 0,99 NA 2,57 1,05 NA
Xetrov72036245 rgs20 100158614 Str.40151 189230355,183986353 NM_001128030,BC166331 NA NA NA XB-GENEPAGE-976968 XB-GENE-976969 Xl.48394 Rgs20 58175 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,71 0,79 NA 0,76
Xetrov72036264 NA NA NA NA NA NA NA NA NA Xl.13435,Xl.73899 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,11 -1,48 NA -0,58 -0,76
Xetrov72036269 NA NA NA NA NA NA NA NA NA Xl.26448 NA NA 0 0 0 0 0 0 0 1 0 0 1 NA -0,2 4,25 NA -0,05 2,96
Xetrov72036276 cep112 100135020 Str.43160 301627891,163937659 XM_002943054,BC155719 NA NA NA XB-GENEPAGE-6047287 XB-GENE-6047288 Xl.72116 Ccdc46 76380 0 0 0 0 0 0 0 -1 0 0 0 NA -0,53 -1,5 NA -0,1 -0,92
Xetrov72036277 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1,02 1,11 -0,04 2 1,01 -0,26
Xetrov72036278 axin2 100486504 301627893 XM_002943055 axin 2 (conductin, axil) G protein signaling regulator axil|xarp XB-GENEPAGE-493519 XB-GENE-493520 Xl.16177 Axin2 12006 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,32 NA NA
Xetrov72036288 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,63 NA NA -0,79
Xetrov72036329 clk2 496828 Str.65736 56788837,58332573 BC088525,NM_001011361 CDC-like kinase 2 dual specificity protein kinase XB-GENEPAGE-922500 XB-GENE-922501 Xl.70586,Xl.59152,Xl.8146,Xl.81536 Clk2 12748 0 0 0 0 0 0 0 1 0 0 0 0,05 -0,34 1,23 -0,08 -0,08 0,09
Xetrov72036368 dpp10 100127648 Str.82424 158253651,163914944 BC154081,NM_001112993 NA NA NA XB-GENEPAGE-5846743 XB-GENE-5846744 Xl.18036 Dpp10 269109 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,81 NA NA 1,53
Xetrov72036398 trpv5 100379874 Str.53232 325995190,112808068 NM_001199925,CU075837 NA NA NA XB-GENEPAGE-5943290 XB-GENE-5943291 Xl.69807 Trpv5 194352 0 0 0 0 0 0 0 -1 0 0 0 0,07 0,41 -1,26 -0,19 1,12 -0,33
Xetrov72036416 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 2,21 NA 0,4 2,31 NA 0,33
Xetrov72036417 cyb5d1 780076 Str.54051 114108026,118404709 BC123012,NM_001079152 NA NA NA XB-GENEPAGE-5897830 XB-GENE-5897831 Xl.49864 Cyb5d1 327951 0 0 0 0 Cyb5d1 0 0 -1 0 0 0 NA NA -1,89 NA NA -0,67
Xetrov72036435 chl1 100487760 Str.9389 301630631 XM_002944374 NA NA NA XB-GENEPAGE-6039078 XB-GENE-6039079 NA Chl1 12661 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,69 NA NA -0,67
Xetrov72036449 NA NA NA NA NA NA NA NA NA Xl.50997 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,07 NA NA -0,74
Xetrov72036450 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 -1 0 0 0 0 -0,36 -1,03 0,51 -0,59 -0,62 0,28
Xetrov72036457 crocc 100486658 Str.54808 301626930 XM_002942592 ciliary rootlet coiled-coil, rootletin Dystonin, GAS (Growth-arrest-specific protein), and related proteins XB-GENEPAGE-996806 XB-GENE-996807 Crocc 230872 0 0 0 0 Crocc 0 0 -1 0 0 0 -1,43 NA -1,81 -0,22 0,61 -0,88
Xetrov72036458 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,38 NA -2,17 0,2 NA -0,74
Xetrov72036480 prss8 549734 Str.25980 77622927,77682459 CR848351,NM_001016980 NA NA NA XB-GENEPAGE-5758111 XB-GENE-5758112 Xl.239 Prss8 76560 0 0 0 0 0 0 0 -1 0 0 0 0,02 0,31 -1,25 -0,14 0,21 -0,23
Xetrov72036515 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,13 NA NA -0,68
Xetrov72036522 ncoa1 100127189 Str.38495 163915046,159155955 NM_001112912,BC154683 nuclear receptor coactivator 1 aryl-hydrocarbon receptor nuclear translocator Xsrc1|bhlhe42|bhlhe74|src1|src-1|kat13a| rip160 XB-GENEPAGE-494348 XB-GENE-494349 Ncoa1 17977 0 0 0 0 0 0 0 -1 0 0 0 -0,49 -0,21 -1,03 0,15 -0,13 -0,3
Xetrov72036530 esco2 100158558 Str.57060 183986175,189230275 BC166227,NM_001127990 NA NA NA XB-GENEPAGE-5955288 XB-GENE-5955289 Xl.53541 Esco2 71988 0 0 0 0 0 0 0 1 0 0 0 -0,8 0,58 1,28 0,12 0,59 0,36
Xetrov72036532 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,14 -1,91 0,03 0,04 -0,6
Xetrov72036533 unknown NA NA NA NA NA NA NA NA NA Xl.14664 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,35 0,54 1,65 0,31 0,67 0,14
Xetrov72036536 efr3b 100491752 Str.73378 301628541 XM_002943364 NA NA NA XB-GENEPAGE-6033490 XB-GENE-6033491 NA Efr3b 668212 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,59 NA NA NA
Xetrov72036539 fam59b NA Str.34813 NA NA NA NA NA XB-GENEPAGE-5890900 XB-GENE-5890901 Xl.48680 Fam59b 242915 0 0 0 0 0 0 0 1 0 0 1 NA NA 7,85 NA NA 5,47
Xetrov72036558 unknown NA NA NA NA NA NA NA NA NA Xl.1017 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,91 NA NA -1,19
Xetrov72036559 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,12 -1,91 -0,06 0,02 -0,64
Xetrov72036564 efhc1 493468 Str.26775 51703981,59803951,56118501 BC081308,AY823390,NM_001008105 NA NA NA XB-GENEPAGE-1011236 XB-GENE-1011237 Xl.11087 Efhc1 71877 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,88 NA NA -0,79
Xetrov72036571 cyp2c19 100494598 Str.66019 301608085 XM_002933593 NA NA NA XB-GENEPAGE-6042530 XB-GENE-6042531 Xl.71344 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,69 NA NA -0,49
Xetrov72036573 unknown NA NA NA NA NA NA NA NA NA Xl.24403 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,18 0,13 -1,91 -0,11 0 -0,64
Xetrov72036577 unknown NA NA NA NA NA NA NA NA NA Xl.68773 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,41 -1,53 NA 0,09 -0,54
Xetrov72036578 chrna2 100495873 301623985 XM_002941246 NA NA NA XB-GENEPAGE-1013892 XB-GENE-1013893 NA Chrna2 110902 0 0 0 0 Chrna2 0 0 -1 0 0 0 -0,33 1,13 -1,16 -0,54 0,94 -0,21
Xetrov72036582 tfap2b 733930 Str.52058 170285327,77624149,113931323 BC161438,CR942421,NM_001045644 transcription factor AP-2 beta (activating enhancer binding protein 2 beta) transcription factor tfap2beta|ap-2b|ap2-b XB-GENEPAGE-485025 XB-GENE-485026 Xl.6155,Xl.17715 Tfap2b 21419 0 0 0 0 0 0 0 1 0 0 0 -0,05 0,43 2,94 0,19 0,5 0,11
Xetrov72036585 slc5a6 448188 Str.24523 54020879,49522065 NM_001005686,BC075109 NA NA NA XB-GENEPAGE-5737331 XB-GENE-5737332 Slc5a6 330064 0 0 0 0 Slc5a6 0 0 -1 0 0 0 -0,82 -0,22 -2,06 -0,4 -0,26 -0,57
Xetrov72036590 tdh NA NA NA NA NA NA XB-GENEPAGE-976743 XB-GENE-976744 Xl.78917,Xl.46970 ,Tdh 58865 0 0 0 0 0 0 0 -1 0 0 0 -0,2 -0,59 -1,28 -0,43 -0,51 -0,77
Xetrov72036594 gata4 549703 Str.45528 77681414,189442166,77620868 NM_001016949,BC167280,CR761720 GATA binding protein 4 zinc finger transcription factor xgata4|xGATA-4|gata-4 XB-GENEPAGE-487457 XB-GENE-487458 Xl.15267,Xl.1061,Xl.34905 Gata4 14463 0 0 0 0 0 0 0 -1 0 0 0 -1,41 NA -2,15 1,25 NA -1,18
Xetrov72036599 sox7 549080 Str.66419 213624261,77620768,77682280 BC170859,CR761431,NM_001016326 SRY (sex determining region Y)-box 7 HMG-box transcription factor xSox7 XB-GENEPAGE-488066 XB-GENE-488067 Xl.1241 Sox7 20680 0 0 0 0 Sox7 0 0 -1 0 0 0 -0,22 -0,5 -2,68 -0,15 -0,18 -0,95
Xetrov72036627 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,35 NA NA -1,2
Xetrov72036629 NA NA NA NA NA NA NA NA NA Xl.34032 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,11 NA NA NA
Xetrov72036687 cyp2a13 448207 Str.23394 52345661,49522294 NM_001004878,BC075265 NA NA NA XB-GENEPAGE-5892285 XB-GENE-5892286 Xl.9451 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,09 0,23 -1,59 -0,14 0,22 -0,55
Xetrov72036697 ptk2b 496459 Str.27426 58332323,54038644 NM_001011049,BC084174 PTK2B protein tyrosine kinase 2 beta serine/threonine kinase pkb|ptk|cakb| fak2|pyk2|cadtk| fadk2| raftk XB-GENEPAGE-489524 XB-GENE-489525 Ptk2b 19229 0 0 0 0 Ptk2b 0 0 -1 0 0 0 0,05 NA -1,27 0,37 NA -0,42
Xetrov72036702 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,36 -1,79 0,01 0,19 -0,52
Xetrov72036727 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 0 -1,72 -0,15 0,07 -0,62
Xetrov72036736 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,12 0 -1,76 -0,11 -0,03 -0,6
Xetrov72036780 paqr8 779873 Str.35269 113197703,118404207 BC121655,NM_001078951 NA NA NA XB-GENEPAGE-964787 XB-GENE-964788 Xl.23694 Paqr8 74229 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,68 NA NA -1,07
Xetrov72036816 arrdc1 100135252 Str.77310 166158006,163916341 NM_001113941,BC157526 arrestin domain containing 1 thioredoxin binding XB-GENEPAGE-486341 XB-GENE-486342 Xl.9953,Xl.78230 Arrdc1 215705 0 0 0 0 0 0 0 -1 0 0 0 -0,81 0 -1,12 0,08 -0,19 -0,25
Xetrov72036822 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 1,04 NA 3,47 1,44 1,11 2,76
Xetrov72036826 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,21 NA NA -0,43
Xetrov72036886 cdk16 100037876 Str.25532 148224569,134025965 NM_001097316,BC135168 NA NA NA XB-GENEPAGE-5856778 XB-GENE-5856779 Xl.55323,Xl.76975 Cdk16 18555 0 0 0 0 0 0 0 1 0 0 0 -0,16 -0,05 1,46 -0,11 -0,29 0,51
Xetrov72036893 lrrn1 100127637 Str.18325 163914926,158254008 NM_001112985,BC154066 leucine rich repeat neuronal 1 Ras suppressor protein (contains leucine-rich repeats) xnlrr-1|nlrr-1| figler3|nlrr-6|XlNLRR-6 XB-GENEPAGE-492889 XB-GENE-492890 Xl.24276,Xl.35408 Lrrn1 16979 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,07 NA NA NA
Xetrov72036952 gpr156 NA NA NA NA NA NA XB-GENEPAGE-962216 XB-GENE-962217 Xl.72323 Gpr156 239845 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,95
Xetrov72036956 fstl1 734081 Str.10997 77624339,113931543 CR942641,NM_001045756 follistatin-like 1 unknown, is an autoantigen associated with rheumatoid arthritis (NCBI) XB-GENEPAGE-853866 XB-GENE-853867 Xl.15858,Xl.3150,Xl.85683 Fstl1 14314 Xl.3150 0 0 0 0 0 0 1 1 1 0 2,08 2,21 1,57 3,48 2,85 0,83
Xetrov72036964 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,12 NA NA -1,06
Xetrov72036971 NA NA NA NA NA NA NA NA NA Xl.25518 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,63 0,32 -1,29 0,14 0,46 -0,3
Xetrov72036996 smarca4 496545 Str.64831 54038294,134023722,165973411,77620898,161612181 BC084531,BC135259,NM_001113662,CR761474,BC155670 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4 chromatin remodeling complex component BRG1|snf2|snf2-beta|swi2| rtps2|baf190|snf2l4|snf2l4|snf2lb|snf2b|X-brg1 XB-GENEPAGE-483982 XB-GENE-483983 Xl.7390,Xl.79927,Xl.82939 Smarca4 20586 0 0 0 0 0 0 0 1 0 0 0 -0,89 0,29 1,31 -0,15 0,16 0,36
Xetrov72037002 kank2 100495496 301627449 XM_002942843 NA NA NA XB-GENEPAGE-997066 XB-GENE-997067 Xl.16647 Kank2 235041 0 0 0 0 0 0 0 1 0 0 1 -0,46 -0,51 6,73 -0,34 -0,29 6,8
Xetrov72037018 pde4a 100488846 Str.59426 301620724 XM_002939671 NA NA NA XB-GENEPAGE-5789472 XB-GENE-5789473 Xl.17925 Pde4a 18577 0 0 0 0 0 0 0 -1 0 0 0 -0,27 -0,23 -1,03 -0,13 0,03 -0,11
Xetrov72037025 ap1m2 448603 Str.24534 55741917,49900219 NM_001006850,BC076939 NA NA NA XB-GENEPAGE-946862 XB-GENE-946863 Xl.72355,Xl.14635 Ap1m2 11768 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,18 -1,1 -0,54 -0,18 -0,24
Xetrov72037026 s1pr5 100145694 Str.2177 171846920,187607438 BC161459,NM_001127068 NA NA NA XB-GENEPAGE-5902380 XB-GENE-5902381 Xl.75787,Xl.9971 S1pr5 94226 0 0 0 0 0 0 1 1 0 1 0 0,7 1,28 2,98 -0,17 1,44 0,94
Xetrov72037058 boc 780199 Str.23690 116487908,118404453 BC125730,NM_001079274 Boc homolog cell adhesion brother of CDO XB-GENEPAGE-923397 XB-GENE-923398 Xl.2964,Xl.10228,Xl.79278 Boc 117606 0 0 0 0 0 0 0 1 0 0 0 -0,94 -0,42 2,46 -0,17 -0,26 -0,17
Xetrov72037083 NA NA NA NA NA NA NA NA NA Xl.14712 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -0,62
Xetrov72037101 c2orf70 100124944 Str.64609 134023994,156717627 BC135837,NM_001102884 NA NA NA XB-GENEPAGE-956072 XB-GENE-956073 Xl.6788,Xl.81315 1700001C02Rik 75434 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,73 NA NA -0,83
Xetrov72037132 cisd1 448057 Str.55542 52345525,49250504,76559569 NM_001004811,BC074579,CT027940 NA NA NA XB-GENEPAGE-973365 XB-GENE-973366 Xl.8356,Xl.73373,Xl.80804 Cisd1 52637 0 0 0 0 0 0 0 -1 0 0 0 0,42 -0,21 -1,09 -0,36 -0,31 -0,4
Xetrov72037175 asf1b 448404 Str.4526 52345851,49522611,77623313 NM_001004974,BC075495,CR848421 NA NA NA XB-GENEPAGE-1003004 XB-GENE-1003005 Xl.57985 Asf1b 66929 0 0 0 0 0 0 0 1 0 0 0 0,19 -0,11 1,8 -0,28 -0,18 0,47
Xetrov72037193 relt NA Str.63853 NA NA NA NA NA XB-GENEPAGE-6465554 XB-GENE-6465555 Relt 320100 0 0 0 0 0 0 0 1 0 0 0 -0,75 0,14 1,02 -0,24 0,6 0,59
Xetrov72037196 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,58 NA NA -0,91
Xetrov72037218 ptpn18 NA Str.40565 NA NA NA NA NA XB-GENEPAGE-5829020 XB-GENE-5829021 Xl.41538 Ptpn18 19253 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,08 NA NA -0,28
Xetrov72037232 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,46 0,06 -1,61 -0,12 0,07 -0,72
Xetrov72037263 lrrc61 100124864 Str.28789 134026043,156717503 BC135583,NM_001102822 NA NA NA XB-GENEPAGE-5793224 XB-GENE-5793225 NA Lrrc61 243371 0 0 0 0 0 0 0 -1 0 0 0 0,1 NA -1,39 -0,26 NA -0,7
Xetrov72037267 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,45 0,19 1,99 0,3 0,09 0,59
Xetrov72037280 gas7 100145655 Str.34731 187608092,170284758 NM_001127048,BC161426 NA NA NA XB-GENEPAGE-1012673 XB-GENE-1012674 Xl.24134 Gas7 14457 0 0 0 0 0 0 0 1 0 0 0 0,4 -0,28 1,4 1,11 -0,39 0,35
Xetrov72037299 hirip3 100135124 Str.55277 110292734,161611798,301623018 CU024933,BC155990,XM_002940773 HIRA interacting protein 3 XB-GENEPAGE-994947 XB-GENE-994948 Xl.68869,Xl.6147,Xl.78587 Hirip3 233876 0 0 0 0 0 0 0 1 0 0 0 -0,15 -0,06 1,66 -0,13 -0,06 0,23
Xetrov72037301 sez6l2 100151710 Str.70032 188528924,183986464 NM_001127416,BC166244 seizure related 6 homolog-like 2 procollagen C-endopeptidase XB-GENEPAGE-921455 XB-GENE-921456 Xl.51942 Sez6l2 233878 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,49 NA NA 7,04
Xetrov72037330 dnajc9 394914 Str.7329 45361438,39794527,77626527 NM_203965,BC064229,CR760461 NA NA NA XB-GENEPAGE-1012220 XB-GENE-1012221 Xl.44964 Dnajc9 108671 0 0 0 0 0 0 0 1 0 0 0 0,7 -0,76 2,71 -0,13 -0,4 NA
Xetrov72037357 kcnj15 100486399 301627158 XM_002942696 NA NA NA XB-GENEPAGE-5794035 XB-GENE-5794036 Xl.29882 Kcnj15 16516 0 0 0 0 0 0 0 -1 1 0 0 0,8 NA -1,44 1,73 NA -0,45
Xetrov72037375 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,6 0,2 -1,03 -0,13 0,18 -0,4
Xetrov72037376 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,15 NA NA NA
Xetrov72037377 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,95 0,55 -1,81 -0,38 0,59 -0,94
Xetrov72037400 NA NA NA NA NA NA NA NA NA Xl.24815,Xl.81167,Xl.81173,Xl.81348,Xl.84415 NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,7 NA NA
Xetrov72037404 myh3 448762 Str.71499 55742223,49523258 NM_001006914,BC075407 NA NA NA XB-GENEPAGE-989275 XB-GENE-989276 Xl.828,Xl.81193,Xl.84483 Myh3 17883 0 0 0 0 0 0 0 0 1 0 0 1,08 NA NA 2 NA NA
Xetrov72037412 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1,41 NA NA 2,44 NA NA
Xetrov72037424 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,51 -2,28 -0,32 -0,42 -1,78
Xetrov72037425 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,2 -0,44 -2,23 -0,48 -0,29 -1,98
Xetrov72037426 myh10 100158525 Str.54761 183985667,301615182 BC166177,XM_002937017 NA NA NA XB-GENEPAGE-5957387 XB-GENE-5957388 Xl.833,Xl.19506 Myh10 77579 0 0 0 0 0 0 0 1 0 0 0 -0,74 0,17 1,67 -0,22 0,06 -0,02
Xetrov72037434 rnf222 595023 Str.40874 60550949,71895964 BC091593,NM_001030464 NA NA NA XB-GENEPAGE-944917 XB-GENE-944918 Xl.25810 Rnf222 320040 0 0 0 0 0 0 0 -1 0 0 0 0,57 0,33 -1,28 0,05 0,48 -0,29
Xetrov72037444 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,32 NA NA NA
Xetrov72037446 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,48 NA NA -0,77
Xetrov72037447 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,44 0,99 -0,26 1,92 0,73 -0,13
Xetrov72037448 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,55 0,9 -0,21 1,93 0,69 -0,17
Xetrov72037450 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,3 0,19 -1,34 -0,98 0,1 -0,22
Xetrov72037459 smpd1 100487433 Str.69494 301628825 XM_002943500 NA NA NA XB-GENEPAGE-997693 XB-GENE-997694 Xl.73289 Smpd1 20597 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,12 NA NA -0,5
Xetrov72037463 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,96 NA NA NA
Xetrov72037477 has-rs NA NA NA NA NA NA XB-GENEPAGE-6462728 XB-GENE-12450674 Xl.23252,Xl.83594 NA NA 0 0 0 0 0 0 1 -1 0 0 0 0,76 1,12 -2,51 0,05 0,93 -0,87
Xetrov72037478 dpysl5 100496348 Str.43244 301626440 XM_002942353 NA NA NA XB-GENEPAGE-6073087 XB-GENE-6073088 Dpysl5 65254 0 0 0 0 0 0 0 1 0 0 1 NA -0,04 2,81 NA -0,03 2,42
Xetrov72037497 dnmt3a 100496503 301626438 XM_002942354 NA NA NA XB-GENEPAGE-959528 XB-GENE-959529 Dnmt3a 13435 0 0 0 0 0 0 0 -1 0 0 0 -1,23 -0,15 -1,25 -0,7 -0,18 -0,42
Xetrov72037535 menf.2 100485520 301631746 XM_002944911 mesendoderm nuclear factor, gene 2 E3 ubiquitin-protein ligase/Putative upstream regulatory element binding protein xmenf XB-GENEPAGE-5759488 XB-GENE-5759489 NA NA NA 0 0 0 0 0 0 1 0 0 1 0 0,35 3 NA 1,33 3,44 NA
Xetrov72037537 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 1 0 NA 2,42 NA 1,31 3,01 NA
Xetrov72037543 menf.1 100491313 301631004 XM_002944557 mesendoderm nuclear factor, gene 1 RRM domain xmenf XB-GENEPAGE-483353 XB-GENE-483354 Xl.7751 NA NA 0 Xl.7751 0 0 0 0 1 0 0 1 0 0,4 2,38 NA 1,36 2,81 NA
Xetrov72037546 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 1 NA NA 5,33 5,04 NA 4,83
Xetrov72037547 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 1 0 1 NA NA 5,64 3,54 NA 4,92
Xetrov72037550 NA NA NA NA NA NA NA NA NA Xl.15406 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,31 NA NA -1,22
Xetrov72037639 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,34 -0,19 -1,45 -0,4 -0,36 -0,86
Xetrov72037650 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA 0,34 NA 2 NA NA
Xetrov72037656 NA NA NA NA NA NA NA NA NA Xl.80151 NA NA 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,86 2,89 NA NA
Xetrov72037682 pclo 100494439 Str.60332 301611562 XM_002935257 NA NA NA XB-GENEPAGE-6040102 XB-GENE-6040103 NA Pclo 26875 0 0 0 0 Pclo 0 0 1 0 0 1 -0,84 0,07 2,72 -0,3 0,09 2,14
Xetrov72037685 fat2 NA NA NA NA NA NA XB-GENEPAGE-6043878 XB-GENE-6043879 NA Fat2 245827 0 0 0 0 0 0 0 -1 0 0 0 0,12 NA -1,09 0,22 NA -0,38
Xetrov72037687 reln 100192371 Str.37626 197246669,212549596 BC168471,NM_001137612 reelin Teneurin-1 and related extracellular matrix proteins, contain EGF-like repeats reelin XB-GENEPAGE-982842 XB-GENE-982843 Xl.8611 Reln 19699 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,4 NA NA NA
Xetrov72037689 dmxl2 100145665 Str.60267 118341320,307078147 BC127555,NM_001127055 NA NA NA XB-GENEPAGE-1004081 XB-GENE-1004082 Xl.70867 Dmxl2 235380 0 0 0 0 0 0 0 1 0 0 0 -0,57 -0,19 1,02 -0,33 -0,18 0,61
Xetrov72037692 fbn1 100490545 Str.74526 301614263 XM_002936569 NA NA NA XB-GENEPAGE-954189 XB-GENE-954190 ,Xl.4758 Fbn1 14118 0 0 0 0 0 0 0 0 1 0 0 1 0,9 -0,35 3,38 1,04 -0,32
Xetrov72037693 flnc 100329116 Str.53130 301604495,301604487,301604491,301604493,163644345,301604489 XM_002931842,XM_002931838,XM_002931840,XM_002931841,BC155419,XM_002931839 filamin C, gamma actin-binding cytoskeleton protein XB-GENEPAGE-493578 XB-GENE-493579 Xl.52831,Xl.68845,Xl.85137 Flnc 68794 0 0 0 0 0 0 0 0 1 0 0 0,62 0,42 0,13 2,29 0,13 -0,05
Xetrov72037706 notch3 100494244 Str.75991 301624476 XM_002941485 NA NA NA XB-GENEPAGE-6450007 XB-GENE-6450008 ,Xl.44893 Notch3 18131 0 0 0 0 0 0 0 1 1 0 0 -0,3 0,31 1,8 1,1 -0,06 0,2
Xetrov72037714 ankrd26 100379673 Str.72793 301610948,163937679 XM_002934958,BC155712 NA NA NA XB-GENEPAGE-6044144 XB-GENE-6044145 Xl.61442,Xl.57873,Xl.73881 Ankrd26 232339 0 0 0 Ankrd26 0 0 0 -1 0 0 0 -0,46 -0,09 -1,2 -0,35 -0,1 -0,76
Xetrov72037754 kiaa1549 NA NA NA NA NA NA XB-GENEPAGE-6257827 XB-GENE-6257828 NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -1,15 -0,1 1,69 -0,57 -0,07 0,23
Xetrov72037759 dock4 100490130 301606501 XM_002932824 dedicator of cytokinesis 4 signaling protein XB-GENEPAGE-489777 XB-GENE-489778 Xl.66493 Dock4 238130 0 0 0 0 0 0 0 1 0 0 0 -0,54 -0,72 1,54 -0,31 -0,4 0,64
Xetrov72037772 pcdhga3 100316918 Str.43251 281427363,134023862 NM_001170512,BC135530 NA NA NA XB-GENEPAGE-6460372 XB-GENE-6460373 Xl.29868,Xl.61358 Pcdhgc4,Pcdhgb6,Pcdhga12,Pcdhga3,Pcdhgc5,Pcdhga9,Pcdhga11,Pcdhga8,Pcdhgc3 93711 0 0 0 0 0 0 0 1 0 0 0 0,04 0,23 2,62 0,4 0,36 0,79
Xetrov72037776 arid2 100486517 Str.25130 301606474 XM_002932805 AT rich interactive domain 2 (ARID, RFX-like) nucleic acid binding XB-GENEPAGE-6070949 XB-GENE-6070950 Xl.52072,Xl.62645,Xl.76316,Xl.78444 Arid2 77044 0 0 0 0 0 0 0 1 0 0 0 -0,57 0,01 1,6 -0,22 0,11 0,12
Xetrov72037788 lamb1 100495516 Str.65152 301607116 XM_002933094 NA NA NA XB-GENEPAGE-1011013 XB-GENE-1011014 Xl.80081,Xl.6592 Lamb1 16777 0 0 0 0 0 0 0 0 1 0 0 0,37 0,23 0,96 1,14 0,05 0,15
Xetrov72037796 celsr1 100038051 Str.55418 116248051,301605223 EF012769,XM_002932203 cadherin, EGF LAG seven-pass G-type receptor 1 signal transduction (flamingo subfamily of cadherins) me2| fmi2|cdhf9|hfmi2| flamingo 2 XB-GENEPAGE-853454 XB-GENE-853455 Xl.47038,Xl.79870,Xl.84774 Celsr1 12614 0 0 0 0 0 0 0 0 0 1 0 -0,38 0,85 -0,12 -0,02 1,17 0,06
Xetrov72037819 adamts7 100491770 Str.73723 301606780 XM_002932960 NA NA NA XB-GENEPAGE-6037433 XB-GENE-6037434 ,Xl.19945 Adamts7 108153 0 0 0 0 0 1 0 1 1 0 0 2,36 -0,29 2,01 5,64 -0,32 NA
Xetrov72037823 iqgap1 100127767 Str.76943 301605357,160773077 XM_002932266,BC155010 IQ motif containing GTPase activating protein 1 small GTPase mediated signal transduction XIQGAP1 XB-GENEPAGE-492062 XB-GENE-492063 Xl.25176,Xl.48430,Xl.58186 Iqgap1 29875 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,08 -1,08 -0,14 0,01 -0,16
Xetrov72037827 cttnbp2 100127854 Str.30876 77623049,301610944,187956672,116284098,160773619 CT030545,XM_002934968,BC166258,BC123956,BC155485 NA NA NA XB-GENEPAGE-985978 XB-GENE-985979 Xl.76476,Xl.23884 Cttnbp2 30785 0 0 0 0 0 0 0 1 0 0 0 -0,55 -0,22 1,45 -0,4 -0,28 0,25
Xetrov72037846 efcab6 100158626 Str.37459 301626619,183985769 XM_002942442,BC166350 NA NA NA XB-GENEPAGE-996671 XB-GENE-996672 Xl.32637 Efcab6 77627 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,18 -2,34 0,16 0,5 -0,72
Xetrov72037849 mybpc1 100487880 Str.31566 301614809 XM_002936838 myosin binding protein C, slow type Projectin/twitchin and related proteins XB-GENEPAGE-486400 XB-GENE-486401 Mybpc1 109272 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,43 NA NA NA
Xetrov72037858 lrriq1 100491703 301604042 XM_002931633 NA NA NA XB-GENEPAGE-6468254 XB-GENE-6468255 NA Lrriq1 74978 0 0 0 0 0 0 0 -1 0 0 0 -0,41 -0,98 -1,25 -0,64 -0,67 -0,95
Xetrov72037875 kif7 100124946 Str.11338 156717631,134025562 NM_001102886,BC135843 NA NA NA XB-GENEPAGE-6034961 XB-GENE-6034962 Xl.80264 Kif7 16576 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,39 1,64 -0,01 -0,36 0,39
Xetrov72037881 blm 100124311 Str.36587 77621796,301606794 CT025279,XM_002932953 Bloom syndrome, RecQ helicase-like ATP-dependent DNA helicase xBLM|Bloom syndrome XB-GENEPAGE-982560 XB-GENE-982561 Xl.706,Xl.77547 Blm 12144 0 0 0 0 0 0 0 1 0 0 0 -0,31 -0,66 1,24 -0,5 -0,56 -0,16
Xetrov72037882 thsd7b 100498151 301608827 XM_002933951 NA NA NA XB-GENEPAGE-6043657 XB-GENE-6043658 Xl.55797 Thsd7b 210417 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,94 0,23 NA NA
Xetrov72037887 fanci 100038061 Str.16195 301605306,77624233 XM_002932234,CR942520 NA NA NA XB-GENEPAGE-981362 XB-GENE-981363 Xl.85740 Fanci 208836 0 0 0 0 0 0 0 1 0 0 0 -0,17 -0,34 1,4 -0,16 -0,39 0,52
Xetrov72037916 igdcc4 100488057 Str.86338 301617966 XM_002938347 NA NA NA XB-GENEPAGE-991424 XB-GENE-991425 Xl.74286,Xl.8452 Igdcc4 56741 0 0 0 0 0 0 0 1 0 0 0 -0,73 -0,44 2,78 0,58 -0,29 NA
Xetrov72037920 cyfip2 100126215 Str.59332 158518457,158253653 NM_001110053,BC154082 cytoplasmic FMR1 interacting protein 2 p53 inducible protein PIR121 pir121 XB-GENEPAGE-922698 XB-GENE-922699 Xl.11884 Cyfip2 76884 0 0 0 0 Cyfip2 0 0 1 0 0 1 -0,31 0,06 2,23 0,2 0,08 1,26
Xetrov72037944 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 1 1,59 NA NA 2,45 NA 2,37
Xetrov72037994 srgap1 100485190 Str.49240 301624003,301624001 XM_002941252,XM_002941251 SLIT-ROBO Rho GTPase activating protein 1 Cdc42-interacting protein CIP4 ARHGAP13 XB-GENEPAGE-1013917 XB-GENE-1013918 Srgap1 117600 0 0 0 0 0 0 0 1 0 0 0 -0,13 -0,16 1,83 0,31 -0,15 0,71
Xetrov72037995 wdr72 100494443 Str.31112 301613798 XM_002936341 NA NA NA XB-GENEPAGE-1012343 XB-GENE-1012344 NA Wdr72 546144 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -0,2
Xetrov72037996 magi2 100101686 Str.60890 134024267,154147568 BC136221,NM_001100212 membrane associated guanylate kinase, WW and PDZ domain containing 2 protein tyrosine phosphatase aip1|arip1|sscam|s-scam|magi-2|acvrip1 XB-GENEPAGE-493688 XB-GENE-493689 Magi2 50791 0 0 0 0 0 0 0 1 0 0 0 -0,25 -0,17 1,49 -0,45 -0,14 NA
Xetrov72038001 iqsec3 100037838 Str.39792 301625497,124504604 XM_002941896,BC128616 NA NA NA XB-GENEPAGE-5902558 XB-GENE-5902559 Iqsec3 243621 0 0 0 0 0 0 0 1 0 0 0 0,47 NA 1,99 -0,07 NA 1,71
Xetrov72038005 secisbp2l 733798 Str.26790 282848155,189441924,77622301 NM_001170826,BC167330,CR762359 NA NA NA XB-GENEPAGE-988600 XB-GENE-988601 Xl.85176,Xl.13483 Secisbp2l 70354 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,35 -1,05 -0,47 -0,32 -0,29
Xetrov72038021 pcdh1 100124722 Str.66185 156717265,134026143,76559497 NM_001102705,BC135899,CT027868 protocadherin 1 cell adhesion axial protocadherin|axpc XB-GENEPAGE-983602 XB-GENE-983603 Xl.63092,Xl.12097 Pcdh1 75599 0 0 0 0 0 0 0 -1 0 0 0 -0,38 -0,25 -1,33 0,59 -0,13 -0,32
Xetrov72038028 rab11fip1 734108 Str.65124 112807648,62732585,134023868,156717221 CU075604,CR942770,BC135580,NM_001102683 NA NA NA XB-GENEPAGE-982592 XB-GENE-982593 Xl.47099,Xl.71465 Rab11fip1 75767 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,04 -1,14 -0,04 0,05 -0,23
Xetrov72038030 psd4 100486722 Str.61924 301605955 XM_002932570 pleckstrin and Sec7 domain containing 4 Guanine nucleotide exchange factor EFA6 XB-GENEPAGE-853488 XB-GENE-853489 ,Xl.1860 Psd4 215632 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,56 2,52 NA -0,4
Xetrov72038031 NA NA NA NA NA NA NA NA NA Xl.54284 NA NA 0 0 0 0 0 0 0 0 1 0 0 0,35 -0,2 -0,15 1,69 -0,19 0,1
Xetrov72038038 dis3l 780296 Str.52789 118403693,112418521 NM_001079367,BC121935 NA NA NA XB-GENEPAGE-1013177 XB-GENE-1013178 Xl.3437 Dis3l 213550 0 0 0 0 0 0 0 1 0 0 0 -0,08 -0,09 1,79 -0,09 -0,12 0,49
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Xetrov72038054 mapk8ip2 100036643 Str.56221 148233937,117558077 NM_001097201,BC127315 mitogen-activated protein kinase 8 interacting protein 2 Mitogen-activated protein kinase scaffold protein JIP XB-GENEPAGE-484341 XB-GENE-484342 Xl.17985,Xl.26282,Xl.73573 Mapk8ip2 60597 0 0 0 0 0 0 0 1 0 0 1 NA 0,06 2,1 NA 0,02 2,4
Xetrov72038067 kif19 100145702 Str.59922 171846814,187607687 BC161478,NM_001127076 NA NA NA XB-GENEPAGE-5954821 XB-GENE-5954822 Xl.23550 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,26 -1,88 NA -0,53 -0,9
Xetrov72038068 grip1 100485584 Str.21512 301616269 XM_002937538 glutamate receptor interacting protein 1 PDZ domain grip|xgrip1 XB-GENEPAGE-853010 XB-GENE-853011 Xl.47113 Grip1 74053 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,04 2,27 -0,28 -0,16 0,83
Xetrov72038071 kiaa1324l 100379878 Str.52693 77621916,301611550 CT025403,XM_002935245 NA NA NA XB-GENEPAGE-5954587 XB-GENE-5954588 Xl.51207,Xl.43317,Xl.53087,Xl.79201 NA NA 0 0 Xl.51207 0 0 0 0 -1 0 1 0 0,35 1,08 -1,5 0,31 1,55 -0,25
Xetrov72038078 bmp1 733960 Str.31360 113931377,77624223 NM_001045671,CR942509 bone morphogenetic protein 1 metallopeptidase bmp-1|xtld| tld| tolloid|xbmp1 XB-GENEPAGE-479190 XB-GENE-479191 Xl.314,Xl.1137 Bmp1 12153 0 0 0 0 0 0 0 1 0 0 0 -0,29 0,17 1,61 -0,15 -0,01 -0,22
Xetrov72038081 anpep 100492262 Str.57289 301605320 XM_002932257 NA NA NA XB-GENEPAGE-981368 XB-GENE-981369 Xl.12671,Xl.56772 Anpep 16790 0 0 0 0 ep 0 0 0 0 0 1 0,22 0,6 NA 0,29 0,83 1,97
Xetrov72038088 dennd2a 100485949 301624739 XM_002941613 NA NA NA XB-GENEPAGE-995764 XB-GENE-995765 Dennd2a 209773 0 0 0 0 0 0 0 1 0 0 0 -0,6 NA 2,23 0,35 NA 0,87
Xetrov72038102 stk10 780079 Str.37405 118404679,114107625 NM_001079155,BC123019 serine/threonine kinase 10 Ste20-like serine/threonine protein kinase xPlkk1|polo-like kinase kinase 1 XB-GENEPAGE-494455 XB-GENE-494456 Xl.425,Xl.68550,Xl.83948 Stk10 20868 0 0 0 0 0 0 0 -1 0 0 0 -0,05 -0,11 -1,07 -0,11 -0,19 -0,41
Xetrov72038105 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,87 NA NA 1,35
Xetrov72038145 hkdc1 100485269 Str.68658 301611654 XM_002935301 NA NA NA XB-GENEPAGE-1002856 XB-GENE-1002857 Xl.73891 Hkdc1 216019 0 0 0 0 0 0 0 -1 0 0 0 0,38 0,76 -1,09 0,75 1,31 -0,1
Xetrov72038146 hk2 100145699 Str.18812 187607590,171846806 NM_001127073,BC161474 NA NA NA XB-GENEPAGE-5817380 XB-GENE-5817381 Xl.77897,Xl.14870,Xl.83203 Hk2 15277 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,03 -1,68 -0,35 -0,18 -0,29
Xetrov72038147 pdzrn4 100487445 301606489 XM_002932810 NA NA NA XB-GENEPAGE-982351 XB-GENE-982352 NA Pdzrn4 239618 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,36 1,81 NA 2,92
Xetrov72038148 adam19 677730 Str.52121 88810159,90968579 DQ393789,NM_001040016 ADAM metallopeptidase domain 19 Meltrins, fertilins and related Zn-dependent metalloproteinases of the ADAMs family mltnb| fksg34|maddam XB-GENEPAGE-993484 XB-GENE-993485 Xl.84679 Adam19 11492 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,9 NA NA
Xetrov72038155 frmd4a 733886 Str.4039 77623623,301611541 CR926200,XM_002935243 NA NA NA XB-GENEPAGE-5922924 XB-GENE-5922925 Xl.52164,Xl.81554 Frmd4a 209630 0 0 0 0 0 0 0 1 0 0 0 0,12 0,86 1,24 0,54 0,89 0,35
Xetrov72038157 parp12 100327239 Str.27710 77623605,301627065 CR926180,XM_002942655 poly (ADP-ribose) polymerase family, member 12 Ankyrin zc3h1|mst109|mstp109|zc3hdc1 XB-GENEPAGE-5995485 XB-GENE-5995486 Xl.49601,Xl.12414,Xl.80253,Xl.82600 Parp12 243771 0 0 0 0 0 0 0 -1 0 0 0 -0,7 0,06 -1,4 -0,57 -0,22 -0,23
Xetrov72038165 ddx11 493192 Str.8297 110645340,51258192,282848157,197246716 BC118717,BC079952,NM_001170825,BC168601 NA NA NA XB-GENEPAGE-969934 XB-GENE-969935 Xl.71318 Ddx11 320209 0 0 0 Ddx11 0 0 0 1 0 0 0 -0,08 -0,29 1,28 -0,42 -0,32 0,08
Xetrov72038180 aldh18a1 550060 Str.6782 116284101,77681601,77623716 BC123965,NM_001017306,CR855539 NA NA NA XB-GENEPAGE-5765544 XB-GENE-5765545 Xl.7203 Aldh18a1 56454 0 0 0 Aldh18a1 0 0 0 1 0 0 0 -0,3 -1,2 1,4 -0,48 -0,7 0,26
Xetrov72038192 e2f7 100485885 301612357 XM_002935638 E2F transcription factor 7 transcription factor involved in control of cell cycle progression XB-GENEPAGE-1018444 XB-GENE-1018445 Xl.16369,Xl.18638,Xl.63694,Xl.79587,Xl.80075 E2f7 52679 0 0 0 0 0 0 0 1 0 0 0 0 0,06 1,37 0,07 0,19 -0,17
Xetrov72038195 prickle1 549693 Str.1773 62732386,195539945,71043661 CR761986,BC167911,NM_001016939 prickle homolog 1 nuclear receptor, may be a negative regulator of the Wnt/beta-catenin signaling pathway [Entrez] prickle|XPk XB-GENEPAGE-486940 XB-GENE-486941 Xl.7556,Xl.12111 Prickle1 106042 0 0 Xl.7556 0 0 0 0 0 1 0 0 0,71 0,95 0,54 1,11 0,56 -0,42
Xetrov72038211 iqub 734104 Str.53194 301625371,77624439 XM_002941829,CR942761 NA NA NA XB-GENEPAGE-6046686 XB-GENE-6046687 Xl.16226 Iqub 214704 0 0 0 0 0 0 0 -1 0 0 0 NA 0,07 -2,79 NA NA -0,98
Xetrov72038229 sema4c 100486259 Str.66892 301605935 XM_002932567 sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4C Semaphorins XB-GENEPAGE-856518 XB-GENE-856519 Xl.78283,Xl.50881,Xl.71761 Sema4c 20353 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,23 1,05 -0,39 0,16 0,38
Xetrov72038237 lgr5 100486389 Str.85425 301621771 XM_002940173 NA NA NA XB-GENEPAGE-994090 XB-GENE-994091 Xl.86800 Lgr5 14160 0 0 0 0 0 0 0 -1 0 0 0 -0,63 -0,4 -1,46 -0,31 -0,06 -0,62
Xetrov72038247 jakmip2 100490604 Str.26452 301614545 XM_002936708 NA NA NA XB-GENEPAGE-6039513 XB-GENE-6039514 Xl.8504 Jakmip2 76217 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,52 NA NA 2,54
Xetrov72038248 lrguk 100492151 301604516 XM_002931868 NA NA NA XB-GENEPAGE-980581 XB-GENE-980582 NA Lrguk 74354 0 0 0 0 0 0 0 -1 0 0 0 0,03 0,02 -1,23 0,09 0,03 -0,43
Xetrov72038249 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,3 NA NA NA
Xetrov72038255 nell2 100037839 Str.62624 148235874,124504227 NM_001097285,BC128627 NEL-like 2 cytoplasmic protein with epidermal growth factor-like repeats mgc53340 XB-GENEPAGE-852640 XB-GENE-852641 Xl.17910,Xl.17781 Nell2 54003 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,61 NA NA 1,57
Xetrov72038257 fgfr1 548648 Str.48478 134025507,134085360,56410055,56410258 BC135670,NM_001015894,CR926250,CR759996 fibroblast growth factor receptor 1 receptor tyrosine kinase X1FGFR| flt-2|cek| flg|ogd|XFGFR-1| flt2|xfgfr1| flt2|kal2|bfgfr| fgfr-1 XB-GENEPAGE-1018553 XB-GENE-1018554 Xl.2751,Xl.34918,Xl.6480,Xl.77295,Xl.80214,Xl.82753 Fgfr1 14182 0 0 0 0 0 0 0 1 0 0 1 -0,16 -0,12 3,03 0,28 -0,28 1,03
Xetrov72038258 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,91 NA NA NA
Xetrov72038266 gria1 100127569 Str.82741 301624489,301624487,157423485 XM_002941490,XM_002941489,BC153332 NA NA NA XB-GENEPAGE-995620 XB-GENE-995621 Xl.85709,Xl.85290,Xl.8888 Gria1 14799 0 0 0 0 0 0 0 1 0 0 0 NA -0,06 5,47 NA -0,4 NA
Xetrov72038274 unc5a 100492616 Str.35258 134025623,301615044,350529429 BC136026,XM_002936947,NM_001100204 unc-5 homolog A Netrin transmembrane receptor unc-5 unc5h1 XB-GENEPAGE-923411 XB-GENE-923412 NA Unc5a 107448 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,7 1,84 NA 2,49
Xetrov72038286 vezt 734067 Str.11013 77624190,113931519,140833148 CR942466,NM_001045743,BC136189 NA NA NA XB-GENEPAGE-1015452 XB-GENE-1015453 Xl.9787 Vezt 215008 0 0 0 0 0 0 0 1 0 0 0 -0,37 -0,59 1,06 -0,42 -0,45 0,22
Xetrov72038287 ccdc146 100496606 Str.49333 301607074 XM_002933100 NA NA NA XB-GENEPAGE-6050177 XB-GENE-6050178 Xl.15115 Ccdc146 75172 0 0 0 0 0 0 0 -1 0 0 0 NA -0,27 -2,35 NA -0,27 -0,78
Xetrov72038300 slc26a4 779605 Str.55619 165973365,112808120,163916148,116487488,213625626 NM_001113663,CU075889,BC157508,BC125778,BC171001 solute carrier family 26, member 4 sulfate transporter pendrin|eva|pds|dfnb4| tdh2b XB-GENEPAGE-950379 XB-GENE-950380 Xl.14481,Xl.48171 Slc26a4 23985 0 0 0 0 0 0 0 -1 0 0 0 0,36 NA -2,92 1,01 NA -0,69
Xetrov72038303 arhgef37 100490262 301614541 XM_002936706 NA NA NA XB-GENEPAGE-988764 XB-GENE-988765 Xl.9716 Arhgef37 328967 0 0 0 0 0 0 0 -1 0 0 0 -0,32 -0,39 -1,03 -0,41 -0,51 -0,12
Xetrov72038308 NA NA NA NA NA NA NA NA NA Xl.52095,Xl.72799 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,11 -1,78 0,03 0,08 -0,85
Xetrov72038315 ttll13 100492422 Str.69565 301605326 XM_002932258 tubulin tyrosine ligase-like family, member 13 tubulin-tyrosine ligase-related protein XB-GENEPAGE-488959 XB-GENE-488960 Xl.13265 Ttll13 269954 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,65 NA NA -0,91
Xetrov72038316 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,74 -0,33 -1,33 0,71 -0,08 -0,78
Xetrov72038322 afap1l1 100038220 Str.54831 112808021,301619545 CU075790,XM_002939106 actin filament associated protein 1-like 1 Dystonin, GAS (Growth-arrest-specific protein), and related proteins flj36748 XB-GENEPAGE-490386 XB-GENE-490387 Xl.66355,Xl.47966 Afap1l1 106877 0 0 0 0 0 0 0 1 0 0 0 0,38 NA 2,2 0,61 NA 0,13
Xetrov72038339 skor1 100491438 Str.40049 301606765 XM_002932958 NA NA NA XB-GENEPAGE-877132 XB-GENE-877133 NA Skor1 207667 0 0 0 0 0 0 0 1 0 0 0 -0,13 -0,41 7,37 0,2 -0,42 NA
Xetrov72038340 NA NA NA NA NA NA NA NA NA Xl.71439 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,65 -0,66 1,17 -0,45 -0,32 -0,22
Xetrov72038345 sema3a 100494110 Str.37925 301611558 XM_002935255 sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3A Semaphorins Sema 3A XB-GENEPAGE-966368 XB-GENE-966369 Xl.19183,Xl.52279 Sema3a 20346 0 0 0 0 0 0 0 1 0 0 0 -0,19 -0,26 1,74 -0,38 -0,33 NA
Xetrov72038353 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -0,8
Xetrov72038354 c10orf47 100036636 Str.31750 148232003,117558069 NM_001097195,BC127303 NA NA NA XB-GENEPAGE-6457920 XB-GENE-6457921 ,Xl.10727 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,37 -1,04 -0,56 -0,31 -0,2
Xetrov72038358 abcd2 NA NA NA NA NA NA XB-GENEPAGE-6467267 XB-GENE-6467268 NA Abcd2 26874 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,94 NA NA 2,51
Xetrov72038364 anxa6 779574 Str.72137 301615691,115291952 XM_002937259,BC122082 NA NA NA XB-GENEPAGE-989740 XB-GENE-989741 Xl.13585 Anxa6 11749 0 0 0 0 Anxa6 0 0 1 0 0 1 NA NA 4,12 NA NA 2,36
Xetrov72038366 mdm1 100170484 Str.36315 189442200,194332468 BC167396,NM_001130267 NA NA NA XB-GENEPAGE-991705 XB-GENE-991706 Xl.7547 Mdm1 17245 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,12 -1,3 -0,12 -0,22 -0,59
Xetrov72038370 add2 100125042 Str.58864 134024524,156717785 BC136119,NM_001102963 NA NA NA XB-GENEPAGE-986534 XB-GENE-986535 NA Add2 11519 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2 NA NA -0,44
Xetrov72038379 furin 100327238 Str.57660 77626480,301605330 CR760408,XM_002932241 furin (paired basic amino acid cleaving enzyme) proprotein convertase spc1|PACE|xfurin XB-GENEPAGE-999034 XB-GENE-999035 Xl.76979,Xl.6432,Xl.788 Furin 18550 0 0 0 0 0 0 0 -1 0 0 0 -0,35 -0,29 -1,06 -0,22 -0,24 -0,04
Xetrov72038380 sema3e 100494277 Str.21076 301611560 XM_002935256 sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3E Semaphorins XB-GENEPAGE-922951 XB-GENE-922952 Sema3e 20349 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,72 NA NA NA
Xetrov72038386 sv2b 100497731 301607529 XM_002933309 NA NA NA XB-GENEPAGE-6041858 XB-GENE-6041859 NA Sv2b 64176 0 0 0 0 0 0 0 1 0 0 1 NA -0,11 7,76 NA 0,16 7,13
Xetrov72038394 lrrn3 779981 Str.54032 115292129,118405059 BC121979,NM_001079058 leucine rich repeat neuronal 3 Extracellular matrix protein slit, contains leucine-rich and EGF-like repeats XB-GENEPAGE-490954 XB-GENE-490955 NA Lrrn3 16981 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,46 4,6 NA NA
Xetrov72038416 hgf 100495840 Str.58617 301607062 XM_002933096 hepatocyte growth factor (hepapoietin A; scatter factor) Trypsin XB-GENEPAGE-999991 XB-GENE-999992 Hgf 15234 0 0 0 0 0 0 0 -1 0 0 0 2,27 NA -1,73 1,22 NA -0,56
Xetrov72038420 ccdc41 100145346 Str.19384 169642371,187607178 BC160570,NM_001126818 NA NA NA XB-GENEPAGE-952838 XB-GENE-952839 Xl.32598,Xl.47019 Ccdc41 77048 0 0 0 0 0 0 0 -1 0 0 0 -0,06 -0,22 -2,08 -0,3 -0,27 -0,91
Xetrov72038430 NA NA NA NA NA NA NA NA NA Xl.16650 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,21 -0,42 2,91 -0,15 -0,23 NA
Xetrov72038431 slc20a1 594956 Str.65577 60618397,71896224 BC090608,NM_001030397 solute carrier family 20 (phosphate transporter), member 1 Na+/Pi symporter pit1|Glvr-1 XB-GENEPAGE-482939 XB-GENE-482940 Xl.13453,Xl.25612 Slc20a1 20515 0 0 0 0 0 0 0 1 0 0 0 -0,17 -0,5 1,3 -0,38 -0,43 0,22
Xetrov72038443 gfpt2 550089 Str.4541 169642665,77682454,77623395 BC160581,NM_001017335,CR848506 NA NA NA XB-GENEPAGE-942489 XB-GENE-942490 Xl.6748 Gfpt2 14584 0 0 0 0 0 0 0 -1 0 0 0 -0,21 NA -1,13 -0,38 0,99 0,22
Xetrov72038446 atp6v0a4 100135019 Str.51369 163916576,165973403,76559555 BC157677,NM_001113690,CT027926 ATPase, H+ transporting, lysosomal V0 subunit a4 vacuolar proton translocating ATPase component XB-GENEPAGE-493196 XB-GENE-493197 Xl.2715 Atp6v0a4 140494 0 0 0 0 0 0 0 -1 0 0 0 NA -0,29 -2,1 NA -0,24 -0,27
Xetrov72038447 prtg 100496178 Str.76874 301621931 XM_002940254 protogenin Receptor mediating netrin-dependent axon guidance protogenin| igdcc5 XB-GENEPAGE-922462 XB-GENE-922463 NA Prtg 235472 0 0 0 0 0 0 0 1 0 0 0 NA -0,57 1,8 NA -0,3 -0,16
Xetrov72038452 znf710 100488876 Str.38157 301605322 XM_002932238 zinc finger protein 710 zinc finger, C2H2 type XB-GENEPAGE-981398 XB-GENE-981399 ,Xl.11279,Xl.69948,Xl.79171 Zfp710 209225 0 0 0 0 0 0 0 1 0 0 0 -0,19 -0,32 1,22 -0,28 -0,34 0,27
Xetrov72038460 tacc1 100380048 Str.55482 77622521,301606407 CT030277,XM_002932784 NA NA NA XB-GENEPAGE-982229 XB-GENE-982230 ,Xl.12790 Tacc1 320165 0 0 0 0 Tacc1 0 0 0 1 0 0 0,1 0,42 0,42 1,21 0,49 0,59
Xetrov72038475 hal.1 100145719 Str.8337 171846824,189441845,183985987,112808025,187608162 BC161526,BC167682,BC166298,CU075794,NM_001127093 histidine ammonia-lyase, gene 1 histidine catabolic enzyme xhal|histidine ammonia-lyase|hstd XB-GENEPAGE-5808158 XB-GENE-5808159 Xl.2256 Hal 15109 0 0 0 0 0 0 0 0 0 1 0 0,76 0,67 -0,55 0,44 1,45 -0,59
Xetrov72038476 dbn1 733967 Str.48183 116284248,183985637,113931385,77624234 BC123921,BC166137,NM_001045677,CR942521 NA NA NA XB-GENEPAGE-961392 XB-GENE-961393 Xl.49084,Xl.79703,Xl.81430,Xl.83096 Dbn1 56320 0 0 Xl.49084 0 0 0 0 1 0 0 1 0,83 0,07 4,97 0,53 -0,01 4,55
Xetrov72038484 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 1 0 0 NA NA -2,54 4,07 NA -0,5
Xetrov72038488 iqch 100491266 Str.37554 301606759 XM_002932957 NA NA NA XB-GENEPAGE-964400 XB-GENE-964401 Xl.13986 Iqch 78250 0 0 0 0 0 0 0 -1 0 0 0 -0,3 0,1 -2,79 -0,31 -0,08 -0,89
Xetrov72038527 foxp2 100101742 Str.39669 154147556,134025609 NM_001100252,BC135996 forkhead box P2 forkhead domain transcription factor xlFoxP2|spch1|cagh44| tnrc10 XB-GENEPAGE-482682 XB-GENE-482683 Xl.54023 Foxp2 114142 0 0 0 0 0 1 0 1 1 0 0 4,05 2,14 2,82 4,36 NA 1,07
Xetrov72038528 agbl3 NA Str.40181 NA NA NA NA NA XB-GENEPAGE-995569 XB-GENE-995570 Agbl3 76223 0 0 0 0 0 0 0 -1 0 0 0 -0,26 0,11 -2,02 0,25 -0,22 -0,72
Xetrov72038580 slc26a2.2 100494580 301628096 XM_002943150 solute carrier family 26 (sulfate transporter), member 2, gene 2 Sulfate/bicarbonate/oxalate exchanger SAT-1 and related transporters (SLC26 family) XB-GENEPAGE-1214886 XB-GENE-1214887 NA Slc26a2 13521 0 0 0 Slc26a2 0 0 0 -1 0 0 0 NA NA -2,74 NA NA 0
Xetrov72038587 tcf12 100188922 Str.55349 189571704,301621939,112807531 BC167649,XM_002940253,CU075487 transcription factor 12 (HTF4, helix-loop-helix transcription factors 4) helix-loop-helix transcription factor XB-GENEPAGE-5799693 XB-GENE-5799694 Xl.8165,Xl.23237 Tcf12 21406 0 0 0 0 0 0 0 1 0 0 0 -0,32 -0,17 1,27 0,16 -0,05 0,75
Xetrov72038590 slc6a13 780375 Str.43298 118404627,110645604 NM_001079445,BC118776 NA NA NA XB-GENEPAGE-5947896 XB-GENE-5947897 Xl.15558 Slc6a13 14412 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,09 1,04 NA 3,42
Xetrov72038607 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,81 NA NA NA
Xetrov72038626 dnai2 100158474 Str.78793 189230123,183986309 NM_001127914,BC166084 dynein, axonemal, intermediate chain 2 dynein ATPase XB-GENEPAGE-854693 XB-GENE-854694 Xl.53987 Dnaic2 432611 0 0 0 0 Dnaic2 0 0 -1 0 0 0 NA NA -2,09 NA NA -0,86
Xetrov72038634 net1 780346 Str.55262 350276163,116487379,77623067 NM_001079416,BC125701,CT030563 neuroepithelial cell transforming 1 Rho guanine nucleotide exchange factor xNET1|net1a|arhgef8 XB-GENEPAGE-487219 XB-GENE-487220 Xl.21928,Xl.6200 Net1 56349 0 0 0 0 0 0 0 -1 0 0 0 0,36 0,07 -1,2 0,57 0,09 -0,3
Xetrov72038642 NA NA NA NA NA NA NA NA NA Xl.4766,Xl.78311 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,55 2,45 1,13 -0,53 0,94
Xetrov72038650 arsi 100487216 301621595 XM_002940086 NA NA NA XB-GENEPAGE-6046189 XB-GENE-6046190 Arsi 545260 0 0 0 0 0 0 0 1 1 0 1 NA NA 7,02 4,46 NA 4,31
Xetrov72038653 ebf2 394808 Str.5050 45361244,38648989 NM_203869,BC063360 NA NA NA XB-GENEPAGE-971135 XB-GENE-971136 Xl.547,Xl.237,Xl.20491 Ebf2 13592 Xl.237 0 0 0 0 1 1 1 1 1 1 3,15 3,78 5,1 4,53 2,36 2,69
Xetrov72038656 grk6 100379796 Str.53201 301615065,77622535 XM_002936942,CT030291 NA NA NA XB-GENEPAGE-1004799 XB-GENE-1004800 Xl.31901,Xl.10881 Grk6 26385 0 0 0 0 0 0 0 -1 0 0 0 -0,11 -0,17 -1,16 -0,31 -0,12 -0,22
Xetrov72038662 dpysl2 100158561 Str.65428 189230281,183985711 NM_001127993,BC166232 NA NA NA XB-GENEPAGE-1010782 XB-GENE-1010783 Xl.3001,Xl.74170 Dpysl2 12934 0 0 0 0 0 0 0 1 0 0 0 -0,56 0,17 2,4 0,04 -0,11 0,97
Xetrov72038664 cerk NA Str.71648 NA NA NA NA NA XB-GENEPAGE-960159 XB-GENE-960160 Xl.66348,Xl.67473 Cerk 223753 0 0 0 0 Cerk 0 0 1 0 0 0 0,3 -0,34 1,36 0,09 -0,25 0,55
Xetrov72038665 dpysl3 448103 Str.2981 62732444,54020782,49250893 CR942629,NM_001005637,BC074633 NA NA NA XB-GENEPAGE-944728 XB-GENE-944729 Xl.5161,Xl.68131 Dpysl3 22240 0 Xl.68131 0 0 0 1 0 1 1 0 1 3,9 NA 7,77 3,59 NA 5,54
Xetrov72038666 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,45 -0,45 -1,09 0,39 -0,35 -0,39
Xetrov72038672 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,44 -1,2 -0,21 -0,46 -0,2
Xetrov72038684 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,49 3,35 NA -0,24
Xetrov72038702 nefl 100216135 Str.57184 195539678,301606010 BC168098,XM_002932582 neurofilament, light polypeptide intermediate filament XNF-L XB-GENEPAGE-492105 XB-GENE-492106 Xl.991,Xl.26236 Nefl 18039 0 0 0 0 0 0 0 1 0 0 1 NA 0,1 1,92 0,61 0,06 1,64
Xetrov72038705 slc22a4 394948 Str.4958 39794370,45361492,77623190 BC063904,NM_203992,CR855437 NA NA NA XB-GENEPAGE-5858685 XB-GENE-5858686 Xl.25648 Slc22a4 30805 0 0 0 0 Slc22a4 0 0 -1 0 0 0 -0,2 0,02 -2,5 -0,19 0,74 -0,55
Xetrov72038709 slc22a5 100486941 Str.85450 301609730 XM_002934364 solute carrier family 22 (organic cation/carnitine transporter), member 5 transmembrane solute exchange octn2 XB-GENEPAGE-484415 XB-GENE-484416 Xl.24327,Xl.79697 Slc22a5 20520 0 0 0 0 0 0 0 -1 0 0 0 -0,45 -0,09 -2,02 -0,32 0,02 -0,28
Xetrov72038710 ckap4 779872 Str.47017 111306258,110289781,118404209 BC121648,CU025091,NM_001078950 NA NA NA XB-GENEPAGE-5855799 XB-GENE-5855800 Xl.44616,Xl.44943 Ckap4 216197 0 0 0 0 0 0 0 -1 0 0 0 0,26 0,52 -1,09 -0,34 0,8 -0,3
Xetrov72038735 zp4 394445 Str.5107 45360956,77623574,25989463,166796380 NM_203523,CR926385,AY079192,BC159290 zona pellucida glycoprotein 4 vitelline envelope glycoprotein xlZPB|ZPB XB-GENEPAGE-989712 XB-GENE-989713 Xl.60049,Xl.1018,Xl.57144,Xl.77999 NA 664793 0 0 0 0 0 0 0 -1 0 0 0 0 -0,19 -1,35 -0,26 -0,23 -0,54
Xetrov72038789 NA NA NA NA NA NA NA NA NA Xl.82397 NA NA 0 0 0 0 0 0 0 0 0 1 0 0,58 0,48 -0,49 -0,12 1,33 0,88
Xetrov72038799 mex3b 100490923 301605369 XM_002932250 mex-3 homolog B ubiquitin-protein ligase rkhd3|mex-3b XB-GENEPAGE-5857374 XB-GENE-5857375 Xl.66116,Xl.6562 Mex3b 108797 0 0 0 0 0 0 0 1 0 0 0 -0,58 -0,73 2,71 0,19 -0,49 0,14
Xetrov72038814 tcp11l2 100145732 Str.42246 187608489,171846326 NM_001127106,BC161560 NA NA NA XB-GENEPAGE-988954 XB-GENE-988955 Xl.20084,Xl.60744,Xl.62763 Tcp11l2 216198 0 0 0 0 0 0 0 -1 0 0 0 0,24 -0,09 -1,04 -0,34 -0,04 -0,28
Xetrov72038821 ankdd1a 100489003 301617945 XM_002938353 NA NA NA XB-GENEPAGE-6045404 XB-GENE-6045405 Xl.11761 Ankdd1a 384945 0 0 0 0 0 0 0 -1 0 0 0 NA 0,33 -1,38 NA NA -0,02
Xetrov72038826 galnt10 779898 Str.52989 118404261,113197914 NM_001078976,BC121700 NA NA NA XB-GENEPAGE-1010671 XB-GENE-1010672 Xl.81263 Galnt10 171212 0 0 0 0 0 0 0 -1 0 0 0 0,14 -0,08 -1,27 0,03 0,04 -0,25
Xetrov72038874 mns1 100125104 Str.15871 77623284,82653433,162136018,134026255 CR848391,CT485779,NM_001103012,BC136246 NA NA NA XB-GENEPAGE-1008456 XB-GENE-1008457 Mns1 17427 0 0 0 0 0 0 0 -1 0 0 0 -0,3 -0,14 -1,88 -0,36 -0,13 -0,79
Xetrov72038876 egr1 100038164 Str.67770 148238254,134026133,77624199 NM_001097361,BC135806,CR942476 early growth response 1 zinc finger transcription factor Xegr-1|g0s30|ngfi-a| tis8|at225|znf225|krox-24|zif-268|egr-1 XB-GENEPAGE-853411 XB-GENE-853412 Xl.637,Xl.46707 Egr1 13653 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,77 -1,46 1,01 0,04 -0,9
Xetrov72038891 onecut1 100101763 Str.28071 154147601,134025772 NM_001100260,BC135775 one cut homeobox 1 homeodomain transcription factor hnf6|hnf-6 XB-GENEPAGE-480151 XB-GENE-480152 NA Onecut1 15379 0 0 0 0 0 0 0 1 1 0 0 NA NA 5,11 3,56 NA NA
Xetrov72038919 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,19 0,13 -2,14 0,16 0,37 -0,75
Xetrov72038922 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,15 NA NA 1,23
Xetrov72038970 fam154b 407955 Str.51885 47498071,45829837 NM_213717,BC068219 NA NA NA XB-GENEPAGE-1008143 XB-GENE-1008144 Xl.41899,Xl.59434 Fam154b 330577 0 0 0 0 0 0 0 -1 0 0 0 -0,15 -0,14 -1,84 -0,13 0,02 -0,85
Xetrov72038981 NA NA NA NA NA NA NA NA NA Xl.71334 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,03 2,07 NA 0,12 -0,11
Xetrov72038990 nif 448000 Str.13906 54606868,49250382,77626431 NM_001006106,BC074515,CR760353 low molecular weight neuronal intermediate filament cytoskeletal constituent CTDSPL|XNIF XB-GENEPAGE-876556 XB-GENE-876557 Xl.992 NA NA 0 0 0 0 0 0 0 1 0 0 1 0,47 0,68 3,63 0,87 0,73 2,23
Xetrov72038993 pax8 780226 Str.51436 116487492,284413689 BC125805,NM_001079301 paired box 8 paired box transcription factor pax-8|XPax-8|XPax8 XB-GENEPAGE-483692 XB-GENE-483693 Xl.2754,Xl.9880 Pax8 18510 0 0 0 0 0 0 0 1 0 0 0 NA NA 8,38 NA NA NA
Xetrov72039004 pold2 448271 Str.12411 49522344,54262197,77626908 BC075341,NM_001005794,CR760880 NA NA NA XB-GENEPAGE-999386 XB-GENE-999387 Xl.4169,Xl.75802 Pold2 18972 0 0 0 Pold2 0 0 0 1 0 0 0 0 -0,15 1,51 -0,14 -0,16 0,44
Xetrov72039006 fezf1 779918 Str.55601 112807409,112419237,118404313 CU075365,BC121869,NM_001078995 FEZ family zinc finger 1 zinc finger, C2H2 type fezf XB-GENEPAGE-985987 XB-GENE-985988 Xl.645,Xl.47819 Fezf1 73191 0 0 0 0 0 0 0 0 0 1 0 1,59 NA NA 1,58 2,84 NA
Xetrov72039007 scg3 100125084 Str.14123 301613786,156229893,134025704 XM_002936338,BC152024,BC136197 NA NA NA XB-GENEPAGE-966934 XB-GENE-966935 Xl.15 Scg3 20255 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,49 NA NA 6,86
Xetrov72039030 gata3 448391 Str.10665 52345845,49522443 NM_001004967,BC075479 GATA binding protein 3 zinc finger transcription factor XGATA3|XGATA-3|GATA-3 XB-GENEPAGE-485929 XB-GENE-485930 Xl.28002 Gata3 14462 0 0 0 0 0 0 1 0 1 1 0 0,38 3,36 -0,95 3,07 2,5 -0,27
Xetrov72039031 atp6ap1 NA NA NA NA NA NA NA NA NA Xl.24922,Xl.11114 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,61 NA -2,41 -0,06 NA -0,48
Xetrov72039050 tuba4a 407878 Str.84050 56410040,45709762,47497999,170285011,77626354 CR926235,BC067974,NM_213682,BC161264,CR760596 tubulin, alpha 4a microtubule component tuba1 XB-GENEPAGE-490054 XB-GENE-490055 Xl.74979,Xl.4641,Xl.84349 Tuba1a 22142 0 0 0 0 Tuba1a 0 0 -1 0 0 0 0,31 -0,08 -1,88 -0,19 -0,25 -0,78
Xetrov72039051 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,25 -2,58 0,09 -0,17 -0,99
Xetrov72039056 unknown NA NA NA NA NA NA NA NA NA Xl.57230,Xl.77423,Xl.77645,Xl.84329 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,3 -0,04 -1,8 -0,16 -0,2 -0,79
Xetrov72039058 rgma 394653 Str.1388 45360764,38174061,51965876 NM_203725,BC061329,CR760060 RGM domain family, member A repulsive guidance molecule A XB-GENEPAGE-876345 XB-GENE-876346 Xl.2582,Xl.85188 Rgma 244058 0 0 0 0 Rgma 0 1 1 0 0 0 0,3 1,06 2,7 0,35 0,74 0,88
Xetrov72039059 map2k5 549042 Str.18661 77620997,213627243,77681489,183980031 CR761577,BC170979,NM_001016288,BC161549 NA NA NA XB-GENEPAGE-960352 XB-GENE-960353 Xl.13316 Map2k5 23938 0 0 0 0 0 0 0 1 0 0 0 0,28 0,07 1,31 0 -0,12 0,11
Xetrov72039083 ccdc136 100216100 Str.21943 195539650,328447207 BC168037,NM_001199921 NA NA NA XB-GENEPAGE-5992990 XB-GENE-5992991 NA Ccdc136 232664 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,99 NA NA -1,01
Xetrov72039101 tex9 100379774 Str.66985 301621935,187960175 XM_002940256,BC166948 NA NA NA XB-GENEPAGE-994233 XB-GENE-994234 Tex9 21778 0 0 0 0 0 0 0 -1 0 0 0 0,35 0,04 -2,02 -0,13 0,07 -1,01
Xetrov72039126 NA NA NA NA NA NA NA NA NA Xl.16368 NA NA 0 0 0 0 0 1 0 0 1 0 0 2,23 0,51 0,36 2,65 1,29 -0,74
Xetrov72039135 efcab4b 100489322 301625287 XM_002941797 NA NA NA XB-GENEPAGE-6038601 XB-GENE-6038602 Efcab4b 381812 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,77
Xetrov72039137 syt1 100037879 Str.64489 110645677,134024322,301612361,156230544 BC118786,BC135176,XM_002935639,BC152061 NA NA NA XB-GENEPAGE-5752628 XB-GENE-5752629 Xl.52686 Syt1 20979 0 0 0 0 0 0 0 1 0 0 0 NA -0,84 4,72 NA -0,57 NA
Xetrov72039159 cpa1 497006 Str.68750 163915470,166795996,57033228 BC157306,NM_001114209,BC088897 NA NA NA XB-GENEPAGE-960031 XB-GENE-960032 Xl.73839,Xl.1965,Xl.58941,Xl.81380,Xl.82627 Cpa1 109697 0 0 0 0 Cpa1 0 0 0 1 0 0 NA NA NA 6,04 NA NA
Xetrov72039168 cpm 496721 Str.27781 58332235,56789057 NM_001011270,BC087979 NA NA NA XB-GENEPAGE-991712 XB-GENE-991713 NA Cpm 70574 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,2 2,58 NA 0,09
Xetrov72039182 plekha2 100170478 Str.38850 194332456,189441930 NM_001130261,BC167382 NA NA NA XB-GENEPAGE-999716 XB-GENE-999717 Xl.50038 Plekha2 83436 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,44 NA NA 0,05
Xetrov72039184 gfra3 100489971 Str.85542 301614840 XM_002936849 GDNF family receptor alpha 3 XB-GENEPAGE-988961 XB-GENE-988962 Xl.15742 Gfra3 14587 0 0 0 0 0 0 0 -1 1 0 1 NA NA -2,4 5,05 NA 1,44
Xetrov72039191 slc36a1 100492769 301605549 XM_002932374 NA NA NA XB-GENEPAGE-976344 XB-GENE-976345 Xl.2573,Xl.35388 Slc36a1 215335 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0 -1,02 0,03 -0,14 -0,16
Xetrov72039204 dyx1c1 496594 Str.27441 213627214,58332049,213624311,40747983 BC170927,NM_001011174,BC170925,AY428508 NA NA NA XB-GENEPAGE-959580 XB-GENE-959581 Xl.15925 Dyx1c1 67685 0 0 0 Dyx1c1 0 0 0 -1 0 0 0 0,31 -0,05 -1,67 -0,16 -0,01 -0,71
Xetrov72039211 celf2 100125022 Str.58514 134024251,156717753 BC136076,NM_001102947 NA NA NA XB-GENEPAGE-963639 XB-GENE-963640 Xl.85486,Xl.84895,Xl.1068 Celf2 14007 0 0 0 0 0 1 0 1 1 0 0 2,26 0,41 1,96 2,01 0,27 1,22
Xetrov72039214 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,12 NA NA -0,76
Xetrov72039216 nr2f2 100038039 Str.24375 166796000,110289740,163916020 NM_001114231,CU025050,BC157199 nuclear receptor subfamily 2, group F, member 2 steroid hormone receptor arp1|svp40|couptfb| tfcoup2|couptfii XB-GENEPAGE-482565 XB-GENE-482566 Xl.79042,Xl.14532,Xl.69900 Nr2f2 11819 0 0 0 0 0 0 0 1 1 0 0 0,89 NA 3,34 2,68 NA 0,4
Xetrov72039232 nodal1 549075 Str.26907 213624392,77620881,77681332 BC171037,CR761456,NM_001016321 nodal homolog 1 transforming growth factor beta and bone morphogenetic protein related protein nr1|Xnr-1|Xnr1|nodal-related 1, induction of axial mesoderm|nr1-a XB-GENEPAGE-487168 XB-GENE-487169 Xl.1037,Xl.85704 NA NA 0 0 0 0 0 1 0 0 1 0 0 2,81 NA NA 3,41 NA NA
Xetrov72039260 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,34 0,21 3,91 1,24 -0,2 NA
Xetrov72039278 ttll1 100495095 Str.40156 301625838 XM_002942063 tubulin tyrosine ligase-like family, member 1 protein modification XB-GENEPAGE-920806 XB-GENE-920807 Xl.56788 Ttll1 319953 0 0 0 0 0 0 0 -1 0 0 0 0,59 0,24 -1,87 0,94 -0,1 -0,67
Xetrov72039340 c20orf3 548386 Str.5073 58475861,301616273 BC090086,XM_002937540 NA NA NA XB-GENEPAGE-5754316 XB-GENE-5754317 Xl.7371 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,92 -0,26 0,01 2,62 -0,49 -0,69
Xetrov72039344 dusp6 733815 Str.10337 134085318,77622956,110645487,134025738 NM_001045578,CR848381,BC118778,BC135306 dual specificity phosphatase 6 MAP kinase phosphatase MAP kinase phosphatase|mkp3|pyst1 XB-GENEPAGE-978215 XB-GENE-978216 Xl.31935,Xl.49155,Xl.52935,Xl.80026 Dusp6 67603 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,86 1,08 -0,09 -0,62 0,2
Xetrov72039345 adra2a 780304 Str.54882 118403817,112419090 NM_001079375,BC121986 NA NA NA XB-GENEPAGE-877029 XB-GENE-877030 Adra2a 11551 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,03 NA NA
Xetrov72039359 tfec 100487610 Str.40434 301610937 XM_002934967 transcription factor EC helix-loop-helix transcription factor XB-GENEPAGE-986000 XB-GENE-986001 Xl.1385 Tfec 21426 0 0 0 0 0 0 0 -1 0 0 0 0,17 -0,23 -1,83 -0,74 -0,02 -0,32
Xetrov72039360 elmod3 780099 Str.53156 115312951,350276126 BC123922,NM_001079174 NA NA NA XB-GENEPAGE-999399 XB-GENE-999400 Xl.47178 Elmod3 232089 0 0 0 0 0 0 0 -1 0 0 0 0,02 -0,16 -1,25 -0,27 -0,19 -0,76
Xetrov72039370 foxi1 394546 Str.2357 45360552,38174712 NM_203618,BC061326 forkhead box I1 forkhead domain transcription factor foxi1a|FoxI1e|ectodermally-expressed mesendoderm antagon|Xema|Xfoxi1a|xfoxi1 XB-GENEPAGE-494124 XB-GENE-494125 Xl.20089 Foxi1 14233 0 0 0 0 0 0 0 -1 0 0 0 0,3 -0,38 -2,34 -0,68 0,04 -0,32
Xetrov72039397 foxi2 549298 Str.6457 213625616,213624350,77626791,189442473,77683018 BC170978,BC170976,CR760754,BC167316,NM_001016544 forkhead box I2 forkhead domain transcription factor XB-GENEPAGE-982121 XB-GENE-982122 Xl.10052,Xl.7242 Foxi2 270004 0 0 0 0 0 0 0 1 0 0 0 -0,47 -1 4,07 -0,93 -0,65 0,68
Xetrov72039414 mapk12 549834 Str.12075 77620909,195540152,77682416,126031803 CR761485,BC167997,NM_001017080,BC131830 mitogen-activated protein kinase 12 serine/threonine kinase Xp38gamma|SAPK3 protein kinase|sapk3 XB-GENEPAGE-485781 XB-GENE-485782 Xl.54880,Xl.79597,Xl.80773 Mapk12 29857 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,06 -1,11 -0,12 -0,07 -0,41
Xetrov72039428 wnt8a 549962 Str.15027 167614625,77626239,77682172 BC159012,CR760475,NM_001017208 wingless-type MMTV integration site family, member 8A secreted growth factor/developmental regulator wnt-8|Xwnt-8|Xwnt8|wnt8 XB-GENEPAGE-493705 XB-GENE-493706 Xl.49 Wnt8a 20890 0 0 0 0 0 0 0 1 0 0 0 -0,2 NA 2,63 -0,87 NA NA
Xetrov72039433 hapln3 548802 Str.11944 60552294,213624033,77682503,213624031,171847129,77622293 BC091610,BC170563,NM_001016048,BC170561,BC161517,CR762351 hyaluronan and proteoglycan link protein 3 Proteins containing Ca2+-binding EGF-like domains xhapln3 XB-GENEPAGE-5867354 XB-GENE-5867355 Xl.22996,Xl.12256,Xl.80013 Hapln3 67666 0 0 0 0 0 0 0 1 0 0 1 -0,17 0,17 3,35 -0,19 0,37 1,04
Xetrov72039470 ascl1 100490701 Str.44710 301631104 XM_002944602 achaete-scute complex homolog 1 HAND2 type transcription factor ash1|Xash1|Mash1 XB-GENEPAGE-1032966 XB-GENE-1032967 Xl.450,Xl.47609 Ascl1 17172 Xl.450 0 0 0 0 0 0 0 1 0 0 1,44 NA NA 2,03 NA NA
Xetrov72039474 twf1 496960 Str.37678 58332789,56972154 NM_001011469,BC088597 twinfilin, actin-binding protein, homolog 1 actin monomer binding ptk9 XB-GENEPAGE-489055 XB-GENE-489056 Xl.79142,Xl.58959 Twf1 19230 0 0 0 0 0 0 0 -1 0 0 0 0,19 0,08 -1,13 -0,01 0,04 -0,36
Xetrov72039482 cdhr5 NA Str.74468 NA NA NA NA NA XB-GENEPAGE-6460148 XB-GENE-6460149 Xl.48724,Xl.33908 Cdhr5 72040 0 0 0 0 0 1 0 0 1 0 0 4,14 NA NA 4,97 NA NA
Xetrov72039484 stk32a 100490429 301614543 XM_002936707 serine/threonine kinase 32A serine/threonine protein kinase XB-GENEPAGE-490727 XB-GENE-490728 Xl.19455,Xl.56720 Stk32a 269019 0 0 0 0 0 0 0 1 0 0 1 -0,32 -0,44 4,96 -0,22 -0,38 3,78
Xetrov72039499 paqr5 780165 Str.29391 115313487,118404427 BC124054,NM_001079240 NA NA NA XB-GENEPAGE-982570 XB-GENE-982571 Xl.12647 Paqr5 74090 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,32 -1,37 -0,25 0,13 -0,47
Xetrov72039563 pdlim4 394862 Str.19895 45361346,39645398,77621704 NM_203920,BC063900,CT025178 NA NA NA XB-GENEPAGE-1001789 XB-GENE-1001790 Xl.16339 Pdlim4 30794 0 0 0 0 Pdlim4 0 0 1 0 0 0 0,52 0,16 1,43 0,76 0,45 0,12
Xetrov72039600 pim3 100497723 Str.67477 301605200 XM_002932184 pim-3 oncogene serine/threonine kinase pim-3 XB-GENEPAGE-922021 XB-GENE-922022 Xl.23800,Xl.1678,Xl.85894 Pim3 223775 0 0 0 0 Pim3 0 0 1 0 0 0 -0,05 -0,31 1,36 -0,91 -0,01 0,99
Xetrov72039601 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,45 0,24 -1,02 0,07 0,44 -0,59
Xetrov72039623 parp16 100489635 Str.24291 301617962 XM_002938357 NA NA NA XB-GENEPAGE-991443 XB-GENE-991444 Xl.13424,Xl.82044 Parp16 214424 0 0 0 0 0 0 0 -1 0 0 0 0,17 -0,19 -1,18 -0,22 -0,18 -0,2
Xetrov72039634 unknown NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 1,19 NA 2,14 NA NA 1,39
Xetrov72039646 c5orf15 100488893 Str.66962 301612907 XM_002935903 NA NA NA XB-GENEPAGE-6467179 XB-GENE-6467180 Xl.61287 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,1 -0,48 -1,36 -0,27 0,07 -0,29
Xetrov72039661 neurl3 100145805 Str.38805 171847183,301605931 BC161793,XM_002932566 NA NA NA XB-GENEPAGE-5797364 XB-GENE-5797365 NA Neurl3 214854 0 0 0 0 0 1 0 0 1 0 0 6,35 NA NA 6,43 NA NA
Xetrov72039673 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,31 NA NA 1,36
Xetrov72039678 pitx1 493226 Str.24178 51258791,55926079 BC079936,NM_001007499 paired-like homeodomain 1 homeodomain transcription factor xPitx1|X-PITX-1 XB-GENEPAGE-485440 XB-GENE-485441 Xl.522,Xl.34927 Pitx1 18740 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,22 NA NA 1,43
Xetrov72039681 slc25a18 100125036 Str.35100 156717775,134025663 NM_001102958,BC136106 solute carrier family 25 (mitochondrial carrier), member 18 transmembrane solute exchange gc2 XB-GENEPAGE-956023 XB-GENE-956024 NA Slc25a18 71803 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,11 -1,44 -0,09 -0,02 -0,47
Xetrov72039695 irf1 448320 Str.4753 49522387,55742147 BC075398,NM_001006694 interferon regulatory factor 1 transcription factor XB-GENEPAGE-942993 XB-GENE-942994 Xl.1419,Xl.19790 Irf1 16362 0 0 Xl.1419 0 0 0 0 0 0 1 0 1,15 0,92 0 0,95 1,34 0,05
Xetrov72039699 sparc 394973 Str.6170 51491873,51261595,77621322,46562001,39850163 NM_204016,BC079950,CT010536,AY575077,BC064259 NA NA NA XB-GENEPAGE-1009629 XB-GENE-1009630 Xl.8379,Xl.21860 Sparc 20692 0 0 0 0 0 0 0 1 1 0 0 NA NA 1,44 2,73 NA 0,56
Xetrov72039715 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,41 0,31 -1,42 0,22 0,31 -0,69
Xetrov72039720 hsd17b1 100489679 301612905 XM_002935908 NA NA NA XB-GENEPAGE-6463398 XB-GENE-6463399 NA Hsd17b1 15485 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,48 NA NA
Xetrov72039730 tlx3 548656 Str.27687 77624054,77681975 CR926440,NM_001015902 T-cell leukemia homeobox 3 homeodomain transcription factor XHox11L2| rnx|hox11l2 XB-GENEPAGE-495043 XB-GENE-495044 Xl.679 Tlx3 27140 0 0 0 0 0 0 0 0 0 1 1 NA 1,88 NA NA 2,64 5,63
Xetrov72039741 c15orf26 100145001 Str.52430 112808049,165970834,187607456 CU075818,BC158342,NM_001126563 NA NA NA XB-GENEPAGE-963874 XB-GENE-963875 Xl.2458 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,45 NA NA -0,62
Xetrov72039757 il1b 100487038 Str.85575 301605959 XM_002932572 interleukin 1, beta cytokine interleukin-1-beta| IL-1B| IL-1 XB-GENEPAGE-481755 XB-GENE-481756 Xl.415 Il1b 16176 0 0 0 0 0 1 0 0 1 0 0 4,79 NA NA 5,18 NA NA
Xetrov72039789 szl 733750 Str.16161 113205881,77620851 NM_001044506,CR761702 sizzled CRD domain wnt inhibitor secreted frizzled|xszl|sizzled XB-GENEPAGE-482076 XB-GENE-482077 Xl.620,Xl.3606 NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,16 -0,26 -3,61 0,04 0,65 -1,09
Xetrov72039807 ntf3 549124 Str.3752 77681372,77627315 NM_001016370,CR761279 neurotrophin 3 growth factor nt3|hdnf|ngf2|ngf-2|nt-3|neurotrophin-3 XB-GENEPAGE-949538 XB-GENE-949539 Xl.76115,Xl.47678 Ntf3 18205 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,42 NA NA NA
Xetrov72039831 angpt4 733767 Str.51836 77621567,165970509,113205917 CR761914,BC158370,NM_001044515 NA NA NA XB-GENEPAGE-5874828 XB-GENE-5874829 Xl.59603,Xl.77110,Xl.79669,Xl.84635 Angpt4 11602 0 0 0 0 Angpt4 0 0 -1 0 0 0 0,31 0,05 -1,05 0,02 0,58 -0,17
Xetrov72039836 dck.2 549546 Str.66365 77623810,77683035 CR855645,NM_001016792 NA NA NA XB-GENEPAGE-5727741 XB-GENE-5727742 Xl.1736 Dck 13178 0 0 0 0 0 0 0 1 0 0 0 -0,3 -0,23 1,66 -0,93 -0,09 0,37
Xetrov72039865 msx2 394987 Str.6921 301614557,39850041,77621313 XM_002936703,BC064202,CT010527 msh homeobox 2 homeodomain transcription factor Hhox 7.1 XB-GENEPAGE-852973 XB-GENE-852974 Xl.31078,Xl.71510,Xl.78551 Msx2 17702 0 0 0 0 0 0 0 -1 0 0 0 -0,83 1,75 -1,53 -0,51 1 -0,07
Xetrov72039897 stc1 100497934 301606000 XM_002932554 NA NA NA XB-GENEPAGE-949748 XB-GENE-949749 Xl.49598,Xl.71297 Stc1 20855 0 0 0 0 0 0 0 0 1 0 0 0,95 -0,68 NA 1,28 -0,66 NA
Xetrov72039921 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,74 NA NA -1,42
Xetrov72039924 rasl12 NA NA NA NA NA NA XB-GENEPAGE-6462073 XB-GENE-6462074 Xl.48675 Rasl12 70784 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,81 NA NA
Xetrov72039937 tmbim4 448209 Str.11131 49670628,52345663,77626246 BC075267,NM_001004879,CR760482 NA NA NA XB-GENEPAGE-947554 XB-GENE-947555 Xl.45135 Tmbim4 68212 0 0 0 0 0 0 0 -1 0 0 0 0,59 0,15 -1,07 0,14 0,18 -0,25
Xetrov72039943 ubtd2 100124304 Str.52937 156120117,112807725,134254197 NM_001101807,CT030100,BC135134 ubiquitin domain containing 2 Uncharacterized conserved protein XB-GENEPAGE-947513 XB-GENE-947514 Xl.81595,Xl.14979 Ubtd2 327900 0 0 0 0 0 0 0 1 0 0 0 0,01 -0,12 1,29 -0,43 -0,19 0,06
Xetrov72039949 neurog1 100144651 Str.22203 183986610,166796567 NM_001123423,BC158924 neurogenin 1 basic helix-loop-helix transcription factor neurogenin-1|ngn|neurogenin|neurogenin1|neurod3|ngn1|neurogenin 1 XB-GENEPAGE-491451 XB-GENE-491452 Xl.69828,Xl.69991 Neurog1 18014 0 0 0 0 0 0 0 1 -1 0 0 -0,97 NA 3,44 -1,51 NA 1,36
Xetrov72039963 tspan8 496915 Str.26947 89886122,77627245,56972342 NM_001011430,CR761204,BC088067 NA NA NA XB-GENEPAGE-1016290 XB-GENE-1016291 Xl.24486 Tspan8 216350 0 0 0 0 0 0 0 -1 0 0 0 0,23 NA -2,16 -0,17 1,61 -0,59
Xetrov72039980 atp6v1e1 394728 Str.5643 45360894,38512073 NM_203792,BC061292 NA NA NA XB-GENEPAGE-1006141 XB-GENE-1006142 Xl.6567 Atp6v1e1 11973 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,13 -1,51 -0,08 -0,08 -0,5
Xetrov72039990 nme5 780075 Str.14959 112807466,118404713,114107699 CU075422,NM_001079151,BC123011 NA NA NA XB-GENEPAGE-951086 XB-GENE-951087 Xl.17997 Nme5 75533 0 0 0 0 0 0 0 -1 0 0 0 0,03 0,04 -1,35 0,25 -0,04 -0,39
Xetrov72040030 emx1 100101663 Str.53025 112807403,301614850 CU075359,XM_002936837 empty spiracles homeobox 1 homeodomain transcription factor XEmx1 XB-GENEPAGE-876648 XB-GENE-876649 Xl.81571,Xl.72101 Emx1 13796 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,62 NA NA 1,18
Xetrov72040036 nkx3-1 100038192 Str.53215 301605996,77623492 XM_002932552,CT030592 NK3 homeobox 1 homeodomain transcription factor nkx3.1|Xbap|koza XB-GENEPAGE-479026 XB-GENE-479027 Xl.9076,Xl.510 Nkx3-1 18095 0 0 0 0 0 0 0 1 0 0 0 -1,39 -1,15 1,19 -1,33 -1 0,95
Xetrov72040044 lysmd2 733450 Str.2664 110645647,112808047,77748409,113205521 BC118885,CU075816,BC107589,NM_001044403 NA NA NA XB-GENEPAGE-940229 XB-GENE-940230 Xl.84699,Xl.8367 Lysmd2 70082 0 0 0 0 0 0 0 1 0 0 0 0,61 -0,01 1,23 0,23 -0,01 0,9
Xetrov72040064 gm2a 548463 Str.52128 77620908,110645661,77681690,58476354 CR761484,BC118701,NM_001017081,BC089682 NA NA NA XB-GENEPAGE-999130 XB-GENE-999131 Xl.35205,Xl.81341 Gm2a 14667 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,44 NA NA -0,5
Xetrov72040073 hdgfrp3 100125195 Str.42707 140832783,156718015 BC136239,NM_001103080 NA NA NA XB-GENEPAGE-947031 XB-GENE-947032 Hdgfrp3 29877 0 0 0 0 0 0 0 1 0 0 0 NA 0,73 2,73 NA 0,64 0,79
Xetrov72040105 loh12cr1 100127605 Str.59328 157423125,163914858 BC153719,NM_001112962 NA NA NA XB-GENEPAGE-940510 XB-GENE-940511 Xl.50238 Loh12cr1 67774 0 0 0 0 Loh12cr1 0 0 -1 0 0 0 -0,06 -0,33 -1,11 0 -0,42 -0,21
Xetrov72040143 tacr1 100127678 Str.38234 163914990,159155170 NM_001113018,BC154685 NA NA NA XB-GENEPAGE-5835468 XB-GENE-5835469 Xl.20126 Tacr1 21336 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,15 NA NA -0,75
Xetrov72040156 tnni1.2 394556 Str.68550 89886091,77626920,38174692 NM_203628,CR760892,BC061268 troponin I type 1 (skeletal, slow), gene 2 Troponin I mgc75706 XB-GENEPAGE-485709 XB-GENE-485710 Xl.11074,Xl.47596 Tnni1 21952 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 2,43
Xetrov72040196 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,07 -0,11 -1,3 -0,04 0,07 -0,28
Xetrov72040213 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,79 NA NA -0,88
Xetrov72040217 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,18 -1,25 0,28 0,23 -0,22
Xetrov72040254 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,2 -0,35 1,42 -0,29 -0,22 0,31
Xetrov72040263 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,93 NA NA -1,06
Xetrov72040276 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,1 NA NA -0,7
Xetrov72040301 atp6v1f 448314 Str.8618 49523006,52345763 BC075390,NM_001004928 NA NA NA XB-GENEPAGE-975983 XB-GENE-975984 Xl.6664,Xl.34919,Xl.19683 Atp6v1f 66144 0 0 0 Atp6v1f 0 0 0 -1 0 0 0 0,8 0,25 -1,09 0,43 0,22 -0,26
Xetrov72040303 sra1 100135196 Str.65318 166157922,213627793,163916039,213624480 NM_001113899,BC171161,BC157234,BC171163 NA NA NA XB-GENEPAGE-994038 XB-GENE-994039 Xl.72337,Xl.14750 Sra1 24068 0 0 0 0 0 0 0 -1 0 0 0 0,76 0,21 -1,01 0,19 0,32 -0,39
Xetrov72040305 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,55 0,2 -1,19 0,74 0,16 -0,34
Xetrov72040317 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,06 NA NA -0,93
Xetrov72040333 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,52 -0,25 -1,18 -0,54 -0,29 -0,06
Xetrov72040352 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,34
Xetrov72040376 phlda1 548570 Str.22855 59861897,62751957 BC090358,NM_001015853 NA NA NA XB-GENEPAGE-946940 XB-GENE-946941 Xl.18392 Phlda1 21664 0 0 0 0 0 1 0 1 1 0 0 3,35 NA 3,29 4,2 NA NA
Xetrov72040379 NA NA NA NA NA NA NA NA NA Xl.33195 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,3 -0,17 1,04 -0,23 -0,18 0,1
Xetrov72040393 cdc42se2 594923 Str.1828 77682486,77627598 NM_001030333,CR761398 NA NA NA XB-GENEPAGE-5744420 XB-GENE-5744421 Xl.62262,Xl.73326,Xl.4750 Cdc42se2 72729 0 0 0 0 0 0 0 -1 0 0 0 -0,01 -0,28 -1,28 -0,49 -0,21 -0,41
Xetrov72040405 rpl37a 448720 Str.1005 52346187,50603814 NM_001005137,BC077677 NA NA NA XB-GENEPAGE-5811554 XB-GENE-5811555 Xl.76232,Xl.13362,Xl.59754 Rpl37a 19981 0 0 0 0 0 1 0 0 0 0 0 1,44 0,61 0,62 0,7 0,54 0,04
Xetrov72040408 meig1 549276 Str.22091 77623629,213627036,213625445,77682863 CR926206,BC170626,BC170628,NM_001016522 NA NA NA XB-GENEPAGE-972495 XB-GENE-972496 Xl.5614 Meig1 104362 0 0 0 0 0 0 0 -1 0 0 0 0,78 -0,06 -2,12 -0,19 0,19 -0,95
Xetrov72040414 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,6 2,94 NA -0,34
Xetrov72040415 ccdc87 100486794 Str.42507 301614832 XM_002936832 NA NA NA XB-GENEPAGE-6462753 XB-GENE-6462754 Xl.34888 Ccdc87 399599 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -1,07
Xetrov72040425 gpx3 394558 Str.51898 77627239,38174688,45360576 CR761198,BC061262,NM_203630 NA NA NA XB-GENEPAGE-5884490 XB-GENE-5884491 Xl.22088,Xl.79157,Xl.16644,Xl.79809,Xl.84312 Gpx3 14778 0 0 0 0 Gpx3 0 0 0 1 0 0 NA NA 0,92 2,54 NA -1,17
Xetrov72040428 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 1 0 1 0 0 0,83 1,38 1,01 1,26 0,91 -0,44
Xetrov72040437 snrpg 100125174 Str.8647 284413735,138519692 NM_001171649,BC135834 NA NA NA XB-GENEPAGE-5874500 XB-GENE-5874501 Xl.55613,Xl.38443 Snrpg 68011 0 0 0 0 0 1 0 0 0 0 0 1,36 1,44 0,43 0,58 1,12 0,06
Xetrov72040456 sncb 394467 Str.65762 37590937,89886433,77626901 BC059756,NM_203541,CR760873 NA NA NA XB-GENEPAGE-973306 XB-GENE-973307 Xl.6203,Xl.14705 Sncb 104069 0 0 0 0 0 0 0 1 0 0 1 NA NA 8,45 NA NA 5,33
Xetrov72040460 NA NA NA NA NA NA NA NA NA Xl.41634 NA NA 0 0 0 0 0 0 0 -1 0 0 0 1,07 0,85 -1,55 1,07 0,76 -0,77
Xetrov72040467 NA NA NA NA NA NA NA NA NA Xl.39993 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,53 NA 2,59 NA NA 1,31
Xetrov72040471 nme6 100170458 Str.31723 189442176,194332804 BC167315,NM_001130237 NA NA NA XB-GENEPAGE-969917 XB-GENE-969918 Xl.55456,Xl.4467 Nme6 54369 0 0 0 Nme6 0 0 0 -1 0 0 0 0,25 -0,31 -2,36 -0,31 -0,3 -0,86
Xetrov72040477 fam174b 100379876 Str.52580 301607522,77623831 XM_002933308,CR855670 NA NA NA XB-GENEPAGE-5950249 XB-GENE-5950250 Xl.73296,Xl.32294,Xl.74000 Fam174b 100038347 0 0 0 0 0 0 0 -1 0 0 0 -0,28 -0,32 -1,86 -0,18 -0,23 -0,14
Xetrov72040485 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,4 NA NA -0,86
Xetrov72040493 NA NA NA NA NA NA NA NA NA Xl.72200 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,01 NA NA -0,73
Xetrov72040517 unknown NA NA NA NA NA NA NA NA NA Xl.80954 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,13 -0,3 -1,19 -0,39 -0,42 -0,67
Xetrov72040529 slc6a12 100492029 301625501 XM_002941898 NA NA NA XB-GENEPAGE-6033367 XB-GENE-6033368 NA Slc6a12 14411 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,38 NA NA NA
Xetrov72040531 spata18 100497251 Str.51649 301607088 XM_002933104 NA NA NA XB-GENEPAGE-5812346 XB-GENE-5812347 Xl.51303 Spata18 73472 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,09 -2,65 -0,07 -0,06 -0,82
Xetrov72040562 c12orf55 NA NA NA NA NA NA XB-GENEPAGE-6045343 XB-GENE-6045344 Xl.69520 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -1,03
Xetrov72040572 kcp 100491140 Str.32551 301604481 XM_002931862 kielin/chordin-like protein signaling molecule kielin|crim2 XB-GENEPAGE-486712 XB-GENE-486713 Xl.993 Kcp 333088 0 0 0 0 0 0 0 1 0 0 0 -0,53 -0,06 2,55 -0,07 -0,07 NA
Xetrov72040591 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,62 NA NA NA
Xetrov72040614 ebf1 NA NA NA early B-cell factor 1 transcription factor XB-GENEPAGE-6051343 XB-GENE-6051344 NA Ebf1 13591 0 0 0 0 0 0 0 1 1 0 0 NA 0,54 4,2 1,96 0,37 NA
Xetrov72040617 npm2 549692 Str.7111 77681896,77621637,163916407 NM_001016938,CR762010,BC157168 NA NA NA XB-GENEPAGE-999545 XB-GENE-999546 Xl.1264,Xl.1262 Npm2 328440 0 0 0 0 0 0 0 -1 0 0 0 0,53 0,03 -1,13 -0,15 -0,02 -0,65
Xetrov72040623 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,41 NA NA -1,11
Xetrov72040631 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,25 NA NA -0,72
Xetrov72040639 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,75 NA NA -0,79
Xetrov72040648 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,16 NA NA -0,81
Xetrov72040681 c12orf63 100490177 Str.59553 301604015 XM_002931626 NA NA NA XB-GENEPAGE-6468174 XB-GENE-6468175 Xl.63288 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,36 -0,2 -2,21 0,12 -0,02 -0,83
Xetrov72040688 ppargc1b 100488947 Str.47247 301614537 XM_002936698 NA NA NA XB-GENEPAGE-1004402 XB-GENE-1004403 Xl.20150,Xl.73919 Ppargc1b 170826 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,8 -1,73 -0,4 -0,5 -0,13
Xetrov72040710 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,47 NA NA NA
Xetrov72040724 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,23 -0,25 1,83 -0,36 -0,42 NA
Xetrov72040732 NA NA NA NA NA NA NA NA NA Xl.78573 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,69 NA NA -0,65
Xetrov72040748 kbtbd13 100489313 301617951 XM_002938355 NA NA NA XB-GENEPAGE-991467 XB-GENE-991468 NA NA 74492 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,09 NA NA
Xetrov72040755 NA NA NA NA NA NA NA NA NA Xl.10241,Xl.67296 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,73 0,3 -1,05 0,12 0,1 -0,43
Xetrov72040769 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1,51 0,32 -0,39 3,02 -0,1 -0,23
Xetrov72040783 yaf2 394492 Str.24467 37589975,45360500 BC059734,NM_203566 NA NA NA XB-GENEPAGE-949940 XB-GENE-949941 Xl.85831,Xl.21774 Yaf2 67057 0 0 0 0 0 0 0 1 0 0 0 0,35 -0,28 1,45 -0,19 -0,36 0,28
Xetrov72040793 fbxl13 100496930 Str.83550 301607080 XM_002933102 NA NA NA XB-GENEPAGE-6042354 XB-GENE-6042355 NA Fbxl13 320118 0 0 0 0 0 0 0 -1 0 0 0 NA -0,2 -2,52 NA -0,45 -1,03
Xetrov72040803 gemin5 100493267 Str.84822 301605555 XM_002932376 NA NA NA XB-GENEPAGE-981571 XB-GENE-981572 Xl.79898 Gemin5 216766 0 0 0 0 0 0 0 1 0 0 0 -0,68 -0,42 1,46 -0,57 -0,43 0,67
Xetrov72040817 agbl1 100485158 Str.39794 301607533 XM_002933316 NA NA NA XB-GENEPAGE-950761 XB-GENE-950762 Agbl1 244071 0 0 0 0 0 0 0 1 0 0 1 -0,27 -0,18 1,59 0 -0,28 2,1
Xetrov72040830 NA NA NA NA NA NA NA NA NA Xl.6022 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,81 -0,5 3,38 -0,32 -0,36 0,9
Xetrov72040831 NA NA NA NA NA NA NA NA NA Xl.50125 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,64 NA NA -0,61
Xetrov72040835 ribc2 100151719 Str.86498 183986500 BC166382 RIB43A domain with coiled-coils 2 Low-complexity XB-GENEPAGE-1014140 XB-GENE-1014141 Xl.55442 Ribc2 67747 0 0 0 0 Ribc2 0 0 -1 0 0 0 -0,05 0,26 -2,24 0,34 0 -0,85
Xetrov72040847 tsga14 NA NA NA NA NA NA NA NA NA Xl.73333 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,28 -2,35 -0,3 -0,24 -1
Xetrov72040847 tsga14 NA NA NA NA NA NA NA NA NA Xl.47943 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,28 -2,35 -0,3 -0,24 -1
Xetrov72040857 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,06 -2,18 NA -0,05 -0,7
Xetrov72040879 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,08 NA NA 1,4
Xetrov72040880 slc4a9 NA Str.31791 NA NA NA NA NA XB-GENEPAGE-990602 XB-GENE-990603 Slc4a9 240215 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,43 NA NA -0,35
Xetrov72040889 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,9 NA NA -0,63
Xetrov72040893 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,02 NA NA 1,42
Xetrov72040900 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -0,78
Xetrov72040902 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,93 NA NA NA
Xetrov72040919 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,81 NA NA -0,88
Xetrov72040929 rabl2b 779905 Str.53468 111306286,134023938,118404283 BC121708,BC135666,NM_001078983 NA NA NA XB-GENEPAGE-979694 XB-GENE-979695 Xl.10814,Xl.25505,Xl.79691 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,18 -0,39 -1,65 -0,09 -0,38 -1,02
Xetrov72040933 slc26a2 100494417 301628094 XM_002943149 solute carrier family 26 (sulfate transporter), member 2 Sulfate/bicarbonate/oxalate exchanger SAT-1 and related transporters (SLC26 family) Diastrophic dysplasia protein|dtd|edm4|dtdst XB-GENEPAGE-997398 XB-GENE-997399 NA Slc26a2 13521 0 0 0 Slc26a2 0 0 0 0 1 0 0 NA NA NA 5,24 NA NA
Xetrov72040945 wdr96 100491900 Str.56788 301617355 XM_002938068 NA NA NA XB-GENEPAGE-6464244 XB-GENE-6464245 Xl.16055 Wdr96 100048534 0 0 0 0 0 0 0 -1 0 0 0 -0,04 0,23 -2,35 -0,2 0,14 -0,92
Xetrov72040979 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,7 -0,57 -1,35 -0,24 -0,29 -0,15
Xetrov72041004 fam60a 100158471 Str.78799 183986127,189230117 BC166080,NM_001127911 NA NA NA XB-GENEPAGE-995754 XB-GENE-995755 Xl.52084,Xl.12825,Xl.81047,Xl.84529 Fam60a 56306 0 0 0 0 0 0 0 1 0 0 0 0,38 0,34 1,6 0,11 0,16 0,12
Xetrov72041037 wdr93 100488550 Str.28376 301605312 XM_002932236 NA NA NA XB-GENEPAGE-6462909 XB-GENE-6462910 Wdr93 626359 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,88 NA NA -0,51
Xetrov72041043 cdhr3 100498191 301607100 XM_002933109 NA NA NA XB-GENEPAGE-6468060 XB-GENE-6468061 NA Cdhr3 68764 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,2 NA NA -0,98
Xetrov72041067 clint1 100127837 Str.77135 160774129 BC155453 NA NA NA XB-GENEPAGE-1013620 XB-GENE-1013621 Xl.20505,Xl.4963 Clint1 216705 0 0 0 0 0 0 0 -1 0 0 0 -0,4 -0,09 -1,09 -0,37 -0,24 -0,26
Xetrov72041074 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,34 NA NA 1,63
Xetrov72041079 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,51 NA NA -1,15
Xetrov72041081 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,71 NA NA -1,15
Xetrov72041092 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,05 2,34 NA 0,34 NA
Xetrov72041149 gpr19 548962 Str.27694 77681376,77623703 NM_001016208,CR926333 NA NA NA XB-GENEPAGE-1009869 XB-GENE-1009870 Xl.79575 Gpr19 14760 0 0 0 0 0 0 0 1 0 0 0 -0,47 -0,3 1,62 -0,48 -0,23 NA
Xetrov72041166 rassf3 448113 Str.3832 149999770,49257763,54020796 CR942435,BC074644,NM_001005644 Ras association (RalGDS/AF-6) domain family member 3 Ras GTPase effector XB-GENEPAGE-487149 XB-GENE-487150 Xl.7735,Xl.79914 Rassf3 192678 0 0 0 0 Rassf3 0 0 -1 0 0 0 0,1 0,27 -1,47 0,05 0,3 -0,32
Xetrov72041168 fank1 100495570 Str.37295 301606170 XM_002932651 NA NA NA XB-GENEPAGE-6084369 XB-GENE-6084370 NA Fank1 66930 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,95 NA NA -0,58
Xetrov72041176 odf3 548547 Str.67176 213625465,56410255,62751872,213624119,59808825 BC170674,CR926450,NM_001015830,BC170672,BC090115 NA NA NA XB-GENEPAGE-5889413 XB-GENE-5889414 Xl.7299,Xl.64437,Xl.84222 Odf3 69287 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,67 NA NA -0,83
Xetrov72041179 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,96 NA NA -0,81
Xetrov72041183 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA 0,24 -2,21 NA 0,11 -0,73
Xetrov72041187 kcnk5 100489489 Str.85426 301626958 XM_002942605 NA NA NA XB-GENEPAGE-979846 XB-GENE-979847 Xl.13137,Xl.58171 Kcnk5 16529 0 0 0 0 0 0 0 0 1 0 0 1,57 0,82 0,17 3,35 0,66 0,07
Xetrov72041189 chpf2 100216189 Str.38563 213982936,197245573 NM_001142158,BC168482 NA NA NA XB-GENEPAGE-997295 XB-GENE-997296 NA Chpf2 100910 0 0 0 0 0 0 0 1 0 0 0 NA -0,52 1,63 NA -0,62 NA
Xetrov72041192 NA NA NA NA NA NA NA NA NA Xl.13436 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,3
Xetrov72041204 alox12b 548458 Str.69071 58477053,62751596 BC089676,NM_001015741 NA NA NA XB-GENEPAGE-5909077 XB-GENE-5909078 Xl.25238,Xl.10431,Xl.77791,Xl.80925 Alox12b 11686 0 0 0 0 0 0 0 -1 0 0 0 -0,17 0,13 -1,31 -0,3 -0,17 -0,44
Xetrov72041244 rhbdl3 NA NA NA rhomboid, veinlet-like 3 calcium ion binding XB-GENEPAGE-997484 XB-GENE-997485 Rhbdl3 246104 0 0 0 0 0 0 0 0 1 0 0 NA NA -1,13 3,11 NA -0,07
Xetrov72041274 slc7a7 394818 Str.4962 45361264,38648964 NM_203879,BC063340 NA NA NA XB-GENEPAGE-975255 XB-GENE-975256 Xl.5764 Slc7a7 20540 0 0 Xl.5764 0 0 0 0 -1 0 0 0 0,94 -0,2 -1,42 0,53 -0,21 -0,93
Xetrov72041328 c6orf154 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,68
Xetrov72041329 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,28 NA NA 0,23
Xetrov72041342 ccdc78 100489806 301621892 XM_002940231 coiled-coil domain containing 78 Myosin class II heavy chain MGC86539 XB-GENEPAGE-5895372 XB-GENE-5895373 Xl.4890 Ccdc78 381077 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,73 NA NA -0,88
Xetrov72041343 fbxl16 100125019 Str.82457 134024522,156717747 BC136072,NM_001102944 NA NA NA XB-GENEPAGE-5821641 XB-GENE-5821642 ,Xl.18424 Fbxl16 214931 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,08 NA NA 4,94
Xetrov72041350 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,49 NA NA -1,36
Xetrov72041380 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA -0,18 2,67 NA -0,64 NA
Xetrov72041387 anapc4 100216159 Str.3790 195539707,197246209,77623161,213982868 BC168138,BC168806,CR855407,NM_001142130 NA NA NA XB-GENEPAGE-968788 XB-GENE-968789 Xl.79196 Anapc4 52206 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,18 1,43 -0,26 -0,34 0,17
Xetrov72041403 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,42 0,21 -1,29 -0,48 0,25 -0,05
Xetrov72041408 gata5 496852 Str.22679 56789761,58332619 BC088567,NM_001011384 GATA binding protein 5 zinc finger transcription factor GATA-5|xGATA5|xGATA-5|xGATA5b|xGATA-5b|xGATA5a|xGATA-5a XB-GENEPAGE-484905 XB-GENE-484906 Xl.578,Xl.579 Gata5 14464 0 0 0 0 0 0 0 0 1 0 0 -0,29 0,37 NA 1,42 -0,01 NA
Xetrov72041443 NA NA NA NA NA NA NA NA NA Xl.41108 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,87 0,55 -2,24 0,42 0,73 -1,28
Xetrov72041454 pde9a 100488870 Str.69783 301630278 XM_002944203 NA NA NA XB-GENEPAGE-5917011 XB-GENE-5917012 Xl.5789,Xl.85504 Pde9a 18585 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,6
Xetrov72041462 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,12 -0,35 2,01 -0,49 -0,42 NA
Xetrov72041464 c9orf25 100485411 301630507 XM_002944313 NA NA NA XB-GENEPAGE-6047727 XB-GENE-6047728 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,62 -0,16 2,08 -0,42 -0,17 1,82
Xetrov72041465 cecr1 100487564 301617419 XM_002938099 NA NA NA XB-GENEPAGE-6258150 XB-GENE-6258151 Xl.75898,Xl.9687 NA NA 0 0 0 0 0 0 0 0 1 0 0 1,9 NA -0,4 3,01 NA 0,02
Xetrov72041469 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,99 NA NA NA
Xetrov72041473 NA NA NA NA NA NA NA NA NA Xl.1734 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,01 -1,07 0,24 0,14 -0,28
Xetrov72041478 tfcp2l1 549628 Str.9246 77623113 CR848616 transcription factor CP2-like 1 transcription factor lbp-9|crtr1| lbp9 XB-GENEPAGE-997198 XB-GENE-997199 Xl.6181,Xl.15574 Tfcp2l1 81879 0 0 0 0 0 0 0 -1 0 0 0 -0,12 -0,11 -1,32 0,11 0,19 -0,37
Xetrov72041487 cacna1a 100492135 Str.56673 301622701 XM_002940622 NA NA NA XB-GENEPAGE-1013830 XB-GENE-1013831 Xl.21552,Xl.85615 Cacna1a 12286 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,82 NA NA 1,13
Xetrov72041504 NA NA NA NA NA NA NA NA NA Xl.19264 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,41 -0,24 -1,15 -0,25 -0,21 -0,32
Xetrov72041524 surf4.1 493450 Str.4528 89886030,51895924,77625935 NM_001008087,BC081286,CR760218 NA NA NA XB-GENEPAGE-5807554 XB-GENE-5807555 Xl.23488,Xl.7172 Surf4 20932 0 0 0 0 0 0 0 -1 0 0 0 0,27 0,03 -1,27 -0,14 -0,12 -0,52
Xetrov72041556 man1b1 100145194 Str.69258 187607787,166796322 NM_001126684,BC159154 NA NA NA XB-GENEPAGE-5873780 XB-GENE-5873781 Xl.48696 Man1b1 227619 0 0 0 0 0 0 0 -1 0 0 0 -0,33 -0,03 -1,15 -0,26 -0,06 -0,16
Xetrov72041568 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,56 0,46 -1,66 -0,01 0,46 -0,64
Xetrov72041584 scrt2 100486069 301629832 XM_002943992 scratch homolog 2, zinc finger protein zinc finger, C2H2 type znf898b XB-GENEPAGE-5995511 XB-GENE-5995512 NA Scrt2 545474 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,17 1,73 NA NA
Xetrov72041585 dgat1 NA Str.82489 NA NA NA NA NA XB-GENEPAGE-5761533 XB-GENE-5761534 Xl.57383 Dgat1 13350 0 0 0 0 0 0 0 -1 0 0 0 -0,4 0,33 -1,31 -0,15 0,16 -0,45
Xetrov72041608 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -0,5
Xetrov72041647 nudt9 100145415 Str.78554 187607114,170285177 NM_001126876,BC160983 NA NA NA XB-GENEPAGE-6457443 XB-GENE-6455535 Xl.3444 Nudt9 74167 0 0 0 0 0 0 0 -1 0 0 0 NA -0,16 -2,21 NA -0,45 -0,67
Xetrov72041652 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,25 NA NA
Xetrov72041660 tcf15 549260 Str.11266 77626724,213627283,77681764,213627285 CR760785,BC171047,NM_001016506,BC171049 transcription factor 15 (basic helix-loop-helix) helix-loop-helix transcription factor paraxis XB-GENEPAGE-488934 XB-GENE-488935 Xl.15926 Tcf15 21407 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,37 NA NA
Xetrov72041662 kif27 100497455 Str.32371 301627351 XM_002942793 NA NA NA XB-GENEPAGE-6039605 XB-GENE-6039606 NA Kif27 75050 0 0 0 0 0 0 0 -1 0 0 0 -0,97 -0,37 -2,71 -0,34 -0,22 -1,23
Xetrov72041675 mex3a 100487129 Str.57718 301628021 XM_002943115 mex-3 homolog A ubiquitin-protein ligase XB-GENEPAGE-5910151 XB-GENE-5910152 Xl.60974,Xl.47794,Xl.82954 Mex3a 72640 0 0 0 0 0 0 0 1 0 0 0 -0,81 -0,2 2,53 -0,49 -0,1 0,57
Xetrov72041684 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,76 NA NA -1,34
Xetrov72041685 klhdc9 100486977 301628019 XM_002943114 NA NA NA XB-GENEPAGE-997348 XB-GENE-997349 NA Klhdc9 68874 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,7 NA NA -0,95
Xetrov72041715 NA NA NA NA NA NA NA NA NA Xl.75053 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,18 NA NA -1,17
Xetrov72041760 rab11fip2 100127577 Str.28138 110645441,157423245,163914788 BC118910,BC153348,NM_001112943 NA NA NA XB-GENEPAGE-5947668 XB-GENE-5947669 Xl.33937 Rab11fip2 74998 0 0 0 0 0 0 0 -1 0 0 0 -0,14 0,32 -1,46 -0,28 0,45 -0,26
Xetrov72041773 ift172 100490796 Str.58081 301629482 XM_002943823 intraflagellar transport 172 homolog Selective LIM binding factor XB-GENEPAGE-1221170 XB-GENE-1221171 Xl.50401 Ift172 67661 0 0 0 0 0 0 0 -1 0 0 0 -0,46 0,04 -1,89 0,14 0,14 -0,74
Xetrov72041783 entpd2 407961 Str.5534 47575815,45786099 NM_001001252,BC068034 NA NA NA XB-GENEPAGE-5810180 XB-GENE-5810181 Xl.56699,Xl.80289 Entpd2 12496 0 0 0 0 0 0 0 -1 0 0 -1 0,53 0,89 -1,89 0,26 1,17 -1,29
Xetrov72041796 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,24 NA NA
Xetrov72041830 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,18 -0,08 -1,05 -0,14 -0,22 -0,25
Xetrov72041889 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,33 NA NA -0,23
Xetrov72041900 lrp4 100101694 Str.77083 301625409,126631225 XM_002941852,BC133059 low density lipoprotein receptor-related protein 4 Low-density lipoprotein receptors containing Ca2+-binding EGF-like domains XB-GENEPAGE-494511 XB-GENE-494512 Xl.16551,Xl.8847 Lrp4 228357 0 0 0 0 0 0 0 1 0 0 0 -0,97 -0,31 1,41 0,29 -0,31 0,39
Xetrov72041906 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,55 NA NA -0,49
Xetrov72041907 unknown NA NA NA NA NA NA NA NA NA Xl.48859 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,82 NA NA -0,77
Xetrov72041908 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,66 -0,15 1,6 0,35 -0,24 0,41
Xetrov72041941 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,08 0,15 -1,99 -0,05 0,06 -0,67
Xetrov72041971 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,46 -0,47 1,2 0,19 -0,21 0,05
Xetrov72042015 a2m 619586 Str.68588 301618280,62201350 XM_002938504,BC093458 alpha-2-macroglobulin protease inhibitor endod|Alpha2-macroglobulin|endodermin|edd|Edd XB-GENEPAGE-481724 XB-GENE-481725 Xl.3378,Xl.78555,Xl.82892,Xl.85748 A2m 232345 0 0 0 0 0 0 1 1 0 1 1 1 2,81 2,85 0,76 3,96 3,88
Xetrov72042021 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 1 1 0 1 1 0,89 2,54 2,83 0,68 3,7 3,84
Xetrov72042025 nlgn2 100329187 Str.84991 283139382,301630720 GQ489236,XM_002944419 NA NA NA XB-GENEPAGE-6034905 XB-GENE-6034906 NA Nlgn2 216856 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,08 NA NA NA
Xetrov72042058 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,62 NA NA -0,07
Xetrov72042092 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,12 NA NA NA
Xetrov72042112 NA NA NA NA NA NA NA NA NA Xl.3681 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,13 NA NA -0,76
Xetrov72042120 recql4 780344 Str.65438 76559599,118404651,116487443 CT027970,NM_001079414,BC125688 NA NA NA XB-GENEPAGE-997813 XB-GENE-997814 Xl.57788,Xl.51337,Xl.84556 Recql4 79456 0 0 0 0 0 0 0 1 0 0 0 -0,46 -0,33 2,07 -0,44 -0,33 0,43
Xetrov72042124 c8orf55 100144931 Str.28352 187607566,165970410 NM_001126505,BC158222 NA NA NA XB-GENEPAGE-6457383 XB-GENE-6455857 Xl.47169 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,34 -1,01 NA -0,32 -0,07
Xetrov72042133 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,86 NA NA NA
Xetrov72042138 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 -1 0 -1 0 0 0 -3,34 NA -1,03 -1,75 NA -0,4
Xetrov72042140 kifc2 100485082 Str.73835 301624513 XM_002941502 NA NA NA XB-GENEPAGE-995644 XB-GENE-995645 NA Kifc2 16581 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,13 NA NA NA
Xetrov72042145 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,8 NA NA -0,5
Xetrov72042151 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 -1 0 0 -1,26 -1,14 NA -1,66 0,19 NA
Xetrov72042157 emilin1 100038292 Str.31446 134025387,148234005 BC135317,NM_001097401 NA NA NA XB-GENEPAGE-997653 XB-GENE-997654 Xl.1881 Emilin1 100952 0 0 0 0 0 1 0 1 1 0 1 4,11 NA 1,58 5,92 NA 1,3
Xetrov72042197 wdr52 100497083 Str.22037 301629545 XM_002943853 NA NA NA XB-GENEPAGE-6047483 XB-GENE-6047484 ,Xl.17256 Wdr52 212517 0 0 0 0 0 0 0 -1 0 0 0 -0,84 0,13 -2,45 -0,32 0,08 -0,74
Xetrov72042241 kcnab3 779823 Str.39738 118403592,113197641 NM_001078902,BC121474 NA NA NA XB-GENEPAGE-996882 XB-GENE-996883 Xl.21526 Kcnab3 16499 0 0 0 0 Kcnab3 0 0 1 0 0 0 NA NA 5,16 NA NA NA
Xetrov72042247 NA NA NA NA NA NA NA NA NA Xl.233,Xl.234 NA NA 0 0 0 0 0 0 0 1 0 0 1 -0,21 0,09 4,66 0,25 -0,06 3,4
Xetrov72042259 hes7.1 733997 Str.1458 113931431,77626984 NM_001045701,CR760960 hairy and enhancer of split 7, gene 1 helix-loop-helix transcription factor/transcriptional repressor XHR1|HES-related 1 XB-GENEPAGE-876464 XB-GENE-876465 Xl.12126,Xl.79113 Hes7 84653 0 0 0 0 0 0 0 0 -1 0 0 -0,42 -1,21 NA -1,49 0,33 NA
Xetrov72042263 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 -0,62 -0,38 -2,26 -0,36 -0,29 -1,52
Xetrov72042274 lphn2 100494313 Str.54137 301604074 XM_002931671 NA NA NA XB-GENEPAGE-1010409 XB-GENE-1010410 Xl.16778,Xl.79370 Lphn2 99633 0 0 0 Lphn2 0 0 0 1 0 0 0 0,23 -0,23 1,48 0,19 -0,26 0,35
Xetrov72042335 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,2 -0,28 -1,33 -0,38 -0,12 -0,25
Xetrov72042371 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,56 -0,12 -1,87 -0,36 -0,05 -0,23
Xetrov72042393 adamts12 100380018 Str.41149 187956689,301626623 BC166185,XM_002942444 NA NA NA XB-GENEPAGE-959574 XB-GENE-959575 NA Adamts12 239337 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,25 NA NA 0,47
Xetrov72042394 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,22 NA -1,13 -0,47 NA -0,46
Xetrov72042399 dync2li1 100498570 301605619 XM_002932392 NA NA NA XB-GENEPAGE-981658 XB-GENE-981659 Dync2li1 213575 0 0 0 Dync2li1 0 0 0 -1 0 0 0 0,38 -0,13 -1,42 -0,23 -0,22 -0,75
Xetrov72042424 zpy1 100125794 Str.52822 301625342,77622019 XM_002941818,CT027904 zona pellucida protein Y1 XB-GENEPAGE-1019595 XB-GENE-1019596 Xl.3722,Xl.15743 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,03 0,13 -1,22 -0,21 -0,2 -0,68
Xetrov72042431 wrap53 100380141 Str.5626 167614608 BC159354 NA NA NA XB-GENEPAGE-5947962 XB-GENE-5947963 Xl.81177 Wrap53 216853 0 0 0 0 0 0 0 1 0 0 0 -0,39 0,06 1,48 -0,13 -0,02 0,54
Xetrov72042442 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,09 NA NA -0,96
Xetrov72042458 hist1h2bj 550005 Str.40271 77681530,77621278 NM_001017251,CR760086 NA NA NA XB-GENEPAGE-5717970 XB-GENE-5717971 Xl.46757 Hist1h2bj,Hist1h2bn,Hist1h2bq,Hist1h2bf,Hist1h2br,Hist1h2bl 319183 0 0 0 0 0 0 0 -1 0 0 0 -0,39 -0,01 -1,21 -0,03 -0,1 -0,26
Xetrov72042460 NA NA NA NA NA NA NA NA NA Xl.77959 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,39 0 -1,29 -0,02 -0,09 -0,23
Xetrov72042464 ubl5 100124317 Str.30478 77621826,50416653,170284686,110645763,186972135,134023997 CT025311,BC077708,BC161316,BC118887,NM_001126119,BC135839 ubiquitin-like 5 Ubiquitin-like protein XB-GENEPAGE-997304 XB-GENE-997305 Xl.3481,Xl.50296,Xl.77711 Ubl5 66177 0 0 0 0 0 0 0 0 0 1 0 1,06 1,01 -0,05 0,54 1,23 0,06
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Xetrov72042475 islr2 100145445 Str.68589 170285112,187607647 BC161063,NM_001126899 NA NA NA XB-GENEPAGE-5920690 XB-GENE-5920691 Xl.17551 Islr2 320563 0 0 0 0 Islr2 0 0 0 0 0 1 NA NA NA NA NA 4,62
Xetrov72042529 NA NA NA NA NA NA NA NA NA Xl.71558 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,04 -2,96 -0,1 0,19 -0,94
Xetrov72042539 lmo4.2 548539 Str.52903 58475878,62751504 BC090104,NM_001015822 LIM domain only 4, gene 2 transcription factor Xlmo4 XB-GENEPAGE-479326 XB-GENE-479327 Xl.15362,Xl.5131 Lmo4 16911 0 0 0 0 0 0 1 -1 0 0 0 0 1,79 -1,66 1,06 0,86 -0,65
Xetrov72042544 unknown NA NA NA NA NA NA NA NA NA Xl.21460,Xl.65695 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,48 NA NA -1,2
Xetrov72042552 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,07 NA NA -0,05
Xetrov72042553 mdga1 NA NA NA MAM domain containing glycosylphosphatidylinositol anchor 1 Projectin/twitchin and related proteins XB-GENEPAGE-921731 XB-GENE-921732 ,Xl.72810 Mdga1 74762 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,9 NA NA NA
Xetrov72042558 kif6 100127668 Str.54849 163914982,115291939,158253681 NM_001113011,BC121958,BC154107 NA NA NA XB-GENEPAGE-1014041 XB-GENE-1014042 NA Kif6 319991 0 0 0 0 0 0 0 -1 0 0 0 -0,24 -0,62 -1,47 -0,72 -0,58 -0,81
Xetrov72042559 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 1 1,24 1,15 1,87 1,29 NA
Xetrov72042563 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 0,47 -0,58 0,69 -0,16 0,21 1,82
Xetrov72042565 ovch1 NA NA NA NA NA NA XB-GENEPAGE-6449525 XB-GENE-6449526 Xl.695,Xl.77835,Xl.82487 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,19 0,17 -1,19 -0,43 -0,32 -0,44
Xetrov72042570 ipo8 100497558 Str.70203 301626219 XM_002942248 importin 8 protein import into nucleus XB-GENEPAGE-494870 XB-GENE-494871 Ipo8 320727 0 0 0 0 0 0 0 1 0 0 0 -0,78 -0,07 1,21 -0,57 -0,25 0,3
Xetrov72042582 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,49 NA NA -1,5
Xetrov72042593 atxn2l 100216248 Str.30793 213983048,197246724 NM_001142213,BC168622 NA NA NA XB-GENEPAGE-6000371 XB-GENE-6000372 ,Xl.55849 Atxn2l 233871 0 0 0 0 0 -1 0 0 0 0 0 -1,7 0,22 0,79 -0,32 0,1 0,12
Xetrov72042598 crisp2 493566 Str.11244 77621802,56118479,51895929 CT025286,NM_001008203,BC080935 NA NA NA XB-GENEPAGE-951047 XB-GENE-951048 Xl.24964 Crisp2 22024 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA -1
Xetrov72042607 tonsl 100158623 Str.11504 301631364,183985767 XM_002944722,BC166347 tonsoku-like, DNA repair protein Ankyrin repeat XB-GENEPAGE-5939805 XB-GENE-5939806 Xl.71689 Tonsl 72749 0 0 0 0 0 0 0 1 0 0 0 -0,67 -0,18 1,2 -0,02 -0,15 0,19
Xetrov72042615 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 1 0 0 0,35 0,24 0,91 1,5 0,13 -0,27
Xetrov72042623 capns1 100145791 Str.5063 301627324,171847025 XM_002942778,BC161772 NA NA NA XB-GENEPAGE-6039679 XB-GENE-6039680 Xl.3110 Capns1 12336 0 0 0 0 0 0 0 -1 0 0 0 -0,43 0,12 -1,02 -0,38 0,01 -0,14
Xetrov72042673 slc29a1 548435 Str.28002 58476693,62751718 BC089649,NM_001015718 NA NA NA XB-GENEPAGE-6456810 XB-GENE-6454898 Xl.49933,Xl.4244 Slc29a1 63959 0 0 0 0 0 0 0 1 0 0 0 NA -0,29 1,86 NA -0,4 NA
Xetrov72042696 NA NA NA NA NA NA NA NA NA Xl.53730 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,79 NA NA -0,08
Xetrov72042698 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,13 0,09 -1,12 0,14 -0,01 -0,6
Xetrov72042720 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,84 NA NA -1,1
Xetrov72042721 syn1 100158514 Str.68714 189230197,183986321 NM_001127951,BC166156 NA NA NA XB-GENEPAGE-6449730 XB-GENE-6449731 Xl.48981,Xl.76098 Syn1 20964 0 0 0 0 0 0 0 1 1 0 0 NA NA 1,91 2,62 NA 1,07
Xetrov72042768 crb2 100487355 Str.15177 301615640 XM_002937234 crumbs homolog 2 Fibrillins and related proteins containing Ca2+-binding EGF-like domains xerl XB-GENEPAGE-989700 XB-GENE-989701 Xl.982 Crb2 241324 0 0 0 0 0 0 0 1 0 0 0 -0,66 0,56 1,46 -0,37 1,16 0,6
Xetrov72042772 strbp 100135229 Str.51917 213627303,166157976,77621751,169642168,163916316 BC171078,NM_001113926,CT025228,BC160423,BC157347 NA NA NA XB-GENEPAGE-1005084 XB-GENE-1005085 Xl.78976,Xl.19321,Xl.25445,Xl.50421 Strbp 20744 0 0 0 0 0 0 0 1 0 0 1 0,15 -0,16 1,14 0,21 -0,15 1,1
Xetrov72042797 NA NA NA NA NA NA NA NA NA Xl.77680 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,25 -0,04 -1,12 -0,03 -0,06 -0,3
Xetrov72042818 rtel1 100487920 Str.48826 301629711 XM_002943932 NA NA NA XB-GENEPAGE-6035929 XB-GENE-6035930 Xl.17317,Xl.79846 Rtel1 269400 0 0 0 0 0 0 0 1 0 0 0 -0,49 -0,2 1,34 -0,17 -0,36 0,21
Xetrov72042820 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 4,34
Xetrov72042825 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,3 -0,06 -2,68 -0,44 0,03 -0,59
Xetrov72042827 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,53 2,16 NA 0,33 NA
Xetrov72042828 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,5 2,13 NA 0,45 1,1
Xetrov72042830 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA 0,64 1,74 NA 0,47 NA
Xetrov72042881 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,35 -0,11 -2,15 -0,38 -0,13 -1,33
Xetrov72042882 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -1,04
Xetrov72042893 xa-1 100379817 Str.52178 77624158,301628246 CR942433,XM_002943223 NA NA NA XB-GENEPAGE-5720786 XB-GENE-5720787 Xl.5797 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,19 NA NA 1,6
Xetrov72042897 NA NA NA NA NA NA NA NA NA Xl.20544 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,67 NA NA 1,28
Xetrov72042903 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,53 NA NA -0,45
Xetrov72042907 ankrd35 NA Str.51172 NA NA NA NA NA XB-GENEPAGE-6460493 XB-GENE-6460494 Xl.30685 Ankrd35 213121 0 0 0 0 0 0 0 -1 0 0 0 0,2 0,1 -1,3 0,4 0,19 -0,2
Xetrov72042916 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 0,2 -0,25 -2,2 -0,36 -0,26 -1,24
Xetrov72042961 rdh11 100485470 Str.68732 301629182 XM_002943681 NA NA NA XB-GENEPAGE-5943089 XB-GENE-5943090 Xl.54332 Rdh11 17252 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -0,75
Xetrov72042972 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,08 -0,36 -1,22 0,09 -0,46 -0,94
Xetrov72042973 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,26 -0,26 -1,16 -0,27 -0,34 -0,57
Xetrov72042984 fblim1 779725 Str.5167 111306060,118403839 BC121276,NM_001078804 NA NA NA XB-GENEPAGE-985569 XB-GENE-985570 Xl.15938 Fblim1 74202 0 0 0 0 0 0 0 -1 0 0 0 -1,32 0,22 -1,04 -0,74 0,08 -0,13
Xetrov72043000 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 -1,07 0,29 1,35 -0,26 0,32 1,13
Xetrov72043001 spag17 100170502 Str.38511 194332529,189441681,124504274 NM_001130282,BC167470,BC128631 NA NA NA XB-GENEPAGE-6257509 XB-GENE-6257510 NA Spag17 74362 0 0 0 0 0 0 0 -1 0 0 0 NA -0,24 -2,37 NA -0,15 -0,46
Xetrov72043010 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,16 NA -1,19 -1,01 NA -0,42
Xetrov72043030 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,78 NA NA -0,81
Xetrov72043033 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,95 NA NA -1,17
Xetrov72043068 NA NA NA NA NA NA NA NA NA Xl.73902 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,11 -0,48 -1,7 -0,04 -0,3 -0,78
Xetrov72043082 NA NA NA NA NA NA NA NA NA Xl.82101 NA NA 0 0 0 0 0 0 0 -1 0 0 0 1 NA -2,18 NA 0,44 -0,72
Xetrov72043092 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,54 NA NA NA
Xetrov72043094 slc17a9 100496923 Str.20663 301630722 XM_002944420 NA NA NA XB-GENEPAGE-5753893 XB-GENE-5753894 Xl.56984 Slc17a9 228993 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,42 -1,31 -0,25 0,92 -0,52
Xetrov72043102 stx1b 100124935 Str.21886 134025554,156717611 BC135808,NM_001102876 NA NA NA XB-GENEPAGE-5962105 XB-GENE-5962106 Xl.49106,Xl.70778 Stx1b 56216 0 0 0 0 0 0 0 1 0 0 0 -0,06 0,09 2,46 0,47 0,13 1,06
Xetrov72043114 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,17 NA -1,01 -0,28 NA -0,03
Xetrov72043148 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,47 0,3 1,04 0,39 0,15 0,24
Xetrov72043167 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,03 -0,29 -2,44 -0,2 -0,25 -0,91
Xetrov72043181 leng9 100495860 301618324 XM_002938517 NA NA NA XB-GENEPAGE-961717 XB-GENE-961718 Xl.26015 Leng9 243813 0 0 0 0 0 0 0 -1 0 0 0 0,11 -0,14 -2,14 -0,26 -0,3 -0,85
Xetrov72043198 phactr3 100101655 Str.15737 154147701,134024508,170284513 NM_001100199,BC136113,BC161060 phosphatase and actin regulator 3 RPEL repeat-containing protein XB-GENEPAGE-493468 XB-GENE-493469 Xl.50237,Xl.26327 Phactr3 74189 0 0 0 0 0 0 0 1 0 0 0 0,03 -0,29 1,62 0,87 -0,43 -0,34
Xetrov72043207 dnah2 100170584 Str.54235 301627049,189442310 XR_097936,BC167648 NA NA NA XB-GENEPAGE-5967454 XB-GENE-5967455 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA -0,03 -2,32 1,1 -0,18 -0,63
Xetrov72043364 unknown NA NA NA NA NA NA NA NA NA Xl.49564 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,19 NA NA -0,27
Xetrov72043370 adamts4 100487641 301626609 XM_002942437 NA NA NA XB-GENEPAGE-996658 XB-GENE-996659 NA Adamts4 240913 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,53 NA NA -1,25
Xetrov72043386 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,89 NA NA 1,17
Xetrov72043392 mcm7 407945 Str.48019 77623921,47498065,45595722 CR855766,NM_213712,BC067307 NA NA NA XB-GENEPAGE-5946445 XB-GENE-5946446 Xl.31224,Xl.4048 Mcm7 17220 0 0 0 0 0 0 0 1 0 0 0 0,26 0,2 1,43 0,28 0,53 0,07
Xetrov72043397 ap4m1 100127610 Str.35428 157423130,163914868 BC153725,NM_001112965 NA NA NA XB-GENEPAGE-970009 XB-GENE-970010 Xl.79861 Ap4m1 11781 0 0 0 0 0 0 0 1 0 0 0 -0,1 -0,15 1,43 -0,11 -0,05 0,17
Xetrov72043398 gpc2 100493961 301623965 XM_002941241 NA NA NA XB-GENEPAGE-6258956 XB-GENE-6258957 Xl.14709 Gpc2 71951 0 0 0 0 0 0 0 1 0 0 0 -0,07 0,11 1,22 -0,16 0,04 0,43
Xetrov72043409 c7orf52 NA NA NA NA NA NA NA NA NA Xl.14656 NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 7,6 NA NA NA
Xetrov72043434 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -1,04 NA -1,22 -0,88 NA -0,41
Xetrov72043435 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,75 NA -1,2 -0,95 NA -0,47
Xetrov72043446 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,99 NA -1,2 -0,9 NA -0,41
Xetrov72043448 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,9 NA -1,24 -0,91 NA -0,45
Xetrov72043473 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,29 0,32 2,01 0,24 0,26 0,75
Xetrov72043485 clcnkb 100487225 Str.2959 301628391 XM_002943290 NA NA NA XB-GENEPAGE-6049694 XB-GENE-6049695 Xl.205,Xl.16561 Clcnkb 56365 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -3,19 NA NA -1,15
Xetrov72043494 dach2 100101662 Str.39718 157422845,141797066,158518461 BC153333,BC136082,NM_001110045 dachshund homolog 2 transcriptional regulator XB-GENEPAGE-876612 XB-GENE-876613 Xl.49910 Dach2 93837 0 0 0 0 0 0 0 1 0 0 0 NA -0,01 1,83 NA 0,06 0,96
Xetrov72043514 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,02 0,46 2,22 0,27 0,37 0,95
Xetrov72043539 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 1 1 0,85 NA 3,03 0,71 4,44 4,05
Xetrov72043541 c3 100216255 Str.25459 197246358 BC168633 complement component 3 activation of complement XB-GENEPAGE-486273 XB-GENE-486274 Xl.55075,Xl.67797,Xl.77483,Xl.80116 C3 12266 0 0 0 0 0 0 0 1 0 0 0 0,55 0,29 3,89 0,15 1,04 0,38
Xetrov72043542 NA NA NA NA NA NA NA NA NA Xl.77221,Xl.79119 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,49 0,17 3,83 0,12 0,89 0,36
Xetrov72043544 NA NA NA NA NA NA NA NA NA Xl.57812 NA NA 0 0 0 0 0 0 0 1 0 0 0 1,19 NA 1,27 1,47 NA -0,02
Xetrov72043550 loc100133511 100492293 301621521 XM_002940049 NA NA NA XB-GENEPAGE-6037807 XB-GENE-6037808 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,55 0,2 2,09 0,09 -0,02 0,14
Xetrov72043557 NA NA NA NA NA NA NA NA NA Xl.55076 NA NA 0 0 0 0 0 0 0 1 0 0 0 0,83 NA 3,68 0,44 NA 0,28
Xetrov72043568 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,67 NA 3,66 0,42 NA 0,17
Xetrov72043579 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,65 NA NA NA
Xetrov72043580 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 1 0 0 0 0,47 0,19 2,65 0,15 -0,03 0,31
Xetrov72043586 tmem79 100485802 Str.52753 112807938,301627888 CU075707,XM_002943053 NA NA NA XB-GENEPAGE-6461061 XB-GENE-6461062 Xl.16345,Xl.71434 Tmem79 71913 0 0 0 0 0 0 0 -1 0 0 0 0,07 0,28 -1,2 -0,03 0,2 -0,31
Xetrov72043593 NA NA NA NA NA NA NA NA NA Xl.54518 NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,72 NA NA -0,54
Xetrov72043595 eppk1 779606 Str.52642 116487490,77623619 BC125783,CR926194 NA NA NA XB-GENEPAGE-5881527 XB-GENE-5881528 Xl.52126,Xl.17350,Xl.58836 NA 223650 0 0 0 0 0 0 1 0 0 0 0 -0,52 1,3 -0,85 -0,14 0,71 -0,36

Xetrov72b000002 mllt11 100380181 Str.53950 301615708,110645746,159155861 XM_002937262,BC118826,BC154950 NA NA NA XB-GENEPAGE-5918937 XB-GENE-5918938 Xl.20705 Mllt11 56772 0 0 0 0 0 0 0 1 0 0 1 NA NA 7,81 NA NA 6,98
Xetrov72b000023 atoh8 100490889 301615744 XM_002937284 atonal homolog 8 transcription factor hath6|bhlha21 XB-GENEPAGE-877026 XB-GENE-877027 Atoh8 71093 0 0 0 0 Atoh8 0 0 0 1 0 0 NA NA NA 5,87 NA NA
Xetrov72b000045 dlx4 100494171 301612506 XM_002935712 distal-less homeobox 4 homeodomain and LIM zinc binding domain transcription factor Distal-less 4 XB-GENEPAGE-876741 XB-GENE-876742 Dlx4 13394 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,46 NA NA -0,09
Xetrov72b000046 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,15 NA NA 0,17
Xetrov72b000060 asb12 394543 Str.5035 45360546,38174718 NM_203615,BC061350 NA NA NA XB-GENEPAGE-5924778 XB-GENE-5924779 Xl.24697,Xl.85297 Asb12 70392 0 0 0 0 0 1 0 0 1 0 0 3,15 NA NA 3,35 NA NA
Xetrov72b000066 NA NA NA NA NA NA NA NA NA Xl.84975 NA NA 0 0 0 0 0 0 0 -1 0 0 0 -0,2 -0,55 -1,59 0,1 -0,33 -0,26
Xetrov72b000078 litaf 394567 Str.65682 45360594,77626261,38174432 NM_203639,CR760500,BC061403 lipopolysaccharide-induced TNF factor NMDA selective glutamate-gated ion channel receptor subunit GRIN1 pig7| tp53I7 XB-GENEPAGE-1017029 XB-GENE-1017030 Xl.48296 Litaf 56722 0 0 0 0 Litaf 0 0 -1 0 0 0 0,18 0,2 -1,01 -0,09 0,15 -0,43
Xetrov72b000081 rsph9 448532 Str.464 52345953,77621244,49898979 NM_001005021,CR760050,BC076699 NA NA NA XB-GENEPAGE-5941074 XB-GENE-5941075 Xl.15384 Rsph9 75564 0 0 0 0 0 0 0 -1 0 0 0 NA 0,37 -2,63 NA 0,05 -0,78
Xetrov72b000091 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,54 NA NA -1,17
Xetrov72b000099 tmem158 100490665 301617871 XM_002938309 NA NA NA XB-GENEPAGE-6051230 XB-GENE-6051231 Xl.52657 Tmem158 72309 0 0 0 0 0 0 0 1 0 0 0 NA 0,25 3,06 1,75 -0,29 NA
Xetrov72b000114 stmn3 779780 Str.53953 111306041,118403633 BC121398,NM_001078859 NA NA NA XB-GENEPAGE-5918430 XB-GENE-5918431 Xl.53848,Xl.11,Xl.49734 Stmn3 20262 0 0 0 0 0 0 0 1 0 0 1 0,15 NA 8,64 0,19 NA 9,21
Xetrov72b000151 commd1 779529 Str.20197 170016038,76559538,169642080,110645545 NM_001122721,CT027909,BC160794,BC118890 NA NA NA XB-GENEPAGE-961918 XB-GENE-961919 Xl.10925 Commd1 17846 0 0 0 0 Commd1 0 0 -1 0 0 0 0,75 -0,06 -1,36 -0,07 -0,02 -0,62
Xetrov72b000155 c1orf198 100489350 301609913 XM_002934461 NA NA NA XB-GENEPAGE-985153 XB-GENE-985154 NA NA NA 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,48 NA NA 0,86
Xetrov72b000159 cnrip1 100145710 Str.65547 187607907,171846306 NM_001127084,BC161501 NA NA NA XB-GENEPAGE-980471 XB-GENE-980472 Xl.28904 Cnrip1 380686 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,02 NA NA NA
Xetrov72b000163 lrrc34 100127617 Str.34052 163914890,157423134 NM_001112972,BC153732 NA NA NA XB-GENEPAGE-998065 XB-GENE-998066 Xl.15888 Lrrc34 71827 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,34 NA NA -0,78
Xetrov72b000169 NA NA NA NA NA NA NA NA NA Xl.15378 NA NA 0 0 0 0 0 0 0 1 0 0 0 -0,55 0,02 1,13 -0,03 -0,12 0,17
Xetrov72b000175 c8orf4 100145578 Str.57612 301605988,170287771 XM_002932578,BC161303 NA NA NA XB-GENEPAGE-949743 XB-GENE-949744 Xl.15208,Xl.82743 NA NA 0 0 Xl.15208 0 0 1 1 0 1 0 0 5 3,28 NA 7,48 NA NA
Xetrov72b000187 cplx2 493222 Str.15513 55926106,51258161 NM_001007495,BC079932 NA NA NA XB-GENEPAGE-945622 XB-GENE-945623 Xl.24380 Cplx2 12890 0 0 0 0 0 0 0 1 0 0 1 NA NA 5,94 NA NA 5,43
Xetrov72b000190 vamp5 100495353 Str.29078 301605945 XM_002932539 NA NA NA XB-GENEPAGE-949724 XB-GENE-949725 Vamp5 53620 0 0 0 Vamp5 0 0 0 0 1 0 0 0,42 0,4 -0,4 1,51 0,14 -0,28
Xetrov72b000194 b3gnt6 100486592 301620141 XM_002939397 NA NA NA XB-GENEPAGE-877315 XB-GENE-877316 B3gnt6 272411 0 0 0 0 0 0 0 0 0 0 1 NA NA NA NA NA 3,08
Xetrov72b000196 il28b.1 100329162 Str.85054 256860231,284520104 FJ581033,NM_001171763 interleukin 28B (interferon, lambda 3), gene 1 cytokine XB-GENEPAGE-855696 XB-GENE-855697 NA Il28b 338374 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,86 NA NA
Xetrov72b000197 10a1.1 100492159 Str.85112 301632107 XM_002945087 retrotransposon-like element 10A1 gene 1 zinc finger, CCHC type XB-GENEPAGE-479885 XB-GENE-479886 Xl.69949,Xl.75745 NA NA 0 0 0 0 0 0 0 0 0 1 0 0,43 0,54 -0,99 0,46 1,2 -0,08
Xetrov72b000198 sh3bgrl NA NA NA NA NA NA XB-GENEPAGE-994510 XB-GENE-994511 Xl.12313 Sh3bgrl 56726 0 0 0 0 0 0 0 1 0 0 0 0,34 -0,05 1,6 -0,09 -0,16 NA
Xetrov72b000209 bsnd 100491195 301603683 XM_002931465 NA NA NA XB-GENEPAGE-948282 XB-GENE-948283 NA Bsnd 140475 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,15 NA NA -0,17
Xetrov72b000216 NA NA NA NA NA NA NA NA NA NA NA NA 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,8 NA NA -0,09
Xetrov72b000232 atp6v1g3 100125150 Str.15644 156717949,140832688 NM_001103047,BC135546 NA NA NA XB-GENEPAGE-949365 XB-GENE-949366 Xl.34612 Atp6v1g3 338375 0 0 0 0 Atp6v1g3 0 0 -1 0 0 0 NA NA -2,63 NA NA -0,45
Xetrov72b000237 znf521 NA NA NA NA NA NA XB-GENEPAGE-6459825 XB-GENE-6459826 Xl.14698 Zfp521 225207 0 0 0 0 0 0 0 1 0 0 0 -0,22 -0,29 2,33 -0,36 -0,35 1,12
Xetrov72b000261 cks2 548924 Str.45022 77682369,77621540,213625417,213624041,169642329 NM_001016170,CR761887,BC170574,BC170572,BC160465 CDC28 protein kinase regulatory subunit 2 cyclin-dependent protein kinase regulator Xe-p9 XB-GENEPAGE-922080 XB-GENE-922081 Xl.75967,Xl.1739 Cks2 66197 0 0 0 0 0 1 0 0 0 0 0 1,28 0,37 0,24 0,43 0,41 -0,29
Xetrov72b000269 cby1 549007 Str.20141 213624049,213627006,77682690,77621366,189442178 BC170581,BC170579,NM_001016253,CR761748,BC167320 chibby homolog 1 chibby|cby|arb1|pgea1|pigea14|pigea-14 XB-GENEPAGE-856224 XB-GENE-856225 Xl.19478,Xl.79552 Cby1 73739 0 0 0 0 0 0 0 -1 0 0 -1 0,27 -0,18 -1,51 -0,27 -0,22 -1,01
Xetrov72b000275 atp6v0e1 100216036 Str.42161 77621966,195540048,284413697 CT025458,BC167897,NM_001171686 NA NA NA XB-GENEPAGE-988747 XB-GENE-988748 Xl.4166,Xl.16149 NA NA 0 0 0 0 0 0 0 -1 0 0 0 0,82 0,14 -1,39 0,09 0,04 -0,35
Xetrov72b000276 upk3a 394575 Str.567 45360610,38174416 NM_203647,BC061365 uroplakin 3A uroplakin III|up3a|upk3|upiii|upiiia|xUPIII XB-GENEPAGE-853300 XB-GENE-853301 Xl.25311 Upk3a 22270 0 0 0 0 0 0 0 -1 0 0 0 0,46 0,27 -1,11 0,06 0,53 -0,39
Xetrov72b000279 lrp11 100486814 301624011 XM_002941259 NA NA NA XB-GENEPAGE-995443 XB-GENE-995444 Xl.25624,Xl.70175 Lrp11 237253 0 0 0 0 0 0 0 1 0 0 1 -0,04 -0,03 2,36 -0,29 -0,28 1,61
Xetrov72b000282 rnasek 100493134 Str.10378 301621502 XM_002940054 NA NA NA XB-GENEPAGE-6046201 XB-GENE-6046202 Xl.75276,Xl.34571,Xl.75741 Rnasek 52898 0 0 0 0 0 0 0 -1 0 0 0 0,39 0,03 -1,57 -0,12 -0,2 -0,22
Xetrov72b000285 mycbp 549789 Str.10099 77621605,77682133 CR761957,NM_001017035 c-myc binding protein stimulates the activation of E box-dependent transcription by myc amy-1 XB-GENEPAGE-490309 XB-GENE-490310 Xl.6491 Mycbp 56309 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,15 -1,1 -0,29 -0,12 -0,63

Xl.10084 0 0 0 0 0 NA NA 0 0 0 Xl.10084 0 0 0 0 0 0 0 0 0 0 -1 0 0 -0,91 -1,14 NA -1,44 -0,48 NA
Xl.10202 0 0 0 0 0 BX847888 Wellcome CRC pRN3 oocyte Xenopus laevis cDNA clone IMAGp998F108393 ; IMAGE:3436809 5', mRNA sequence [BX847888] 0 0 0 Xl.10202 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,73 0,13 -1,03 -0,15 -0,09 -0,32
Xl.10263 0 0 0 0 0 BX850683 Wellcome CRC pRN3 St13 17 egg animal cap Xenopus laevis cDNA clone IMAGp998M118658 ; IMAGE:3556786 5', mRNA sequence [BX850683] 0 0 0 Xl.10263 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,88 NA NA 1,39
Xl.10323 0 0 0 0 0 BX843357 Soares NXEG Xenopus laevis cDNA clone IMAGp998G048087 ; IMAGE:3301659 5', mRNA sequence [BX843357] 0 0 0 Xl.10323 0 0 0 0 0 0 0 0 0 1 0 0 0 1,1 NA 2,04 1,18 NA NA
Xl.10511 0 0 0 0 0 AGENCOURT_10306006 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5079152 5', mRNA sequence [CA788464] 0 0 0 Xl.10511 0 0 0 0 0 0 0 0 0 1 0 0 0 -1,87 -0,22 1,49 0,35 -0,52 1,24
Xl.10557 0 0 0 0 0 AGENCOURT_14214711 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6945588 5', mRNA sequence [CD254481] 0 0 0 Xl.10557 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,3
Xl.10777 0 0 0 0 0 NA NA 0 0 0 Xl.10777 0 0 0 0 0 0 0 0 0 1 0 0 0 0,2 1,6 1,9 1,13 1,41 NA
Xl.11004 0 0 0 0 0 AGENCOURT_10481413 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6635151 5', mRNA sequence [BU909493] 0 0 0 Xl.11004 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,4 NA -1,25 -0,5 NA -0,63
Xl.11038 0 0 0 0 0 BX846136 Soares NXEG Xenopus laevis cDNA clone IMAGp998E218084 ; IMAGE:3300476 5', mRNA sequence [BX846136] 0 0 0 Xl.11038 0 0 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,46 2,32 NA NA
Xl.11050 gin1 0 0 0 0 gypsy retrotransposon integrase 1 Xenopus laevis gypsy retrotransposon integrase 1 (gin1), mRNA [NM_001092421] 0 0 0 Xl.11050 0 0 0 0 0 0 0 0 0 1 0 0 0 0,44 -0,29 1,69 -0,08 -0,18 0,37
Xl.11078 0 0 0 0 0 AGENCOURT_81585601 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8531720 3', mRNA sequence [EC275264] 0 0 0 Xl.11078 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,33 0,06 NA -0,21
Xl.11490 0 0 0 0 0 AGENCOURT_10494498 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6640563 5', mRNA sequence [BU914102] 0 0 0 Xl.11490 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,17 -1,01 0,27 -0,4 0,23
Xl.11572 0 0 0 0 0 AGENCOURT_10465234 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6631644 5', mRNA sequence [BU906624] 0 0 0 Xl.11572 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,48 0,23 3,31 0,11 0,19 NA
Xl.11736 0 0 0 0 0 BJ080453 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL075l03 3', mRNA sequence [BJ080453] 0 0 0 Xl.11736 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,86 NA NA
Xl.11830 0 0 0 0 0 NA NA 0 0 0 Xl.11830 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,48 NA NA -0,49
Xl.12155 0 0 0 0 0 AGENCOURT_11263729 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876133 5', mRNA sequence [CB201002] 0 0 0 Xl.12155 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,22 NA NA 0,16
Xl.12179 0 0 0 0 0 BX843422 NICHD_XGC_OO1 Xenopus laevis cDNA clone IMAGp998K1111210 ; IMAGE:5078530 5', mRNA sequence [BX843422] 0 0 0 Xl.12179 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,53 -1,89 NA -0,45 -0,5
Xl.12180 higd1a-a 0 0 0 0 HIG1 hypoxia inducible domain family, member 1A Xenopus laevis HIG1 hypoxia inducible domain family, member 1A (higd1a-a), mRNA [NM_001089129] 0 0 0 Xl.12180 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,27 -0,35 -1,35 -0,17 -0,45 0,47
Xl.12309 0 0 0 0 0 AGENCOURT_90754747 NICHD_XGC_int_m Xenopus laevis cDNA clone IMAGE:8822286 5', mRNA sequence [EG583269] 0 0 0 Xl.12309 0 0 0 0 0 0 0 0 0 0 1 0 0 2,31 NA 0,32 2,84 NA 0,54
Xl.12364 0 0 0 0 0 BJ085606 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL106h10 3', mRNA sequence [BJ085606] 0 0 0 Xl.12364 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,41 NA NA -0,37
Xl.12377 0 0 0 0 0 BX847776 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGp998P1210623 ; IMAGE:4757627 5', mRNA sequence [BX847776] 0 0 0 Xl.12377 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,71 NA NA 5,71
Xl.12454 0 0 0 0 0 BJ086636 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL053k18 3', mRNA sequence [BJ086636] 0 0 0 Xl.12454 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,01 -2,13 0,07 -0,12 -0,95
Xl.12510 0 0 0 0 0 AGENCOURT_73657187 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8540281 5', mRNA sequence [EB473771] 0 0 0 Xl.12510 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,43 NA NA -0,31
Xl.12549 0 0 0 0 0 AGENCOURT_77721295 NICHD_XGC_limb Xenopus laevis cDNA clone IMAGE:8637401 5', mRNA sequence [EB735854] 0 0 0 Xl.12549 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,1 -1,09 0,07 -0,3 -0,21
Xl.12622 0 0 0 0 0 AGENCOURT_77726338 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8642260 5', mRNA sequence [EB738348] 0 0 0 Xl.12622 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,76 NA 0,7
Xl.12693 0 0 0 0 0 AGENCOURT_13321939 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6880335 3', mRNA sequence [CB561864] 0 0 0 Xl.12693 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,84 NA NA NA
Xl.12872 0 0 0 0 0 NA NA 0 0 0 Xl.12872 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,01 NA NA 1,28
Xl.12881 MGC81002 0 0 0 0 MGC81002 protein Xenopus laevis MGC81002 protein (mab21l3), mRNA [NM_001092422] 0 0 0 Xl.12881 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,59 NA -2,61 -0,29 NA -0,45
Xl.13008 0 0 0 0 0 BJ643222 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL216d22 3', mRNA sequence [BJ643222] 0 0 0 Xl.13008 0 0 0 0 0 0 0 0 0 -1 0 0 0 1,07 -0,01 -2,02 0,67 0,29 -0,59
Xl.1321 0 0 0 0 0 AE6M18 Xenla_13 Xenopus laevis cDNA clone 546_6M18 5' similar to gene endo08, mRNA sequence [CV523311] 0 0 0 Xl.1321 0 0 0 0 0 0 0 1 0 -1 1 0 0 2,65 NA -1,8 1,82 NA -0,69
Xl.1334 0 0 0 0 0 BJ089967 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL108l22 3', mRNA sequence [BJ089967] 0 0 0 Xl.1334 0 0 0 0 0 0 0 0 0 1 0 0 0 1,14 -0,22 1,78 1,59 -0,54 NA

Xl.13640 0 0 0 0 0 AGENCOURT_14148106 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6949423 5', mRNA sequence [CD327208] 0 0 0 Xl.13640 0 0 0 0 0 0 0 0 0 0 1 0 0 2,4 NA 1,37 3,01 NA NA
Xl.13667 0 0 0 0 0 NA NA 0 0 0 Xl.13667 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,37 NA NA -0,77
Xl.13925 0 0 0 0 0 BP741589 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL498p09ex 3', mRNA sequence [BP741589] 0 0 0 Xl.13925 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,32 NA NA
Xl.13953 0 0 0 0 0 AGENCOURT_13322848 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6873050 3', mRNA sequence [CB563714] 0 0 0 Xl.13953 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,06 3,24 NA 0,12
Xl.14114 0 0 0 0 0 BJ079435 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL072g05 3', mRNA sequence [BJ079435] 0 0 0 Xl.14114 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,61 0,15 -1,55 -0,23 0 -0,6
Xl.14154 0 0 0 0 0 NA NA 0 0 0 Xl.14154 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,43 NA NA -0,63
Xl.14193 0 0 0 0 0 NA NA 0 0 0 Xl.14193 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,06 -0,57 -1,21 -0,57 -0,65 -0,76
Xl.14291 0 0 0 0 0 BX848330 Soares NXEG Xenopus laevis cDNA clone IMAGp998D0510647 ; IMAGE:4783444 5', mRNA sequence [BX848330] 0 0 0 Xl.14291 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,75 NA NA NA
Xl.14415 0 0 0 0 0 NA NA 0 0 0 Xl.14415 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,6 NA 1,97 0,79 NA NA
Xl.14536 0 0 0 0 0 AGENCOURT_55153555 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7981080 3', mRNA sequence [DR715777] 0 0 0 Xl.14536 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,33 NA NA -0,6
Xl.14633 0 0 0 0 0 BJ056854 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL033d16 3', mRNA sequence [BJ056854] 0 0 0 Xl.14633 0 0 0 0 0 0 0 0 1 0 1 1 0 2,12 4,31 -0,72 2,49 4,58 -0,08
Xl.14654 0 0 0 0 0 AGENCOURT_10493575 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6642234 5', mRNA sequence [BU915536] 0 0 0 Xl.14654 0 0 0 0 0 0 0 0 0 0 1 0 0 1,7 NA NA 2,61 NA NA
Xl.14689 0 0 0 0 0 BJ056983 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL033k04 3', mRNA sequence [BJ056983] 0 0 0 Xl.14689 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,98 NA NA -0,68
Xl.14802 0 0 0 0 0 dai44d06.y1 NICHD XGC Sp1 Xenopus laevis cDNA clone IMAGE:4964411 5', mRNA sequence [BI477602] 0 0 0 Xl.14802 0 0 0 0 0 0 0 1 0 0 0 0 0 5,18 NA NA NA NA NA
Xl.14911 0 0 0 0 0 AGENCOURT_14164106 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6949624 3', mRNA sequence [CD324824] 0 0 0 Xl.14911 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,03 NA NA -0,61
Xl.14954 0 0 0 0 0 NA NA 0 0 0 Xl.14954 0 0 0 0 0 0 0 0 0 1 0 0 0 0,65 NA 1,7 0,51 NA NA
Xl.15091 0 0 0 0 0 dag58h01.x1 Wellcome CRC pRN3 St19 26 egg animal cap Xenopus laevis cDNA clone IMAGE:4785649 3', mRNA sequence [BI443651] 0 0 0 Xl.15091 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,56 NA NA
Xl.15140 0 0 0 0 0 AGENCOURT_10486448 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6634681 5', mRNA sequence [BU909097] 0 0 0 Xl.15140 0 0 0 0 0 0 0 0 0 0 1 0 0 1,76 NA 0,79 2,16 NA 0,32
Xl.15149 0 0 0 0 0 BJ084356 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL088p03 3', mRNA sequence [BJ084356] 0 0 0 Xl.15149 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,19 NA NA -0,41
Xl.15197 0 0 0 0 0 NA NA 0 0 0 Xl.15197 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,54 NA NA -1,2
Xl.15331 nrarp 0 0 0 0 NOTCH-regulated ankyrin repeat protein Xenopus laevis NOTCH-regulated ankyrin repeat protein (nrarp), mRNA [NM_001094984] 0 0 0 Xl.15331 0 0 0 0 0 0 0 1 1 1 1 1 0 1,34 1,99 1,03 1,14 1,11 -0,35
Xl.15344 0 0 0 0 0 AGENCOURT_8214363 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4682676 5', mRNA sequence [BQ735005] 0 0 0 Xl.15344 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,37 NA NA -0,34
Xl.15389 0 0 0 0 0 BJ057592 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL104i08 5', mRNA sequence [BJ057592] 0 0 0 Xl.15389 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,52 NA NA -0,63
Xl.15545 0 0 0 0 0 AGENCOURT_55149843 NICHD_XGC_Emb9 Xenopus laevis cDNA clone IMAGE:7976084 3', mRNA sequence [DR719638] 0 0 0 Xl.15545 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,07 1,32 1,11 -0,2 NA
Xl.15579 0 0 0 0 0 NA NA 0 0 0 Xl.15579 0 0 0 0 0 0 0 0 0 0 0 1 0 0,01 0,61 NA -0,65 1,54 NA
Xl.15656 0 0 0 0 0 AGENCOURT_14143952 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950969 3', mRNA sequence [CD328226] 0 0 0 Xl.15656 0 0 0 0 0 0 0 0 0 1 0 0 0 0,58 0,15 1,31 0,67 0,03 NA
Xl.15660 0 0 0 0 0 AGENCOURT_11044134 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6866457 5', mRNA sequence [CA794116] 0 0 0 Xl.15660 0 0 0 0 0 0 0 1 1 0 1 0 0 1,94 2,42 0,51 1,97 1,49 0,16
Xl.15738 0 0 0 0 0 NA NA 0 0 0 Xl.15738 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,35 NA NA NA
Xl.15814 0 0 0 0 0 AGENCOURT_13339742 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6881256 3', mRNA sequence [CB561260] 0 0 0 Xl.15814 0 0 0 0 0 0 0 0 0 1 0 0 0 1,45 2,06 4,76 1,52 1,65 NA
Xl.15916 0 0 0 0 0 AGENCOURT_81619582 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8532634 3', mRNA sequence [EC276865] 0 0 0 Xl.15916 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,62 NA NA -0,74
Xl.16004 0 0 0 0 0 AGENCOURT_13325211 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6880980 3', mRNA sequence [CB560143] 0 0 0 Xl.16004 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,85 NA NA -0,36
Xl.16064 0 0 0 0 0 NA NA 0 0 0 Xl.16064 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,88 NA NA
Xl.16165 0 0 0 0 0 BX847738 Soares NXEG Xenopus laevis cDNA clone IMAGp998I0711402 ; IMAGE:5162190 5', mRNA sequence [BX847738] 0 0 0 Xl.16165 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,18 NA -1,27 -0,43 NA 0,05
Xl.1629 0 0 0 0 0 AGENCOURT_14291691 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950379 3', mRNA sequence [CD328868] 0 0 0 Xl.1629 0 0 0 0 0 0 0 0 0 1 0 0 0 0,01 0,19 1,37 -0,08 -0,14 0,3

Xl.16330 0 0 0 0 0 Xenopus laevis cnso01 mRNA, complete sequence [DQ096896] 0 0 0 Xl.16330 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,68 NA NA 0,08
Xl.16338 0 0 0 0 0 NA NA 0 0 0 Xl.16338 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,86 NA NA -0,28
Xl.16378 0 0 0 0 0 NA NA 0 0 0 Xl.16378 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,17 -0,4 3,1 -0,48 -0,08 NA
Xl.16409 0 0 0 0 0 AGENCOURT_8095060 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5542240 5', mRNA sequence [BQ736479] 0 0 0 Xl.16409 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,61 NA NA -0,55
Xl.16447 0 0 0 0 0 AGENCOURT_14147293 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950714 3', mRNA sequence [CD329642] 0 0 0 Xl.16447 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,55 NA NA
Xl.16511 0 0 0 0 0 NA NA 0 0 0 Xl.16511 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,28 2,64 NA -0,62
Xl.16550 0 0 0 0 0 NA NA 0 0 0 Xl.16550 0 0 0 0 0 0 0 0 0 0 1 0 0 0,52 NA -0,2 2,44 NA -0,24
Xl.16599 MGC80975 0 0 0 0 MGC80975 protein Xenopus laevis MGC80975 protein (MGC80975), mRNA [NM_001092408] 0 0 0 Xl.16599 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,14 0,03 -2,29 -0,56 -0,29 -0,68
Xl.16654 MGC82513 0 0 0 0 MGC82513 protein Xenopus laevis MGC82513 protein (MGC82513), mRNA [NM_001092109] 0 0 0 Xl.16654 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,08 0,14 -1,74 -0,25 0,2 -0,75
Xl.16675 0 0 0 0 0 NA NA 0 0 0 Xl.16675 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,25 NA NA NA
Xl.17200 0 0 0 0 0 AGENCOURT_15597678 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:7020308 5', mRNA sequence [CF547880] 0 0 0 Xl.17200 0 0 0 0 0 0 0 0 0 1 0 0 1 1,07 NA 5,09 1,04 NA 3,73

Xl.173 nefm 0 0 0 0 neurofilament, medium polypeptide Xenopus laevis neurofilament, medium polypeptide (nefm-a), mRNA [NM_001088210] 0 0 0 Xl.173 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,96 NA NA 1,8
Xl.17321 0 0 0 0 0 AGENCOURT_13346906 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6879394 3', mRNA sequence [CB560661] 0 0 0 Xl.17321 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,73 NA NA -0,21

Xl.174 LOC397995 0 0 0 0 neurofilament, medium polypeptide Xenopus laevis neurofilament, medium polypeptide (nefm-b), mRNA [NM_001088212] 0 0 0 Xl.174 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,55 NA NA 4,24
Xl.17475 0 0 0 0 0 BX843123 NICHD_XGC_Emb3 Xenopus laevis cDNA clone IMAGp998O138294 ; IMAGE:3399012 5', mRNA sequence [BX843123] 0 0 0 Xl.17475 0 0 0 0 0 0 0 0 0 -1 0 0 0 1,35 NA -1,12 NA NA 0,21
Xl.17555 0 0 0 0 0 AGENCOURT_14239029 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6956995 3', mRNA sequence [CD361784] 0 0 0 Xl.17555 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,95 NA NA NA
Xl.17690 LOC495127 0 0 0 0 uncharacterized LOC495127 Xenopus laevis uncharacterized LOC495127 (LOC495127), mRNA [NM_001094822] 0 0 0 Xl.17690 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,06 -0,1 1,24 0,08 -0,08 0,44
Xl.18073 0 0 0 0 0 BX852471 NICHD_XGC_He1 Xenopus laevis cDNA clone IMAGp998G1310128 ; IMAGE:4409124 5', mRNA sequence [BX852471] 0 0 0 Xl.18073 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,05 NA NA NA
Xl.1811 0 0 0 0 0 NA NA 0 0 0 Xl.1811 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,74 NA NA -0,61

Xl.18190 b9d2 0 0 0 0 B9 protein domain 2 Xenopus laevis B9 protein domain 2 (b9d2), mRNA [NM_001092515] 0 0 0 Xl.18190 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,36 -1,26 -1,23 -1,29 -0,53 -0,73
Xl.18373 0 0 0 0 0 NA NA 0 0 0 Xl.18373 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,46 NA NA -0,28
Xl.18384 0 0 0 0 0 AGENCOURT_81613319 NICHD_XGC_tail_m Xenopus laevis cDNA clone IMAGE:8541423 3', mRNA sequence [EC276380] 0 0 0 Xl.18384 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,63 NA NA -0,02
Xl.18449 MGC115312 0 0 0 0 uncharacterized protein MGC115312 Xenopus laevis uncharacterized protein MGC115312 (MGC115312), mRNA [NM_001095881] 0 0 0 Xl.18449 0 0 0 0 0 0 0 0 0 1 0 0 0 0,18 -0,53 3,17 -0,39 -0,31 NA
Xl.18615 0 0 0 0 0 NA NA 0 0 0 Xl.18615 0 0 0 Xl.18615 0 0 0 0 0 0 1 0 0 0,99 NA 0,02 2,2 NA -0,19
Xl.1872 0 0 0 0 0 BX843276 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGp998F119477 ; IMAGE:4174858 5', mRNA sequence [BX843276] 0 0 0 Xl.1872 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,47 NA NA -1,29

Xl.18911 0 0 0 0 0 dah91h04.x1 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4957303 3', mRNA sequence [BI447777] 0 0 0 Xl.18911 0 0 0 0 0 0 0 0 0 1 1 0 0 NA NA 2,01 2,46 NA 1,12
Xl.19005 0 0 0 0 0 NA NA 0 0 0 Xl.19005 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,1 -2,16 NA -0,12 -0,77
Xl.19016 0 0 0 0 0 dag32f04.x3 Blackshear [BI450368] 0 0 0 Xl.19016 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,74 NA NA -0,52
Xl.1904 0 0 0 0 0 BX843873 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGp998C059478 ; IMAGE:4175164 5', mRNA sequence [BX843873] 0 0 0 Xl.1904 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,13 NA NA NA

Xl.19272 0 0 0 0 0 NA NA 0 0 0 Xl.19272 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,01 -0,01 -1,82 -0,99 -0,38 -0,76
Xl.19588 0 0 0 0 0 NA NA 0 0 0 Xl.19588 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,26 0,16 1,57 -0,07 0,1 1,18
Xl.19766 0 0 0 0 0 NISC_mo11b10.x1 Soares NXEG Xenopus laevis cDNA clone IMAGE:5278818 3', mRNA sequence [BQ398810] 0 0 0 Xl.19766 0 0 0 0 0 0 0 0 0 1 0 0 0 0,55 0,41 2,69 0,35 0,58 NA
Xl.19785 0 0 0 0 0 DC076602 Yamamoto [DC076602] 0 0 0 Xl.19785 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,93 -0,06 -1,93 -0,39 -0,02 -0,08
Xl.19918 0 0 0 0 0 BX852222 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGp998E1010950 ; IMAGE:4968945 5', mRNA sequence [BX852222] 0 0 0 Xl.19918 0 0 0 0 0 0 0 1 0 0 1 0 0 3,1 2,49 -0,69 3,74 NA 0,03
Xl.20087 0 0 0 0 0 NA NA 0 0 0 Xl.20087 0 0 0 0 0 0 0 0 0 1 1 0 0 NA NA 3,57 4,74 NA NA
Xl.2023 0 0 0 0 0 NA NA 0 0 0 Xl.2023 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,61 NA NA NA

Xl.20362 0 0 0 0 0 NA NA 0 0 0 Xl.20362 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,65 NA NA NA
Xl.20480 0 0 0 0 0 AGENCOURT_8355540 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5536866 5', mRNA sequence [BQ730849] 0 0 0 Xl.20480 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,5 NA NA NA
Xl.2070 0 0 0 0 0 BP741775 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL499k03ex 3', mRNA sequence [BP741775] 0 0 0 Xl.2070 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,33 -0,33 1,81 -0,28 -0,44 NA
Xl.2096 0 0 0 0 0 AGENCOURT_90760164 NICHD_XGC_int_m Xenopus laevis cDNA clone IMAGE:8820716 3', mRNA sequence [EG574391] 0 0 0 Xl.2096 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,55 NA NA -0,28

Xl.21203 0 0 0 0 0 NA NA 0 0 0 Xl.21203 0 0 0 0 0 0 0 1 0 0 1 0 0 3,79 NA NA 3,59 NA NA
Xl.2125 dbia 0 0 0 0 diazepam binding inhibitor (dbi) a Xenopus laevis diazepam binding inhibitor (dbi) a (dbia), mRNA [NM_001092478] 0 0 0 Xl.2125 0 0 0 0 0 0 0 0 0 1 0 0 0 1,08 0,69 1,37 0,41 NA 0,29
Xl.2161 0 0 0 0 0 NA NA 0 0 0 Xl.2161 0 0 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -1,26 NA NA -1,49

Xl.21673 0 0 0 0 0 BJ071663 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL095b12 5', mRNA sequence [BJ071663] 0 0 0 Xl.21673 0 0 0 0 0 0 0 0 0 1 0 0 1 0,45 0,58 1,37 0,77 0,39 1,58
Xl.21693 0 0 0 0 0 AGENCOURT_14146304 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6947740 5', mRNA sequence [CD254132] 0 0 0 Xl.21693 0 0 0 0 0 0 0 0 0 0 1 0 0 1,01 0,99 -0,65 1,12 0,59 0,04
Xl.21902 0 0 0 0 0 NA NA 0 0 0 Xl.21902 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,1 NA NA -0,09
Xl.22199 0 0 0 0 0 AGENCOURT_10125219 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4030366 5', mRNA sequence [BU903050] 0 0 0 Xl.22199 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,47 NA NA NA
Xl.22514 0 0 0 0 0 NA NA 0 0 0 Xl.22514 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA -0,26
Xl.22647 0 0 0 0 0 AGENCOURT_75533639 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8547048 5', mRNA sequence [EB644818] 0 0 0 Xl.22647 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,24 0,17 1,78 -0,14 -0,01 NA
Xl.22890 0 0 0 0 0 AGENCOURT_13054505 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4032536 5', mRNA sequence [CB559882] 0 0 0 Xl.22890 0 0 0 0 0 0 0 0 0 1 0 0 0 1,1 NA 1,32 0,86 NA 0,05
Xl.22990 0 0 0 0 0 AGENCOURT_75471477 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8549411 5', mRNA sequence [EB643941] 0 0 0 Xl.22990 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,93 NA NA -0,32
Xl.23670 0 0 0 0 0 AGENCOURT_55952743 NICHD_XGC_FaB Xenopus laevis cDNA clone IMAGE:8069381 3', mRNA sequence [DT055127] 0 0 0 Xl.23670 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,48 NA NA 2,03
Xl.23782 0 0 0 0 0 AGENCOURT_13333040 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6879211 3', mRNA sequence [CB561128] 0 0 0 Xl.23782 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,42 0,4 -1,43 -0,3 -0,03 -0,35
Xl.24091 0 0 0 0 0 AGENCOURT_13321201 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6881583 3', mRNA sequence [CB565543] 0 0 0 Xl.24091 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,65 NA -1,47 1,05 NA -0,21
Xl.24201 0 0 0 0 0 NA NA 0 0 0 Xl.24201 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,34 NA NA -0,13
Xl.24466 0 0 0 0 0 AGENCOURT_10255669 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5078668 5', mRNA sequence [CA790608] 0 0 0 Xl.24466 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,66 2,49 NA -0,07
Xl.24571 0 0 0 0 0 AGENCOURT_11244730 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876408 5', mRNA sequence [CB201267] 0 0 0 Xl.24571 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,98 NA NA
Xl.2461 0 0 0 0 0 AGENCOURT_13054677 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4032066 5', mRNA sequence [CB558573] 0 0 0 Xl.2461 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,16 NA NA 0,31

Xl.24758 0 0 0 0 0 AGENCOURT_14147675 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950259 3', mRNA sequence [CD327919] 0 0 0 Xl.24758 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,21 -0,08 -1,37 -0,4 -0,19 -0,58
Xl.2554 0 0 0 0 0 BX848222 Cho Li treated gastrula Xenopus laevis cDNA clone IMAGp998F079035 ; IMAGE:3749766 5', mRNA sequence [BX848222] 0 0 0 Xl.2554 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,52 NA NA

Xl.25800 0 0 0 0 0 AGENCOURT_78664179 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8549299 3', mRNA sequence [EB736570] 0 0 0 Xl.25800 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,3 0,14 -1,42 -0,32 0,02 -0,88
Xl.26047 0 0 0 0 0 AGENCOURT_14214911 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6946481 5', mRNA sequence [CD253610] 0 0 0 Xl.26047 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,78 NA NA NA
Xl.26054 0 0 0 0 0 AGENCOURT_14215873 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6946045 5', mRNA sequence [CD254318] 0 0 0 Xl.26054 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,48 NA NA NA
Xl.26094 0 0 0 0 0 AGENCOURT_11348134 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6877170 5', mRNA sequence [CB206004] 0 0 0 Xl.26094 0 0 0 0 0 0 0 0 0 -1 0 0 -1 NA NA -2,94 NA NA -1,55
Xl.26209 0 0 0 0 0 AGENCOURT_14292328 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6954677 5', mRNA sequence [CD363074] 0 0 0 Xl.26209 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,73 -0,01 -2,42 0,41 -0,04 -1,46
Xl.26239 0 0 0 0 0 AGENCOURT_15597897 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:7020650 5', mRNA sequence [CF547597] 0 0 0 Xl.26239 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 1,41 NA NA 1,62
Xl.26247 0 0 0 0 0 AGENCOURT_14240911 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6958799 5', mRNA sequence [CD302026] 0 0 0 Xl.26247 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,05 NA NA -0,05
Xl.2628 ebp 0 0 0 0 emopamil binding protein (sterol isomerase) Xenopus laevis emopamil binding protein (sterol isomerase) (ebp), mRNA [NM_001087000] 0 0 0 Xl.2628 0 0 0 0 0 0 0 1 0 0 1 0 0 2,92 NA NA 2,22 NA NA

Xl.26406 0 0 0 0 0 AGENCOURT_14235536 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957206 3', mRNA sequence [CD360734] 0 0 0 Xl.26406 0 0 0 0 0 0 0 0 0 -1 1 0 0 NA NA -1,7 6,24 NA -0,4
Xl.27166 0 0 0 0 0 AGENCOURT_13766774 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6930957 5', mRNA sequence [CB943299] 0 0 0 Xl.27166 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,86 NA NA NA
Xl.2770 0 0 0 0 0 NA NA 0 0 0 Xl.2770 0 0 0 0 0 0 0 -1 0 0 0 0 0 -2,07 0,19 -0,11 -0,64 -0,17 0,36
Xl.2806 0 0 0 0 0 BJ634741 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL184a16 3', mRNA sequence [BJ634741] 0 0 0 Xl.2806 0 0 0 0 0 0 0 0 0 1 0 0 0 0,37 NA 4,54 0,41 NA NA

Xl.29013 0 0 0 0 0 BX852917 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone IMAGp998O068637 ; IMAGE:3548765 5', mRNA sequence [BX852917] 0 0 0 Xl.29013 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,93 NA NA 0,61
Xl.29045 0 0 0 0 0 DC099719 Yamamoto [DC099719] 0 0 0 Xl.29045 0 0 0 0 0 0 0 0 0 1 0 0 0 0,11 0,82 1,18 0,18 1,14 0,23
Xl.29235 0 0 0 0 0 EST00005 Xenopus laevis Lambda TripleEx Express Library Xenopus laevis cDNA, mRNA sequence [CF182143] 0 0 0 Xl.29235 0 0 0 0 0 0 0 0 0 1 0 0 0 0,15 NA 2,63 0,28 0,62 NA
Xl.29307 0 0 0 0 0 AGENCOURT_13044089 NICHD_XGC_Te1 Xenopus laevis cDNA clone IMAGE:6896960 5', mRNA sequence [CB591963] 0 0 0 Xl.29307 0 0 0 0 0 0 0 1 1 0 0 1 0 1,34 1,84 0,45 0,65 1,94 0
Xl.29695 0 0 0 0 0 NA NA 0 0 0 Xl.29695 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,54 0,2 1,01 -0,42 -0,13 0,38
Xl.29730 0 0 0 0 0 AGENCOURT_11240536 Wellcome [CA982551] 0 0 0 Xl.29730 0 0 0 0 0 0 0 0 0 0 1 0 0 0,28 0,13 -0,44 1,58 -0,09 0,25
Xl.29732 0 0 0 0 0 AGENCOURT_15211115 NICHD_XGC_Emb4 Xenopus laevis cDNA clone IMAGE:4970907 5', mRNA sequence [CF289671] 0 0 0 Xl.29732 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,34 NA NA
Xl.29796 0 0 0 0 0 Xenopus laevis mRNA sequence [AY336492] 0 0 0 Xl.29796 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,04 -1,11 -0,2 -0,02 -0,02
Xl.29815 0 0 0 0 0 AGENCOURT_15529098 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:7007887 5', mRNA sequence [CF520694] 0 0 0 Xl.29815 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,45 NA NA -0,52
Xl.29817 0 0 0 0 0 NA NA 0 0 0 Xl.29817 0 0 0 0 0 0 0 0 0 -1 0 0 -1 -0,86 NA -2,21 -0,28 NA -1,12
Xl.29879 st8sia1 0 0 0 0 ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1 Xenopus laevis ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1 (st8sia1), mRNA [NM_001089619] 0 0 0 Xl.29879 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 6,11 NA NA 3,82
Xl.30142 0 0 0 0 0 NA NA 0 0 0 Xl.30142 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,41 1,94 NA 0,86 NA
Xl.31233 0 0 0 0 0 AGENCOURT_15596985 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:7020436 5', mRNA sequence [CF547771] 0 0 0 Xl.31233 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,18 NA NA -0,41
Xl.32192 0 0 0 0 0 NA NA 0 0 0 Xl.32192 0 0 0 0 0 0 0 0 0 1 0 0 0 -1,39 NA 1,02 -0,9 NA 0,1
Xl.32243 0 0 0 0 0 AGENCOURT_14239271 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957443 3', mRNA sequence [CD360924] 0 0 0 Xl.32243 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,83 NA -2,42 0,5 NA -0,93
Xl.32611 LOC446285 0 0 0 0 uncharacterized LOC446285 Xenopus laevis hypothetical protein LOC446285, mRNA (cDNA clone IMAGE:6863033), partial cds [BC080045] 0 0 0 Xl.32611 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,79 NA NA 3,71
Xl.32988 0 0 0 0 0 BP691148 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL463k20ex 5', mRNA sequence [BP691148] 0 0 0 Xl.32988 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,75 NA NA NA

Xl.334 xicl 0 0 0 0 Xicl gene Xenopus laevis Xicl gene (xicl), mRNA [NM_001088319] 0 0 0 Xl.334 0 0 0 0 0 0 0 0 0 0 1 0 0 1,07 1,18 -0,06 1,78 1,35 0,22
Xl.33644 0 0 0 0 0 AGENCOURT_10309497 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:5156032 5', mRNA sequence [CA790048] 0 0 0 Xl.33644 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,64 -0,09 -1,22 -0,44 -0,34 -0,34
Xl.33779 0 0 0 0 0 NA NA 0 0 0 Xl.33779 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,44 NA NA -0,88
Xl.33885 0 0 0 0 0 AGENCOURT_55153542 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7981199 3', mRNA sequence [DR728516] 0 0 0 Xl.33885 0 0 0 0 0 0 0 1 0 0 1 0 0 4,77 NA NA 4,71 NA NA
Xl.34159 0 0 0 0 0 AGENCOURT_69591969 NICHD_XGC_Ov1 Xenopus laevis cDNA clone IMAGE:8328297 5', mRNA sequence [DY551875] 0 0 0 Xl.34159 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -0,34
Xl.34178 0 0 0 0 0 NA NA 0 0 0 Xl.34178 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,01 NA NA -0,3
Xl.34639 0 0 0 0 0 NA NA 0 0 0 Xl.34639 0 0 0 0 0 0 0 1 0 0 1 0 0 2,33 NA NA 2,5 NA NA
Xl.34800 0 0 0 0 0 AGENCOURT_26181321 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7299837 5', mRNA sequence [CO389390] 0 0 0 Xl.34800 0 0 0 0 0 0 0 0 0 -1 0 0 0 0 0,21 -1,32 0,38 0,06 -0,37
Xl.34803 0 0 0 0 0 AGENCOURT_26180020 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7299012 5', mRNA sequence [CO389285] 0 0 0 Xl.34803 0 0 0 0 0 0 0 0 0 1 0 0 0 0,81 1 2,24 -0,04 1,01 0,73
Xl.34855 0 0 0 0 0 BX850046 Wellcome CRC pRN3 oocyte Xenopus laevis cDNA clone IMAGp998P178392 ; IMAGE:3436672 5', mRNA sequence [BX850046] 0 0 0 Xl.34855 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,14
Xl.34893 0 0 0 0 0 de62d08.y1 Kirschner embryo St10 14 Xenopus laevis cDNA clone IMAGE:3516327 5', mRNA sequence [BG017274] 0 0 0 Xl.34893 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,79 NA NA -0,25
Xl.34939 pdyn-b 0 0 0 0 prodynorphin Xenopus laevis prodynorphin (pdyn-b), mRNA [NM_001090942] 0 0 0 Xl.34939 0 0 0 0 0 0 0 1 0 0 0 0 0 5,08 NA NA NA NA NA
Xl.3640 0 0 0 0 0 AGENCOURT_14144167 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6950721 3', mRNA sequence [CD328958] 0 0 0 Xl.3640 0 0 0 0 0 0 0 0 0 1 0 0 0 0,11 NA 3,38 0,37 NA NA
Xl.3734 0 0 0 0 0 NA NA 0 0 0 Xl.3734 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,21 -0,17 1,45 -0,55 -0,14 0,81

Xl.37459 0 0 0 0 0 BJ048955 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL022j04 3', mRNA sequence [BJ048955] 0 0 0 Xl.37459 0 0 0 0 0 0 0 0 0 1 0 0 0 0,96 NA 2,21 1,55 NA NA
Xl.40072 0 0 0 0 0 BP709052 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL496j21ex 5', mRNA sequence [BP709052] 0 0 0 Xl.40072 0 0 0 0 0 0 0 0 1 0 1 0 0 NA 3,28 NA 2,28 NA NA
Xl.40321 0 0 0 0 0 NA NA 0 0 0 Xl.40321 0 0 0 0 0 0 0 1 0 0 1 0 0 2,69 NA NA 5,86 NA NA
Xl.40386 rfx5 0 0 0 0 regulatory factor X, 5 (influences HLA class II expression) Xenopus laevis regulatory factor X, 5 (influences HLA class II expression) (rfx5), mRNA [NM_001091204] 0 0 0 Xl.40386 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,28 1,59 0,14 -0,11 0,34
Xl.40404 0 0 0 0 0 NA NA 0 0 0 Xl.40404 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,54 0,82 1,1 0,24 0,61 0,68
Xl.40955 0 0 0 0 0 AGENCOURT_56024223 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8076569 5', mRNA sequence [DT070120] 0 0 0 Xl.40955 0 0 0 0 0 0 0 0 0 1 0 0 0 0,28 NA 2,67 0,08 NA NA
Xl.41836 0 0 0 0 0 BP694610 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL475a15ex 5', mRNA sequence [BP694610] 0 0 0 Xl.41836 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,05 NA NA
Xl.41853 0 0 0 0 0 BJ070460 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL056k03 5', mRNA sequence [BJ070460] 0 0 0 Xl.41853 0 0 0 0 0 0 0 1 1 0 1 1 0 3,82 5,73 NA 4,51 5,37 NA
Xl.42223 0 0 0 0 0 NA NA 0 0 0 Xl.42223 0 0 0 0 0 0 0 0 0 1 0 0 0 1,25 0,3 1,51 0,34 0,32 0,25
Xl.42846 0 0 0 0 0 NA NA 0 0 0 Xl.42846 0 0 0 0 0 0 0 0 0 1 0 0 0 0,17 -0,51 1,38 -0,33 -0,3 0,06
Xl.43319 0 0 0 0 0 AGENCOURT_10483745 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6632380 5', mRNA sequence [BU907258] 0 0 0 Xl.43319 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,86 NA NA -0,26
Xl.43829 0 0 0 0 0 NA NA 0 0 0 Xl.43829 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,43 1,14 NA NA
Xl.44629 0 0 0 0 0 AGENCOURT_39737993 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7766859 5', mRNA sequence [CX130155] 0 0 0 Xl.44629 0 0 0 0 0 0 0 0 0 1 0 0 0 1,18 0,65 1,28 0,49 1,19 -0,34
Xl.44957 0 0 0 0 0 AGENCOURT_14233631 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957852 5', mRNA sequence [CD302071] 0 0 0 Xl.44957 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,59 0,31 1,62 -0,05 -0,06 0,43
Xl.45062 0 0 0 0 0 NA NA 0 0 0 Xl.45062 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,29 NA -1,03 NA NA -0,22
Xl.45088 0 0 0 0 0 NA NA 0 0 0 Xl.45088 0 0 0 0 0 0 0 1 0 0 0 0 0 1,92 1,36 -0,45 0,72 1,04 -0,06
Xl.4626 0 0 0 0 0 AGENCOURT_26179045 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7299359 5', mRNA sequence [CO389298] 0 0 0 Xl.4626 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,57 0,3 1,19 -0,4 0,09 0,4

Xl.46521 0 0 0 0 0 AGENCOURT_26178815 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7298481 5', mRNA sequence [CO385970] 0 0 0 Xl.46521 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,57 0,32 1,34 0,07 -0,02 0,71
Xl.46583 suv39h1 0 0 0 0 suppressor of variegation 3-9 homolog 1 Xenopus laevis suppressor of variegation 3-9 homolog 1 (suv39h1), mRNA [NM_001091423] 0 0 0 Xl.46583 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,06 -0,53 2,43 -0,59 -0,43 0,32
Xl.46624 0 0 0 0 0 AGENCOURT_87354508 NICHD_XGC_bone Xenopus laevis cDNA clone IMAGE:8740283 3', mRNA sequence [EE323869] 0 0 0 Xl.46624 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,48 0,54 -1,27 0,52 -0,02 -0,14
Xl.46770 0 0 0 0 0 AGENCOURT_10301574 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:5156731 5', mRNA sequence [CA790377] 0 0 0 Xl.46770 0 0 0 0 0 0 0 0 0 0 0 1 0 -0,12 1,69 NA -0,25 2,28 NA
Xl.46927 0 0 0 0 0 AGENCOURT_22004154 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7208704 3', mRNA sequence [CN318704] 0 0 0 Xl.46927 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,02 NA -1,14 0,23 NA -0,11
Xl.46972 0 0 0 0 0 NA NA 0 0 0 Xl.46972 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,25 1,61 0,74 -0,28 NA
Xl.46983 0 0 0 0 0 AGENCOURT_18792760 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7204521 5', mRNA sequence [CK797985] 0 0 0 Xl.46983 0 0 0 0 0 0 0 0 0 -1 0 0 0 1,51 NA -2,28 NA NA -0,76
Xl.47002 0 0 0 0 0 NA NA 0 0 0 Xl.47002 0 0 0 0 0 0 0 1 0 0 0 0 0 1,33 0,3 -0,14 0,49 0,6 -0,43
Xl.47007 0 0 0 0 0 AGENCOURT_11246061 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6872965 5', mRNA sequence [CB198034] 0 0 0 Xl.47007 0 0 0 0 0 0 0 0 0 1 0 0 0 0,02 -0,8 3,3 0,09 -0,44 NA
Xl.47239 LOC100158377 0 0 0 0 uncharacterized LOC100158377 Xenopus laevis uncharacterized protein LOC100158377 (LOC100158377), mRNA [NM_001127821] 0 0 0 Xl.47239 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,56 0 -1,9 1,11 -0,23 -0,4
Xl.47263 MGC84224 0 0 0 0 MGC84224 protein Xenopus laevis MGC84224 protein (MGC84224), mRNA [NM_001092760] 0 0 0 Xl.47263 0 0 0 0 0 0 0 0 0 1 0 0 0 NA -0,01 2,52 NA -0,41 0,58
Xl.47307 0 0 0 0 0 NA NA 0 0 0 Xl.47307 0 0 0 0 0 0 0 0 0 1 0 0 1 -0,1 -0,19 3,8 -0,3 0,14 2,88
Xl.47733 0 0 0 0 0 NA NA 0 0 0 Xl.47733 0 0 0 0 0 0 0 1 0 0 0 0 0 1,98 NA NA 0,97 NA NA
Xl.47780 0 0 0 0 0 AGENCOURT_81619937 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8533264 3', mRNA sequence [EC276895] 0 0 0 Xl.47780 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,57 NA 2,38 -0,31 NA NA
Xl.48257 0 0 0 0 0 NA NA 0 0 0 Xl.48257 0 0 0 0 0 0 0 0 0 0 1 0 0 2,21 NA NA 2,27 NA NA
Xl.4844 0 0 0 0 0 AGENCOURT_55792801 NICHD_XGC_FaB Xenopus laevis cDNA clone IMAGE:8071095 3', mRNA sequence [DT058751] 0 0 0 Xl.4844 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,28 NA NA NA

Xl.48556 0 0 0 0 0 BP717769 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL437h06ex 3', mRNA sequence [BP717769] 0 0 0 Xl.48556 0 0 0 0 0 0 0 0 0 0 1 0 0 0,66 1,78 NA 1,58 NA NA
Xl.48604 0 0 0 0 0 AGENCOURT_78603703 NICHD_XGC_limb Xenopus laevis cDNA clone IMAGE:8637811 5', mRNA sequence [EB731074] 0 0 0 Xl.48604 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,42 -1,5 NA -0,49 -0,81
Xl.48622 MGC82952 0 0 0 0 MGC82952 protein Xenopus laevis MGC82952 protein (MGC82952), mRNA [NM_001094039] 0 0 0 Xl.48622 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,44 NA 2,56 -0,08 NA 1,08
Xl.48755 0 0 0 0 0 AGENCOURT_14238087 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957081 3', mRNA sequence [CD360162] 0 0 0 Xl.48755 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,19 NA NA -0,75
Xl.48762 0 0 0 0 0 AGENCOURT_31519857 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7390737 3', mRNA sequence [CV102642] 0 0 0 Xl.48762 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,05 NA NA -0,77
Xl.4881 0 0 0 0 0 BX844342 NICHD_XGC_Emb3 Xenopus laevis cDNA clone IMAGp998P168295 ; IMAGE:3399423 5', mRNA sequence [BX844342] 0 0 0 Xl.4881 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,07 5,81 NA 0,08

Xl.48895 0 0 0 0 0 Xenopus laevis, Similar to S-100 related protein, clone 42C, clone IMAGE:4682756, mRNA [BC041295] 0 0 0 Xl.48895 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,1 NA NA -0,14
Xl.4906 0 0 0 0 0 BP690232 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL460o05ex 5', mRNA sequence [BP690232] 0 0 0 Xl.4906 0 0 0 0 0 0 0 0 1 0 1 0 0 0,48 1,25 -0,24 1,09 1,1 -0,01

Xl.49706 LOC494766 0 0 0 0 uncharacterized LOC494766 Xenopus laevis hypothetical LOC494766, mRNA (cDNA clone IMAGE:4632861), partial cds [BC082870] 0 0 0 Xl.49706 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,68 NA NA -0,7
Xl.49909 c9orf96 0 0 0 0 chromosome 9 open reading frame 96 Xenopus laevis chromosome 9 open reading frame 96 (c9orf96), mRNA [NM_001095209] 0 0 0 Xl.49909 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,14 NA NA -0,8
Xl.50448 0 0 0 0 0 AGENCOURT_39799066 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7768075 5', mRNA sequence [CX130840] 0 0 0 Xl.50448 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,14 NA NA -0,87
Xl.50499 0 0 0 0 0 AGENCOURT_22000257 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7206925 3', mRNA sequence [CN324499] 0 0 0 Xl.50499 0 0 0 0 0 0 0 0 0 1 0 0 0 0,29 0,6 1,22 0,61 0,45 NA
Xl.50553 0 0 0 0 0 DC027653 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone rxlk7j07 3', mRNA sequence [DC027653] 0 0 0 Xl.50553 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,32 NA NA 0,04
Xl.50576 0 0 0 0 0 AGENCOURT_10768095 Wellcome [CA973568] 0 0 0 Xl.50576 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,17 0,02 1,34 0,19 -0,12 0,21
Xl.50585 0 0 0 0 0 NA NA 0 0 0 Xl.50585 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,17
Xl.50633 0 0 0 0 0 AGENCOURT_75547992 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8550804 5', mRNA sequence [EB644218] 0 0 0 Xl.50633 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,82 NA NA NA
Xl.50635 0 0 0 0 0 AGENCOURT_8355317 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5536876 5', mRNA sequence [BQ730868] 0 0 0 Xl.50635 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,05 NA 0,83 -0,18
Xl.50647 0 0 0 0 0 AGENCOURT_39737465 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7764186 5', mRNA sequence [CX134975] 0 0 0 Xl.50647 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,37 NA NA -0,9
Xl.50676 MGC131269 0 0 0 0 uncharacterized protein MGC131269 Xenopus laevis uncharacterized protein MGC131269 (MGC131269), mRNA [NM_001096298] 0 0 0 Xl.50676 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,45 -0,29 -1,68 -0,19 -0,64 -0,44
Xl.50709 0 0 0 0 0 AGENCOURT_14234999 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6958918 5', mRNA sequence [CD302317] 0 0 0 Xl.50709 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,22 NA NA -0,74
Xl.50855 0 0 0 0 0 BX852342 Wellcome CRC pRN3 oocyte Xenopus laevis cDNA clone IMAGp998G228394 ; IMAGE:3437229 5', mRNA sequence [BX852342] 0 0 0 Xl.50855 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,87 NA NA -0,95
Xl.50968 0 0 0 0 0 AGENCOURT_8107688 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5572428 5', mRNA sequence [BQ735489] 0 0 0 Xl.50968 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,27 -0,27 2,56 0,53 -0,17 NA
Xl.5126 0 0 0 0 0 AGENCOURT_77440496 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8548150 5', mRNA sequence [EB647410] 0 0 0 Xl.5126 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,24 NA NA -0,53
Xl.5134 0 0 0 0 0 AGENCOURT_81584572 NICHD_XGC_tail_m Xenopus laevis cDNA clone IMAGE:8541938 3', mRNA sequence [EC277683] 0 0 0 Xl.5134 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,12 -1,13 -0,18 -0,5 -0,42

Xl.51389 0 0 0 0 0 AGENCOURT_15207517 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGE:5435297 5', mRNA sequence [CF342346] 0 0 0 Xl.51389 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,52 NA NA NA
Xl.51481 0 0 0 0 0 AGENCOURT_55717078 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8079018 5', mRNA sequence [DT061215] 0 0 0 Xl.51481 0 0 0 0 0 0 0 1 0 1 1 0 0 3,15 NA 3,13 4,4 NA NA
Xl.51508 0 0 0 0 0 NA NA 0 0 0 Xl.51508 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,96 NA NA -0,56
Xl.51820 0 0 0 0 0 AGENCOURT_11031087 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6859022 5', mRNA sequence [CA787693] 0 0 0 Xl.51820 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,1 -1,34 -1,71 -0,81 -1,12 -0,34
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Xl.51852 0 0 0 0 0 NA NA 0 0 0 Xl.51852 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,37 NA 1,4 -0,17 0,21 0,63
Xl.52086 0 0 0 0 0 AGENCOURT_11375187 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6878248 5', mRNA sequence [CB206499] 0 0 0 Xl.52086 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,3 NA 2,13 0,25 NA 0,39
Xl.52119 0 0 0 0 0 AGENCOURT_22002861 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7207976 3', mRNA sequence [CN325613] 0 0 0 Xl.52119 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,14 NA NA -1,14
Xl.52131 0 0 0 0 0 NA NA 0 0 0 Xl.52131 0 0 0 0 0 0 0 0 0 1 0 0 1 -0,19 0,55 3,6 0,76 0,22 2,3
Xl.52232 0 0 0 0 0 BP716914 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL434c19ex 3', mRNA sequence [BP716914] 0 0 0 Xl.52232 0 0 0 0 0 0 0 0 1 0 0 1 0 1,16 1,85 -0,39 0,46 1,64 -0,1
Xl.52516 0 0 0 0 0 AGENCOURT_13046674 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4032017 5', mRNA sequence [CB559640] 0 0 0 Xl.52516 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,31 NA NA
Xl.52622 0 0 0 0 0 NA NA 0 0 0 Xl.52622 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,32 1,12 1,55 0,34 0,54 NA
Xl.52675 0 0 0 0 0 AGENCOURT_10486559 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6634640 5', mRNA sequence [BU909062] 0 0 0 Xl.52675 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,74 NA NA 0,03
Xl.5303 0 0 0 0 0 AGENCOURT_14161559 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6953803 5', mRNA sequence [CD255073] 0 0 0 Xl.5303 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,12 NA -1,04 -0,39 NA -0,49

Xl.53111 0 0 0 0 0 AGENCOURT_14236375 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6956111 5', mRNA sequence [CD303555] 0 0 0 Xl.53111 0 0 0 0 0 0 0 0 0 1 1 0 0 NA NA 4,44 3,26 NA NA
Xl.53443 0 0 0 0 0 AGENCOURT_10307906 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5084047 5', mRNA sequence [CA791603] 0 0 0 Xl.53443 0 0 0 0 0 0 0 1 0 0 1 0 0 2,57 1,9 -0,45 3,29 0,76 0,17
Xl.53523 0 0 0 0 0 AGENCOURT_14141753 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6946825 5', mRNA sequence [CD253944] 0 0 0 Xl.53523 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,1 NA -1,01 0,1 NA -0,13
Xl.53702 0 0 0 0 0 NA NA 0 0 0 Xl.53702 0 0 0 0 0 0 0 0 0 1 0 0 0 0,6 0,9 1,7 1,07 NA NA
Xl.53805 0 0 0 0 0 DC025634 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone rxlk74c17 3', mRNA sequence [DC025634] 0 0 0 Xl.53805 0 0 0 0 0 0 0 0 0 0 1 0 0 1,39 0,3 NA 2,07 1,63 NA
Xl.53808 0 0 0 0 0 AGENCOURT_55037665 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7981721 3', mRNA sequence [DR721131] 0 0 0 Xl.53808 0 0 0 0 0 0 0 0 1 0 0 1 0 NA 3,68 NA NA 3,91 NA
Xl.53877 0 0 0 0 0 AGENCOURT_8216341 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4683681 5', mRNA sequence [BQ734200] 0 0 0 Xl.53877 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,13 NA NA -0,17
Xl.53983 MGC98825 0 0 0 0 uncharacterized protein MGC98825 Xenopus laevis uncharacterized protein MGC98825 (MGC98825), mRNA [NM_001096100] 0 0 0 Xl.53983 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,25 NA NA NA
Xl.54311 0 0 0 0 0 NA NA 0 0 0 Xl.54311 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,55 NA NA NA
Xl.54520 0 0 0 0 0 AGENCOURT_22003845 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7207797 3', mRNA sequence [CN320772] 0 0 0 Xl.54520 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,18 NA NA -1,5
Xl.54825 0 0 0 0 0 NA NA 0 0 0 Xl.54825 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,43 NA NA -0,25
Xl.54865 MGC130936 0 0 0 0 uncharacterized protein MGC130936 Xenopus laevis uncharacterized protein MGC130936 (MGC130936), mRNA [NM_001096237] 0 0 0 Xl.54865 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,22 -0,25 2,12 -0,41 -0,56 NA
Xl.55019 0 0 0 0 0 BX850736 Wellcome CRC pcDNAI egg Xenopus laevis cDNA clone IMAGp998L148378 ; IMAGE:3431197 5', mRNA sequence [BX850736] 0 0 0 Xl.55019 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,5 0,41 -2,09 0,35 0,38 -0,58
Xl.55119 0 0 0 0 0 NA NA 0 0 0 Xl.55119 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,38 NA NA NA
Xl.5524 MGC82317 0 0 0 0 glyoxalase 1 Xenopus laevis glyoxalase 1 (glo1-b), mRNA [NM_001093055] 0 0 0 Xl.5524 0 0 0 0 0 0 0 0 0 -1 0 0 -1 0,17 -0,13 -1,78 0,01 -0,12 -1,12

Xl.55276 0 0 0 0 0 DC128794 Yamamoto [DC128794] 0 0 0 Xl.55276 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA -0,3
Xl.55497 LOC733195 0 0 0 0 uncharacterized LOC733195 Xenopus laevis hypothetical protein LOC733195, mRNA (cDNA clone IMAGE:6949792), partial cds [BC092332] 0 0 0 Xl.55497 0 0 0 0 0 0 0 0 0 1 0 0 1 0,59 -0,09 5,69 0,73 -0,29 2,34
Xl.55509 0 0 0 0 0 AGENCOURT_55789585 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8074938 3', mRNA sequence [DT059986] 0 0 0 Xl.55509 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,04 NA NA -0,41
Xl.55531 0 0 0 0 0 AGENCOURT_15508945 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:7007777 5', mRNA sequence [CF520772] 0 0 0 Xl.55531 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,37 0,06 2,36 -0,22 -0,29 NA
Xl.55536 0 0 0 0 0 NA NA 0 0 0 Xl.55536 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,74 NA NA -0,92
Xl.55547 0 0 0 0 0 NA NA 0 0 0 Xl.55547 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,28 NA -1,71 -0,42 NA -0,25
Xl.55622 0 0 0 0 0 AGENCOURT_39777750 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7766440 5', mRNA sequence [CX130081] 0 0 0 Xl.55622 0 0 0 0 0 0 0 0 0 1 0 0 0 NA -0,58 3,09 NA -0,41 NA
Xl.55635 0 0 0 0 0 NA NA 0 0 0 Xl.55635 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,29 NA NA -0,7
Xl.55672 0 0 0 0 0 NA NA 0 0 0 Xl.55672 0 0 0 0 0 0 0 1 1 0 1 0 0 4,76 4,81 NA 8,05 NA NA
Xl.55792 0 0 0 0 0 AGENCOURT_10481473 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6635059 5', mRNA sequence [BU909415] 0 0 0 Xl.55792 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,85 0,82 -1,25 0,39 1,39 -0,21
Xl.55873 0 0 0 0 0 NA NA 0 0 0 Xl.55873 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,32 NA NA NA
Xl.55877 0 0 0 0 0 NA NA 0 0 0 Xl.55877 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,97 0,1 -1,25 -0,56 -0,04 -0,27
Xl.55923 0 0 0 0 0 NA NA 0 0 0 Xl.55923 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,22 NA NA -0,22
Xl.56156 0 0 0 0 0 NA NA 0 0 0 Xl.56156 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,52 NA NA
Xl.56199 0 0 0 0 0 AGENCOURT_10764169 Wellcome [CA971790] 0 0 0 Xl.56199 0 0 0 0 0 0 0 0 0 1 0 0 0 1,22 NA 2,17 0,87 NA NA
Xl.56277 0 0 0 0 0 AGENCOURT_10491549 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6636971 5', mRNA sequence [BU911041] 0 0 0 Xl.56277 0 0 0 0 0 0 0 0 0 0 0 0 1 -0,35 -0,03 0,11 -0,29 -0,02 1,28
Xl.56384 0 0 0 0 0 NA NA 0 0 0 Xl.56384 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,15 NA NA 0,24
Xl.56597 0 0 0 0 0 AGENCOURT_10748303 Wellcome [CA973879] 0 0 0 Xl.56597 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,38 0,28 -1,07 0,14 0,04 0,1
Xl.56610 0 0 0 0 0 AGENCOURT_74347539 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8536266 5', mRNA sequence [EB475684] 0 0 0 Xl.56610 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,76 NA NA 0,67
Xl.56617 0 0 0 0 0 NA NA 0 0 0 Xl.56617 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,52 NA NA -0,16
Xl.56974 0 0 0 0 0 DC088119 Yamamoto [DC088119] 0 0 0 Xl.56974 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,24 -0,05 1,6 -0,01 0,05 NA
Xl.56994 0 0 0 0 0 NA NA 0 0 0 Xl.56994 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,63 NA NA -0,33
Xl.57053 0 0 0 0 0 AGENCOURT_78602538 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8640741 5', mRNA sequence [EB729838] 0 0 0 Xl.57053 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,91 NA NA NA
Xl.57108 0 0 0 0 0 NA NA 0 0 0 Xl.57108 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,4 NA NA NA
Xl.57217 0 0 0 0 0 AGENCOURT_55952488 NICHD_XGC_FaB Xenopus laevis cDNA clone IMAGE:8070589 3', mRNA sequence [DT066862] 0 0 0 Xl.57217 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,82 NA NA NA
Xl.57329 0 0 0 0 0 Xenopus laevis rexp52 mRNA, complete sequence [DQ096895] 0 0 0 Xl.57329 0 0 0 0 0 0 0 1 1 0 1 1 0 1,84 2,09 -0,28 1,86 2,09 -0,08
Xl.57347 0 0 0 0 0 AGENCOURT_13326608 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6873434 3', mRNA sequence [CB565788] 0 0 0 Xl.57347 0 0 0 0 0 0 0 0 0 0 1 0 0 2,1 NA 0,46 2,65 NA 0,95
Xl.57375 0 0 0 0 0 NA NA 0 0 0 Xl.57375 0 0 0 0 0 0 0 0 0 1 0 0 0 -1,23 -0,2 1,14 -0,63 -0,35 0,01
Xl.57473 0 0 0 0 0 AGENCOURT_89900622 NICHD_XGC_int_m Xenopus laevis cDNA clone IMAGE:8825242 5', mRNA sequence [EG580523] 0 0 0 Xl.57473 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,04 0,23 2,08 -0,18 0,54 NA
Xl.57478 0 0 0 0 0 NA NA 0 0 0 Xl.57478 0 0 0 0 0 0 0 0 0 0 1 0 0 0,87 NA NA 1,61 NA NA
Xl.57535 0 0 0 0 0 Xenopus laevis cDNA clone IMAGE:3403831 [BC100226] 0 0 0 Xl.57535 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,13 NA NA -0,23
Xl.57669 0 0 0 0 0 DC090544 Yamamoto [DC090544] 0 0 0 Xl.57669 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,7 NA NA NA
Xl.57724 0 0 0 0 0 Xenopus laevis cDNA clone IMAGE:3404217 [BC098997] 0 0 0 Xl.57724 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,21 -0,51 3,4 0,6 -0,41 NA
Xl.57752 0 0 0 0 0 NA NA 0 0 0 Xl.57752 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,02 -1,62 -0,11 0,04 -0,6
Xl.5788 0 0 0 0 0 AGENCOURT_15210019 NICHD_XGC_Emb4 Xenopus laevis cDNA clone IMAGE:4970356 3', mRNA sequence [CF290458] 0 0 0 Xl.5788 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,52 NA NA NA

Xl.57993 0 0 0 0 0 BX850838 NICHD_XGC_Emb4 Xenopus laevis cDNA clone IMAGp998F2112316 ; IMAGE:5571860 5', mRNA sequence [BX850838] 0 0 0 Xl.57993 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,37 0,12 -1,24 -0,26 0,04 -0,31
Xl.58101 0 0 0 0 0 NA NA 0 0 0 Xl.58101 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,48 NA NA
Xl.58188 0 0 0 0 0 AGENCOURT_13321362 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6881641 3', mRNA sequence [CB565532] 0 0 0 Xl.58188 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,79 0,52 NA NA
Xl.58208 0 0 0 0 0 NA NA 0 0 0 Xl.58208 0 0 0 Xl.58208 0 0 0 1 1 -1 1 0 0 2,59 2,98 -1,39 3,01 2,54 -0,28
Xl.58282 0 0 0 0 0 AGENCOURT_55145886 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7980612 3', mRNA sequence [DR726774] 0 0 0 Xl.58282 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,57 NA NA -1,27
Xl.58373 0 0 0 0 0 NA NA 0 0 0 Xl.58373 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,47 NA NA 2,98
Xl.58381 0 0 0 0 0 NA NA 0 0 0 Xl.58381 0 0 0 0 0 0 0 0 0 1 0 0 0 0,14 NA 1,93 NA NA NA
Xl.58698 0 0 0 0 0 NA NA 0 0 0 Xl.58698 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,05 -1,54 NA -0,25 -0,35
Xl.58834 0 0 0 0 0 AGENCOURT_10487072 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6635848 5', mRNA sequence [BU910096] 0 0 0 Xl.58834 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,5 0,23 -1,6 0,07 0,35 -0,16
Xl.58971 0 0 0 0 0 BX846693 Wellcome CRC pSK animal cap Xenopus laevis cDNA clone IMAGp998B238249 ; IMAGE:3381430 5', mRNA sequence [BX846693] 0 0 0 Xl.58971 0 0 0 0 0 0 0 0 0 0 0 1 0 1,14 0,86 0,96 0,31 1,39 -0,05
Xl.59172 0 0 0 0 0 NA NA 0 0 0 Xl.59172 0 0 0 0 0 0 0 0 0 1 0 0 0 0,68 2,32 1,81 0,5 2,05 1,77
Xl.59259 0 0 0 0 0 BJ643970 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL218p12 3', mRNA sequence [BJ643970] 0 0 0 Xl.59259 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,47 NA NA -0,53
Xl.59524 0 0 0 0 0 Xenopus laevis cDNA clone IMAGE:5156129 [BC083028] 0 0 0 Xl.59524 0 0 0 0 0 0 0 0 1 1 0 1 0 0,11 1,3 2,17 0,83 1,17 0,8
Xl.59525 0 0 0 0 0 NA NA 0 0 0 Xl.59525 0 0 0 0 0 0 0 0 0 0 1 0 0 0,71 0,51 -0,66 1,17 1,32 -0,14
Xl.59606 0 0 0 0 0 NA NA 0 0 0 Xl.59606 0 0 0 0 0 0 0 0 0 -1 0 0 0 1,05 0,91 -1,36 NA 0,69 -0,21
Xl.59697 0 0 0 0 0 NA NA 0 0 0 Xl.59697 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,43
Xl.6015 0 0 0 0 0 DC013169 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone rxlk133h03 3', mRNA sequence [DC013169] 0 0 0 Xl.6015 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,57 NA -1,38 -0,29 NA -0,15

Xl.60388 0 0 0 0 0 BP734875 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL503f02ex 3', mRNA sequence [BP734875] 0 0 0 Xl.60388 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 8,22 NA NA NA
Xl.6053 dbib 0 0 0 0 diazepam binding inhibitor (dbi) b Xenopus laevis diazepam binding inhibitor (dbi) b (dbib), mRNA [NM_001097111] 0 0 0 Xl.6053 0 0 0 0 0 0 0 0 0 1 0 0 0 0,5 0,36 2,05 -0,11 NA 0,83

Xl.61186 0 0 0 0 0 AGENCOURT_11281534 Wellcome [CA982120] 0 0 0 Xl.61186 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,2 0,05 2,24 0,09 -0,15 NA
Xl.6128 0 0 0 0 0 BX850028 Harland stage 19-23 Xenopus laevis cDNA clone IMAGp998H137823 ; IMAGE:3200316 5', mRNA sequence [BX850028] 0 0 0 Xl.6128 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,15 NA NA NA

Xl.61322 0 0 0 0 0 dab65h06.x1 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4201979 3', mRNA sequence [BG161143] 0 0 0 Xl.61322 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,3 NA NA -0,88
Xl.6159 mfap2 0 0 0 0 microfibrillar-associated protein 2 Xenopus laevis microfibrillar-associated protein 2 (mfap2), mRNA [NM_001086649] 0 0 0 Xl.6159 0 0 0 0 0 0 0 0 0 1 0 0 1 NA 1,56 5,14 0,25 NA 2,67
Xl.6164 0 0 0 0 0 BP706089 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL516m21ex 5', mRNA sequence [BP706089] 0 0 0 Xl.6164 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,02 0,24 -1,32 -0,34 0,27 -0,15

Xl.61659 0 0 0 0 0 NA NA 0 0 0 Xl.61659 0 0 0 0 0 0 0 0 1 1 0 0 0 0,74 2,18 2,95 0,95 0,81 NA
Xl.61757 0 0 0 0 0 AGENCOURT_15597911 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:7019207 5', mRNA sequence [CF549473] 0 0 0 Xl.61757 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,81 -0,28 -1,43 -0,46 -0,33 -0,1
Xl.61926 0 0 0 0 0 NA NA 0 0 0 Xl.61926 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,08 0,75 -1,65 -0,02 0,6 -0,11
Xl.62314 0 0 0 0 0 NA NA 0 0 0 Xl.62314 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA -0,53
Xl.62416 0 0 0 0 0 bl97h12.w1 Blackshear [AW640697] 0 0 0 Xl.62416 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,95 NA NA NA
Xl.62427 0 0 0 0 0 BJ080813 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL069f18 3', mRNA sequence [BJ080813] 0 0 0 Xl.62427 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 2,88 NA NA 1,58
Xl.62682 0 0 0 0 0 AGENCOURT_15597536 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:7019147 5', mRNA sequence [CF549525] 0 0 0 Xl.62682 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,21 0,38 -1,34 0,06 0,04 0,19
Xl.62774 0 0 0 0 0 AGENCOURT_10481466 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6634915 5', mRNA sequence [BU909296] 0 0 0 Xl.62774 0 0 0 0 0 0 0 0 0 0 1 0 0 -0,07 NA NA 1,66 NA NA
Xl.6286 0 0 0 0 0 NA NA 0 0 0 Xl.6286 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,25 0,46 1,13 0,01 0,17 0,6

Xl.63223 0 0 0 0 0 NA NA 0 0 0 Xl.63223 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,48 NA NA NA
Xl.63351 0 0 0 0 0 NA NA 0 0 0 Xl.63351 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,28 NA NA -0,44
Xl.63401 nrbp2 0 0 0 0 nuclear receptor binding protein 2 Xenopus laevis nuclear receptor binding protein 2 (nrbp2), mRNA [NM_001096715] 0 0 0 Xl.63401 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,42 NA 1,45 0,53 NA -0,27
Xl.63436 0 0 0 0 0 AGENCOURT_11263661 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876033 5', mRNA sequence [CB200905] 0 0 0 Xl.63436 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,1 -1,45 0,32 -0,18 0,39
Xl.63484 0 0 0 0 0 NA NA 0 0 0 Xl.63484 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA -0,14 -1,04 NA -0,37 -0,22
Xl.63495 0 0 0 0 0 AGENCOURT_55149650 NICHD_XGC_Emb9 Xenopus laevis cDNA clone IMAGE:7976096 3', mRNA sequence [DR717220] 0 0 0 Xl.63495 0 0 0 0 0 0 0 0 0 0 1 0 0 1,56 NA -0,18 1,82 NA -0,13
Xl.64132 0 0 0 0 0 BJ056352 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL035i19 3', mRNA sequence [BJ056352] 0 0 0 Xl.64132 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,29 NA NA -0,92
Xl.64321 0 0 0 0 0 NA NA 0 0 0 Xl.64321 0 0 0 0 0 0 0 1 1 0 1 0 0 2,14 2,41 NA 2,25 1,55 0,68
Xl.64353 0 0 0 0 0 NA NA 0 0 0 Xl.64353 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,47 3,82 NA 0,33
Xl.64542 0 0 0 0 0 DC122901 Yamamoto [DC122901] 0 0 0 Xl.64542 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,08 NA NA -0,38
Xl.6575 0 0 0 0 0 AGENCOURT_8115777 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5571915 5', mRNA sequence [BQ737082] 0 0 0 Xl.6575 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,29 NA NA -0,12

Xl.66055 0 0 0 0 0 AGENCOURT_10465085 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6631491 5', mRNA sequence [BU906490] 0 0 0 Xl.66055 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,33 3,38 NA 1,23 NA
Xl.66446 cd247-a 0 0 0 0 CD247 molecule Xenopus laevis CD247 molecule (cd247-a), mRNA [NM_001085716] 0 0 0 Xl.66446 0 0 0 0 0 0 0 1 0 0 1 0 0 4,76 NA NA 4,86 NA NA
Xl.66928 0 0 0 0 0 AGENCOURT_14238468 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6958064 5', mRNA sequence [CD301725] 0 0 0 Xl.66928 0 0 0 0 0 0 0 0 0 0 1 0 0 0,96 -0,01 -0,34 2,16 -0,48 0,06
Xl.66932 0 0 0 0 0 NA NA 0 0 0 Xl.66932 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0,48 1,91 -0,2 0,4 NA
Xl.68377 0 0 0 0 0 NA NA 0 0 0 Xl.68377 0 0 0 0 0 0 0 1 0 0 0 0 0 2,35 NA NA 1,12 NA NA
Xl.68510 0 0 0 0 0 NA NA 0 0 0 Xl.68510 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,46 NA NA NA
Xl.68836 0 0 0 0 0 NA NA 0 0 0 Xl.68836 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,03 NA -1,9 0,17 NA -0,85
Xl.68891 0 0 0 0 0 AGENCOURT_73659275 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8539888 5', mRNA sequence [EB476265] 0 0 0 Xl.68891 0 0 0 0 0 0 0 0 0 0 1 0 0 1,63 NA -1,41 3,73 NA -0,28
Xl.69247 0 0 0 0 0 DC056645 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone xlk67j07 5', mRNA sequence [DC056645] 0 0 0 Xl.69247 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,19 NA NA NA
Xl.69412 0 0 0 0 0 NA NA 0 0 0 Xl.69412 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,02 NA NA
Xl.69548 0 0 0 0 0 NA NA 0 0 0 Xl.69548 0 0 0 0 0 0 0 0 0 0 -1 0 0 -0,66 -1,82 NA -1,58 -0,52 NA
Xl.69631 0 0 0 0 0 DC074675 Yamamoto [DC074675] 0 0 0 Xl.69631 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 3,14 NA NA NA
Xl.69705 0 0 0 0 0 DC094507 Yamamoto [DC094507] 0 0 0 Xl.69705 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,54 NA NA NA
Xl.69711 0 0 0 0 0 DC097493 Yamamoto [DC097493] 0 0 0 Xl.69711 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,38
Xl.69786 0 0 0 0 0 DC127218 Yamamoto [DC127218] 0 0 0 Xl.69786 0 0 0 0 0 0 0 0 1 0 1 1 0 2,28 4,2 NA 5,6 4,05 NA
Xl.70177 0 0 0 0 0 BX852094 Soares NXEG Xenopus laevis cDNA clone IMAGp998D088086 ; IMAGE:3301207 5', mRNA sequence [BX852094] 0 0 0 Xl.70177 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,02 NA -1,25 -1,03 NA -0,3
Xl.70274 0 0 0 0 0 dab74f12.x1 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4203022 3', mRNA sequence [BG579423] 0 0 0 Xl.70274 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,26 NA -1,42 0,36 NA 0,09
Xl.70459 0 0 0 0 0 BJ635765 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL188c03 3', mRNA sequence [BJ635765] 0 0 0 Xl.70459 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,5 NA NA -0,11
Xl.70548 0 0 0 0 0 AGENCOURT_10316653 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5083721 5', mRNA sequence [CA788771] 0 0 0 Xl.70548 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,96 NA NA NA
Xl.70567 0 0 0 0 0 AGENCOURT_14146288 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6947548 5', mRNA sequence [CD254167] 0 0 0 Xl.70567 0 0 0 0 0 0 0 1 1 0 1 0 0 2,68 2,34 -0,52 3,55 1,44 0,12
Xl.70619 0 0 0 0 0 AGENCOURT_8510991 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4684198 5', mRNA sequence [BQ734657] 0 0 0 Xl.70619 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,04 NA NA NA
Xl.70639 0 0 0 0 0 AGENCOURT_13766877 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6930959 5', mRNA sequence [CB943298] 0 0 0 Xl.70639 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,71 NA NA NA
Xl.70856 0 0 0 0 0 BJ067756 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL102l03 5', mRNA sequence [BJ067756] 0 0 0 Xl.70856 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,5 NA NA 0,99
Xl.70873 0 0 0 0 0 AGENCOURT_19192775 NICHD_XGC_Te2 Xenopus laevis cDNA clone IMAGE:7208070 5', mRNA sequence [CK803551] 0 0 0 Xl.70873 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,33 -0,11 -1,01 -0,2 -0,21 -0,5
Xl.70958 0 0 0 0 0 AGENCOURT_73850201 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8536684 5', mRNA sequence [EB470443] 0 0 0 Xl.70958 0 0 0 0 0 0 0 0 0 0 1 0 0 0,65 NA -0,65 2,04 NA -0,38
Xl.71044 0 0 0 0 0 AGENCOURT_13850877 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6932738 5', mRNA sequence [CB945184] 0 0 0 Xl.71044 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,52 NA NA NA
Xl.71049 0 0 0 0 0 BJ641656 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL210m12 3', mRNA sequence [BJ641656] 0 0 0 Xl.71049 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,15 0,84 -2,69 -0,44 0,68 -0,46
Xl.71143 0 0 0 0 0 BX844526 Soares NXEG Xenopus laevis cDNA clone IMAGp998M168084 ; IMAGE:3300663 5', mRNA sequence [BX844526] 0 0 0 Xl.71143 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,32 -0,07 -2,56 -0,36 -0,18 -0,95
Xl.71298 0 0 0 0 0 BX851035 Soares NXEG Xenopus laevis cDNA clone IMAGp998F198085 ; IMAGE:3300882 5', mRNA sequence [BX851035] 0 0 0 Xl.71298 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,33 NA NA NA
Xl.7130 0 0 0 0 0 NA NA 0 0 0 Xl.7130 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,09 -0,21 -1,7 -0,33 -0,31 -0,56

Xl.71305 0 0 0 0 0 BJ637998 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL196l23 3', mRNA sequence [BJ637998] 0 0 0 Xl.71305 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,27 NA -1,19 -0,09 NA 0,45
Xl.71322 0 0 0 0 0 NA NA 0 0 0 Xl.71322 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,6 -0,61 4,51 -1,09 -0,29 NA
Xl.71382 0 0 0 0 0 AGENCOURT_11285985 Wellcome [CA982312] 0 0 0 Xl.71382 0 0 0 0 0 0 0 0 0 1 0 0 0 0,35 0,57 1,27 0,47 0,81 0,95
Xl.71387 0 0 0 0 0 dac59b12.x1 RIKEN Xenopus egg Xenopus laevis cDNA clone IMAGE:4434382 3', mRNA sequence [BI349881] 0 0 0 Xl.71387 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,32 NA NA -0,9
Xl.71486 glo1 0 0 0 0 glyoxalase 1 Xenopus laevis glyoxalase 1 (glo1-a), mRNA [NM_001094108] 0 0 0 Xl.71486 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,1 -0,5 -1,58 -0,7 -0,7 -0,15
Xl.71540 0 0 0 0 0 AGENCOURT_11263568 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6876075 5', mRNA sequence [CB200946] 0 0 0 Xl.71540 0 0 0 0 0 0 0 0 0 0 1 0 0 1,51 NA 0,72 3,5 NA 0,25
Xl.71553 0 0 0 0 0 BX848276 Wellcome CRC pcDNAI St24-26 Xenopus laevis cDNA clone IMAGp998J2110199 ; IMAGE:4436468 5', mRNA sequence [BX848276] 0 0 0 Xl.71553 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,22 NA 1,18 -0,35 NA NA
Xl.71573 0 0 0 0 0 bl08c04.w1 Blackshear [AW633477] 0 0 0 Xl.71573 0 0 0 0 0 0 0 0 0 0 1 0 0 0,96 2,38 -1,02 1,51 1,46 0,19
Xl.71588 0 0 0 0 0 AGENCOURT_14215936 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6946001 5', mRNA sequence [CD254325] 0 0 0 Xl.71588 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,9 NA NA NA
Xl.71611 0 0 0 0 0 BX845200 Soares NXEG Xenopus laevis cDNA clone IMAGp998B1110646 ; IMAGE:4783018 5', mRNA sequence [BX845200] 0 0 0 Xl.71611 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,25 0,03 2,31 -0,74 -0,05 1,58
Xl.71615 0 0 0 0 0 NA NA 0 0 0 Xl.71615 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,33 -0,09 -1,49 0,48 -0,18 -0,47
Xl.71680 0 0 0 0 0 AGENCOURT_14233591 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6959169 5', mRNA sequence [CD301036] 0 0 0 Xl.71680 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 3,01 NA NA 2,79
Xl.71697 0 0 0 0 0 BJ044746 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL001o18 3', mRNA sequence [BJ044746] 0 0 0 Xl.71697 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,62 NA NA -0,55
Xl.71723 0 0 0 0 0 BJ085740 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL106o15 3', mRNA sequence [BJ085740] 0 0 0 Xl.71723 0 0 Xl.71723 0 0 0 0 1 0 0 1 1 0 1,83 2,57 -0,71 1,61 3,96 0,08
Xl.71788 0 0 0 0 0 NISC_mo05b02.x1 Soares NXEG Xenopus laevis cDNA clone IMAGE:5162426 3', mRNA sequence [BQ398102] 0 0 0 Xl.71788 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,19 -0,29 -1,09 -0,36 -0,25 -0,18
Xl.71832 0 0 0 0 0 BJ071662 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL095b11 5', mRNA sequence [BJ071662] 0 0 0 Xl.71832 0 0 0 0 0 0 0 0 0 0 1 0 0 0,71 NA -0,36 1,89 NA -0,24
Xl.7189 0 0 0 0 0 AGENCOURT_8115127 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5543420 5', mRNA sequence [BQ732824] 0 0 0 Xl.7189 0 0 0 0 0 0 0 -1 0 0 0 0 0 -1,81 0,25 0,57 -0,45 0,14 0,13

Xl.71926 0 0 0 0 0 AGENCOURT_14142001 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6948271 5', mRNA sequence [CD324791] 0 0 0 Xl.71926 0 0 0 0 0 0 0 0 0 1 0 0 1 NA NA 4,62 NA NA 4,27
Xl.71989 0 0 0 0 0 NA NA 0 0 0 Xl.71989 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,73 1,83 NA NA
Xl.72042 0 0 0 0 0 BJ063402 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL076d03 5', mRNA sequence [BJ063402] 0 0 0 Xl.72042 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,5 NA NA
Xl.72059 0 0 0 0 0 BJ060168 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL064p22 5', mRNA sequence [BJ060168] 0 0 0 Xl.72059 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,35 NA NA -0,17
Xl.72124 0 0 0 0 0 BJ092409 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL087c21 3', mRNA sequence [BJ092409] 0 0 0 Xl.72124 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,44 NA NA -1,2
Xl.72126 0 0 0 0 0 AGENCOURT_75548464 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8548910 5', mRNA sequence [EB646589] 0 0 0 Xl.72126 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,71 NA NA -0,73
Xl.72164 0 0 0 0 0 NA NA 0 0 0 Xl.72164 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,45 NA NA -0,43
Xl.72174 0 0 0 0 0 BX853726 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGp998F1010623 ; IMAGE:4757385 5', mRNA sequence [BX853726] 0 0 0 Xl.72174 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,26 NA NA -0,3
Xl.72199 0 0 0 0 0 AGENCOURT_13319619 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6871862 3', mRNA sequence [CB564106] 0 0 0 Xl.72199 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,47 NA NA -0,9
Xl.72227 0 0 0 0 0 BJ642920 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL215d16 3', mRNA sequence [BJ642920] 0 0 0 Xl.72227 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 1,99 NA NA
Xl.72255 0 0 0 0 0 BJ045185 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL003f11 3', mRNA sequence [BJ045185] 0 0 0 Xl.72255 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,18 -0,06 1,92 0,26 -0,12 NA
Xl.72338 0 0 0 0 0 BJ048556 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL020d15 3', mRNA sequence [BJ048556] 0 0 0 Xl.72338 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,86 NA NA NA
Xl.72345 0 0 0 0 0 DC071372 Yamamoto [DC071372] 0 0 0 Xl.72345 0 0 0 0 0 0 0 0 0 0 1 0 0 1,29 NA NA 1,94 NA NA
Xl.72567 0 0 0 0 0 BX852937 NICHD_XGC_Sp1 Xenopus laevis cDNA clone IMAGp998C1910937 ; IMAGE:4963914 5', mRNA sequence [BX852937] 0 0 0 Xl.72567 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,23 NA NA -0,58
Xl.72688 0 0 0 0 0 AGENCOURT_10338538 NICHD XGC Ov1 Xenopus laevis cDNA clone IMAGE:6315935 5', mRNA sequence [BU899347] 0 0 0 Xl.72688 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA -0,64
Xl.72829 0 0 0 0 0 NA NA 0 0 0 Xl.72829 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,96 NA 3,51 -0,45 NA NA
Xl.72916 0 0 0 0 0 NA NA 0 0 0 Xl.72916 0 0 0 0 0 0 0 0 0 1 0 0 0 0,62 0,46 2,22 0,66 1,53 NA
Xl.72974 0 0 0 0 0 AGENCOURT_14146229 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6947546 5', mRNA sequence [CD254168] 0 0 0 Xl.72974 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,37 NA NA NA
Xl.72978 0 0 0 0 0 BJ075844 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL103n14 3', mRNA sequence [BJ075844] 0 0 0 Xl.72978 0 0 0 0 0 0 0 0 0 0 1 0 0 2,17 NA NA 2,16 NA NA
Xl.72993 0 0 0 0 0 BJ076880 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL059b18 3', mRNA sequence [BJ076880] 0 0 0 Xl.72993 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,01 NA NA -0,15
Xl.73039 0 0 0 0 0 BJ060840 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL066p18 5', mRNA sequence [BJ060840] 0 0 0 Xl.73039 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,55 NA -1,17 -0,51 NA -0,12
Xl.73053 0 0 0 0 0 NA NA 0 0 0 Xl.73053 0 0 0 0 0 0 0 1 0 0 1 0 0 2,86 NA NA 2,87 NA NA
Xl.73126 0 0 0 0 0 AGENCOURT_8095047 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5542287 5', mRNA sequence [BQ736974] 0 0 0 Xl.73126 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,35 NA NA -0,79
Xl.73264 0 0 0 0 0 AGENCOURT_8114985 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5543507 5', mRNA sequence [BQ733553] 0 0 0 Xl.73264 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,45 NA NA -0,25
Xl.73291 0 0 0 0 0 NA NA 0 0 0 Xl.73291 0 0 0 0 0 0 0 0 0 0 1 0 0 0,41 0,84 -0,74 1,74 0,35 -0,2
Xl.73388 0 0 0 0 0 AGENCOURT_69699344 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:8320294 5', mRNA sequence [DY548492] 0 0 0 Xl.73388 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,32 NA -1,09 0,94 NA -0,23
Xl.73478 0 0 0 0 0 Xenopus laevis cDNA clone IMAGE:6868263 [BC099063] 0 0 0 Xl.73478 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,26 0,09 -1,32 -0,71 -0,1 -0,23
Xl.73485 fam166b 0 0 0 0 family with sequence similarity 166, member B Xenopus laevis family with sequence similarity 166, member B (fam166b), mRNA [NM_001112874] 0 0 0 Xl.73485 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,54 NA NA -0,85
Xl.73609 0 0 0 0 0 AGENCOURT_87396892 NICHD_XGC_panc Xenopus laevis cDNA clone IMAGE:8734512 3', mRNA sequence [EE328623] 0 0 0 Xl.73609 0 0 0 0 0 0 0 0 0 1 1 0 0 NA NA 5,78 6,91 NA NA
Xl.74075 0 0 0 0 0 AGENCOURT_13319167 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6872115 3', mRNA sequence [CB562940] 0 0 0 Xl.74075 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 6,62 NA NA NA
Xl.74150 0 0 0 0 0 NA NA 0 0 0 Xl.74150 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,66 NA NA -0,83
Xl.74298 0 0 0 0 0 AGENCOURT_14141301 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6953319 5', mRNA sequence [CD255724] 0 0 0 Xl.74298 0 0 0 0 0 0 0 0 0 1 0 0 0 0,57 NA 1,06 0,28 0,23 -0,35
Xl.74690 0 0 0 0 0 BP691699 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL466c06ex 5', mRNA sequence [BP691699] 0 0 0 Xl.74690 0 0 0 0 0 0 0 1 0 0 1 0 0 5,94 NA NA 6,14 NA NA
Xl.74816 0 0 0 0 0 NA NA 0 0 0 Xl.74816 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,36 NA NA -1,06
Xl.75000 LOC100036882 0 0 0 0 uncharacterized LOC100036882 Xenopus laevis uncharacterized protein LOC100036882 (LOC100036882), mRNA [NM_001097663] 0 0 0 Xl.75000 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,02 -0,08 -1 -0,41 -0,19 -0,17
Xl.75284 0 0 0 0 0 AGENCOURT_13333095 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6878975 3', mRNA sequence [CB561167] 0 0 0 Xl.75284 0 0 0 0 0 0 0 1 0 0 1 1 0 1,51 1,62 0,3 1,22 1,91 0,33
Xl.75308 0 0 0 0 0 NA NA 0 0 0 Xl.75308 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,31 NA NA -0,33
Xl.75500 0 0 0 0 0 NA NA 0 0 0 Xl.75500 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,51 NA NA -1,04
Xl.75544 0 0 0 0 0 XLTCLO88 Cornea-lens transdifferentiation library Xenopus laevis cDNA clone L088 5', mRNA sequence [DV034127] 0 0 0 Xl.75544 0 0 0 0 0 0 0 0 0 -1 0 0 0 0 -0,16 -2,45 0,01 -0,08 -0,96
Xl.75892 0 0 0 0 0 NA NA 0 0 0 Xl.75892 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,3 NA NA -0,14
Xl.75913 0 0 0 0 0 NA NA 0 0 0 Xl.75913 0 0 0 0 0 0 0 0 0 0 1 0 0 1,36 1,39 -1,39 2,58 NA -0,84
Xl.76157 LOC100049724 0 0 0 0 zyxin Xenopus laevis zyxin (LOC100049724), mRNA [NM_001098681] 0 0 0 Xl.76157 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,2 0,23 -1,04 -0,42 0,07 -0,27
Xl.76212 xwgef 0 0 0 0 Rho guanine nucleotide exchange factor 19 Xenopus laevis Rho guanine nucleotide exchange factor 19 (xwgef), mRNA [NM_001135080] 0 0 0 Xl.76212 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,41 NA -1,04 -0,49 NA -0,28
Xl.76270 0 0 0 0 0 NA NA 0 0 0 Xl.76270 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,25 1,44 NA 0,39 0,34
Xl.76284 0 0 0 0 0 AGENCOURT_39734573 NICHD_XGC_Te2N Xenopus laevis cDNA clone IMAGE:7765037 3', mRNA sequence [CX130632] 0 0 0 Xl.76284 0 0 0 0 0 0 0 0 0 0 1 0 0 1,11 1 0,33 1,76 1,44 0,45
Xl.76306 0 0 0 0 0 NA NA 0 0 0 Xl.76306 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,04 NA NA
Xl.76451 0 0 0 0 0 NA NA 0 0 0 Xl.76451 0 0 0 0 0 0 0 0 0 1 0 0 0 0,52 1,07 1,39 0,71 1,13 0,4
Xl.76462 0 0 0 0 0 AGENCOURT_81585372 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8531562 3', mRNA sequence [EC275671] 0 0 0 Xl.76462 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,11 0,05 -1,2 -0,38 -0,05 -0,53
Xl.76464 0 0 0 0 0 BJ076691 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL058h09 3', mRNA sequence [BJ076691] 0 0 0 Xl.76464 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,44 -0,1 -1,42 0,13 0,11 -0,38
Xl.76577 0 0 0 0 0 AGENCOURT_86340428 NICHD_XGC_bone Xenopus laevis cDNA clone IMAGE:8740652 5', mRNA sequence [EE323719] 0 0 0 Xl.76577 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 3,45 NA NA
Xl.76595 0 0 0 0 0 AGENCOURT_81584696 NICHD_XGC_tail_m Xenopus laevis cDNA clone IMAGE:8542145 3', mRNA sequence [EC276792] 0 0 0 Xl.76595 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,1 NA NA -0,31
Xl.76610 0 0 0 0 0 dc51a05.x1 NICHD XGC Emb3 Xenopus laevis cDNA clone IMAGE:3400592 3', mRNA sequence [BG020512] 0 0 0 Xl.76610 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,29 NA NA -0,13
Xl.76625 0 0 0 0 0 BJ097777 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL142o22 3', mRNA sequence [BJ097777] 0 0 0 Xl.76625 0 0 0 0 0 0 0 0 0 0 0 1 0 0,01 1,38 NA -0,58 2,05 NA
Xl.76697 0 0 0 0 0 NA NA 0 0 0 Xl.76697 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,11 -0,01 1,74 -0,11 -0,21 0,52
Xl.76708 0 0 0 0 0 AGENCOURT_13329794 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6878846 3', mRNA sequence [CB561500] 0 0 0 Xl.76708 0 0 Xl.76708 0 0 0 0 1 0 0 1 0 0 2,75 2,7 NA 2,97 2,72 NA
Xl.76778 0 0 0 0 0 NA NA 0 0 0 Xl.76778 0 0 0 0 0 0 0 0 0 0 1 0 0 0,98 NA -0,88 3,79 NA -0,14
Xl.76798 0 0 0 0 0 NA NA 0 0 0 Xl.76798 0 0 0 0 0 0 0 1 1 0 1 1 0 2,48 4,06 -0,64 2,13 2,23 -0,38
Xl.76807 0 0 0 0 0 NA NA 0 0 0 Xl.76807 0 0 0 0 0 0 0 1 1 -1 1 0 0 2,57 5,06 -1,14 2,75 0,33 -0,19
Xl.7697 0 0 0 0 0 NA NA 0 0 0 Xl.7697 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 5,8 NA NA

Xl.77031 0 0 0 0 0 NA NA 0 0 0 Xl.77031 0 0 0 0 0 0 0 0 0 0 1 0 0 0,79 1,04 NA 1,39 0,88 NA
Xl.77142 0 0 0 0 0 AGENCOURT_14235404 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6957102 3', mRNA sequence [CD360759] 0 0 0 Xl.77142 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,15 NA NA -0,17
Xl.77330 0 0 0 0 0 NA NA 0 0 0 Xl.77330 0 0 0 0 0 0 0 0 0 1 0 0 0 0,44 0,14 1,63 0,21 0,16 0,66
Xl.77337 0 0 0 0 0 AGENCOURT_10306166 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:5079279 5', mRNA sequence [CA788577] 0 0 0 Xl.77337 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,03 -0,33 1,58 -0,01 0 0,6
Xl.77378 0 0 0 0 0 AGENCOURT_8226766 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:4930497 5', mRNA sequence [BQ730661] 0 0 0 Xl.77378 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,17 -0,16 -1,48 -0,51 0,2 -0,05
Xl.77380 0 0 0 0 0 NA NA 0 0 0 Xl.77380 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,83 -0,03 -1,45 -0,52 -0,35 -0,4
Xl.77394 0 0 0 0 0 AGENCOURT_55145789 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7980558 3', mRNA sequence [DR724763] 0 0 0 Xl.77394 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,09 NA NA -0,05
Xl.77413 0 0 0 0 0 NA NA 0 0 0 Xl.77413 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,97 NA NA 0,91
Xl.77428 nmral1 0 0 0 0 NmrA-like family domain containing 1 Xenopus laevis hypothetical protein LOC414512, mRNA (cDNA clone IMAGE:4030528), partial cds [BC068857] 0 0 0 Xl.77428 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,42 0,12 -2,26 -0,11 -0,02 -1,27
Xl.77437 0 0 0 0 0 BP732112 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL486o02ex 3', mRNA sequence [BP732112] 0 0 0 Xl.77437 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,21 NA NA 0,31
Xl.77446 0 0 0 0 0 AGENCOURT_10764434 Wellcome [CA971977] 0 0 0 Xl.77446 0 0 0 0 0 0 0 0 0 0 1 0 0 1,56 2,23 0,17 2,28 NA -0,02
Xl.77450 0 0 0 0 0 AGENCOURT_11280714 Wellcome [CA981025] 0 0 0 Xl.77450 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,14 0,3 1,85 -0,38 0,49 0,51
Xl.77489 0 0 0 0 0 AGENCOURT_90753629 NICHD_XGC_int_m Xenopus laevis cDNA clone IMAGE:8820694 5', mRNA sequence [EG587422] 0 0 0 Xl.77489 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,34 0,44 2,42 -0,32 1,11 -0,2
Xl.77772 0 0 0 0 0 AGENCOURT_15596097 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:7019098 5', mRNA sequence [CF548912] 0 0 0 Xl.77772 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,85 NA NA NA
Xl.77866 0 0 0 0 0 de84c07.x1 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone IMAGE:3548173 3' similar to SW:K1C1_XENLA P08777 KERATIN, TYPE I CYTOSKELETAL 47 KD. ;, mRNA sequence [BF615631] 0 0 0 Xl.77866 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA 0,49 -1,1 NA 0,23 -0,19
Xl.78014 0 0 0 0 0 AGENCOURT_13997112 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6936794 5', mRNA sequence [CD100325] 0 0 0 Xl.78014 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,44 0,65 -1,6 0,5 0,71 -0,28
Xl.78124 0 0 0 0 0 AGENCOURT_10497362 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:6643250 5', mRNA sequence [BU916356] 0 0 0 Xl.78124 0 0 0 0 0 0 0 0 0 0 1 0 0 0,45 0,35 0,64 1,9 0,67 NA
Xl.7828 0 0 0 0 0 NA NA 0 0 0 Xl.7828 0 0 0 0 0 0 0 0 0 1 0 0 0 0,28 0,39 2,29 0,32 0,24 0,78

Xl.78358 0 0 0 0 0 NA NA 0 0 0 Xl.78358 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,14 NA NA NA
Xl.78366 0 0 0 0 0 NA NA 0 0 0 Xl.78366 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,46 -0,29 -1,26 -0,24 -0,44 -0,57
Xl.7861 0 0 0 0 0 AGENCOURT_55788411 NICHD_XGC_FaBN Xenopus laevis cDNA clone IMAGE:8075921 5', mRNA sequence [DT061809] 0 0 0 Xl.7861 0 0 0 0 0 0 0 0 0 0 1 0 0 0,82 NA NA 2,4 NA NA

Xl.78613 0 0 0 0 0 AGENCOURT_14156998 NICHD_XGC_Brn1 Xenopus laevis cDNA clone IMAGE:6954542 5', mRNA sequence [CD255839] 0 0 0 Xl.78613 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,05 0,14 -1,62 0,23 0,12 -0,35
Xl.78666 0 0 0 0 0 bl26c06.w1 Blackshear [AW634891] 0 0 0 Xl.78666 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,01 NA 1,54 -0,11 NA NA
Xl.78686 0 0 0 0 0 NA NA 0 0 0 Xl.78686 0 0 0 0 0 0 0 0 0 1 0 0 0 -1,23 0,18 1,72 -0,54 -0,16 NA
Xl.78688 0 0 0 0 0 NA NA 0 0 0 Xl.78688 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,44 NA -2,25 -0,61 NA -0,82
Xl.78694 0 0 0 0 0 AGENCOURT_77746449 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8644984 5', mRNA sequence [EB739525] 0 0 0 Xl.78694 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,46 0,05 -1,33 -0,27 -0,04 -0,45
Xl.78852 0 0 0 0 0 NA NA 0 0 0 Xl.78852 0 0 0 0 0 0 0 1 0 0 0 0 0 1,51 1,54 0,94 0,68 1,35 0,12
Xl.78855 0 0 0 0 0 NA NA 0 0 0 Xl.78855 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 2,7 NA NA
Xl.78953 tbx6 0 0 0 0 T-box gene Tbx6 Xenopus laevis T-box gene Tbx6 (tbx6), mRNA [NM_001087696] 0 0 0 Xl.78953 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 4,67 NA NA
Xl.79005 efna3 0 0 0 0 ephrin-A3 Xenopus laevis ephrin-A3 (efna3), mRNA [NM_001087027] 0 0 0 Xl.79005 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,96 0,26 1,08 -0,69 0,04 -0,04
Xl.79138 0 0 0 0 0 NA NA 0 0 0 Xl.79138 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,21 NA NA -0,49
Xl.79141 0 0 0 0 0 BX843691 Soares NXEG Xenopus laevis cDNA clone IMAGp998J1310648 ; IMAGE:4783980 5', mRNA sequence [BX843691] 0 0 0 Xl.79141 0 0 0 0 0 0 0 1 1 0 1 1 0 1,9 4 NA 1,85 2,82 NA
Xl.79200 0 0 0 0 0 BJ081514 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL071n17 3', mRNA sequence [BJ081514] 0 0 0 Xl.79200 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,64 NA NA -0,43
Xl.79222 0 0 0 0 0 NA NA 0 0 0 Xl.79222 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,21 NA NA 0,92
Xl.79233 0 0 0 0 0 AGENCOURT_15518288 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:7012553 5', mRNA sequence [CF520925] 0 0 0 Xl.79233 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,19 NA NA NA
Xl.79366 0 0 0 0 0 DC036974 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone xlk104d06 5', mRNA sequence [DC036974] 0 0 0 Xl.79366 0 0 0 0 0 0 0 1 0 0 1 0 0 2,57 NA NA 3,21 NA NA
Xl.79452 wdr54 0 0 0 0 D3Mm3e protein Xenopus laevis D3Mm3e protein (wdr54), mRNA [NM_001096867] 0 0 0 Xl.79452 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,24 -0,07 -1,72 -0,19 -0,26 -0,61
Xl.79467 0 0 0 0 0 AGENCOURT_13350196 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6877884 3', mRNA sequence [CB560515] 0 0 0 Xl.79467 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,52 0,18 -1,15 -0,26 -0,13 -0,26
Xl.79808 0 0 0 0 0 AGENCOURT_11303580 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6864397 5', mRNA sequence [CA987695] 0 0 0 Xl.79808 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,56 -0,28 2,11 -0,71 0,32 0,49
Xl.79881 LOC398550 0 0 0 0 obscurin-like 1 Xenopus laevis similar to titin, mRNA (cDNA clone IMAGE:4684154), partial cds [BC046871] 0 0 0 Xl.79881 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,85 NA NA
Xl.80039 0 0 0 0 0 NA NA 0 0 0 Xl.80039 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,29 -0,32 2,32 0,4 -0,4 NA
Xl.80041 0 0 0 0 0 BJ057390 NIBB Mochii normalized Xenopus neurula library Xenopus laevis cDNA clone XL034o18 3', mRNA sequence [BJ057390] 0 0 0 Xl.80041 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA NA 6,05 NA NA
Xl.80042 0 0 0 0 0 NA NA 0 0 0 Xl.80042 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,24 NA NA 0,15
Xl.80103 0 0 0 0 0 NA NA 0 0 0 Xl.80103 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 5,74 NA NA NA
Xl.80128 0 0 0 0 0 BJ641495 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL210d14 3', mRNA sequence [BJ641495] 0 0 0 Xl.80128 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,14 -0,17 -1,97 -0,36 -0,07 -0,76
Xl.80209 0 0 0 0 0 NA NA 0 0 0 Xl.80209 0 0 0 0 0 0 0 0 0 0 1 0 0 2,34 NA NA 2,91 NA NA
Xl.80251 0 0 0 0 0 NA NA 0 0 0 Xl.80251 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,06 0,18 -1,1 0,25 0,16 -0,44
Xl.80278 0 0 0 0 0 DC012859 Osada Taira anterior endomesoderm (AEM) pCS105 cDNA library Xenopus laevis cDNA clone rxlk132h03 3', mRNA sequence [DC012859] 0 0 0 Xl.80278 0 0 0 0 0 0 0 0 0 1 0 0 0 0,46 NA 2,86 0,4 NA NA
Xl.80312 0 0 0 0 0 AGENCOURT_11304400 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6862953 5', mRNA sequence [CA986601] 0 0 0 Xl.80312 0 0 0 0 0 0 0 0 0 -1 0 0 0 -1,01 -0,42 -1,44 -0,56 -0,3 -0,06
Xl.80318 0 0 0 0 0 AGENCOURT_11347982 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6877352 5', mRNA sequence [CB206161] 0 0 0 Xl.80318 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,72 NA NA -0,62
Xl.80434 aldh4a1 0 0 0 0 aldehyde dehydrogenase 4 family, member A1 Xenopus laevis aldehyde dehydrogenase 4 family, member A1 (aldh4a1), nuclear gene encoding mitochondrial protein, mRNA [NM_001097079] 0 0 0 Xl.80434 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,73 0,01 -1,01 -0,5 -0,13 -0,04
Xl.80469 0 0 0 0 0 DC126199 Yamamoto [DC126199] 0 0 0 Xl.80469 0 0 0 0 0 0 0 0 0 0 1 0 0 0,94 2,15 -0,05 1,65 NA 0,19
Xl.80489 0 0 0 0 0 dae13b01.x1 NICHD XGC Lu1 Xenopus laevis cDNA clone IMAGE:4673976 3', mRNA sequence [BI314489] 0 0 0 Xl.80489 0 0 0 0 0 0 0 0 0 0 1 0 0 1,25 -1,06 NA 2,14 -1,07 NA
Xl.80513 0 0 0 0 0 dai40a02.x1 NICHD XGC Sp1 Xenopus laevis cDNA clone IMAGE:4963875 3', mRNA sequence [BI441768] 0 0 0 Xl.80513 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,42 NA -1,02 0,38 NA -0,51
Xl.80754 0 0 0 0 0 NA NA 0 0 0 Xl.80754 0 0 0 0 0 0 0 0 0 0 1 0 0 NA 0,1 -0,54 1,97 -0,06 -0,03
Xl.80856 0 0 0 0 0 AGENCOURT_10163254 NICHD_XGC_Kid1 Xenopus laevis cDNA clone IMAGE:4032938 5', mRNA sequence [BU905253] 0 0 0 Xl.80856 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,39 NA NA -0,15
Xl.81015 0 0 0 0 0 AGENCOURT_10256063 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:5157220 5', mRNA sequence [CA793447] 0 0 0 Xl.81015 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,04 0,48 -1,05 0,54 0,31 -0,42
Xl.81016 0 0 0 0 0 AGENCOURT_11041650 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6865574 5', mRNA sequence [CA793630] 0 0 0 Xl.81016 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,4 0,44 -1,2 -0,39 0,27 -0,12
Xl.81157 LOC446964 0 0 0 0 uncharacterized LOC446964 AGENCOURT_11247297 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6873089 5', mRNA sequence [CB198148] 0 0 0 Xl.81157 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,11 NA NA -0,23
Xl.81251 0 0 0 0 0 NA NA 0 0 0 Xl.81251 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,09 NA NA 0,35
Xl.81323 0 0 0 0 0 AGENCOURT_13003317 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6877307 3', mRNA sequence [CB756314] 0 0 0 Xl.81323 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,83 NA NA -0,68
Xl.81329 0 0 0 0 0 NA NA 0 0 0 Xl.81329 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,28 0,19 -1,05 0,23 0,15 -0,25
Xl.81402 0 0 0 0 0 AGENCOURT_14163545 NICHD_XGC_Eye1 Xenopus laevis cDNA clone IMAGE:6945055 5', mRNA sequence [CD254063] 0 0 0 Xl.81402 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 4,62 NA NA NA
Xl.8143 upk1b 0 0 0 0 uroplakin 1B Xenopus laevis uroplakin 1B (upk1b), mRNA [NM_001093265] 0 0 0 Xl.8143 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,31 0,36 -1,21 -0,19 0,49 -0,39

Xl.81444 0 0 0 0 0 NA NA 0 0 0 Xl.81444 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,07 -0,02 -2,21 -0,31 0,04 -0,86
Xl.81450 0 0 0 0 0 NA NA 0 0 0 Xl.81450 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,61 2,54 NA 0,48
Xl.81451 0 0 0 0 0 NA NA 0 0 0 Xl.81451 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,25 -0,14 -1,03 -0,69 -0,2 -0,11
Xl.81564 0 0 0 0 0 AGENCOURT_81584528 NICHD_XGC_tail_m Xenopus laevis cDNA clone IMAGE:8542115 3', mRNA sequence [EC275759] 0 0 0 Xl.81564 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -2,55 NA NA -1,01
Xl.81838 0 0 0 0 0 NA NA 0 0 0 Xl.81838 0 0 0 0 0 0 0 0 0 1 0 0 0 NA 0,27 1,41 0,31 0,02 0,84
Xl.81925 0 0 0 0 0 NA NA 0 0 0 Xl.81925 0 0 0 0 0 0 0 0 0 0 0 1 0 -0,23 NA -0,3 -1,13 2,96 0,01
Xl.82053 0 0 0 0 0 NA NA 0 0 0 Xl.82053 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,14 -0,02 -1,35 -0,24 0,13 -0,11
Xl.82212 0 0 0 0 0 BP679037 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL430k14ex 5', mRNA sequence [BP679037] 0 0 0 Xl.82212 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,35 NA NA -0,26
Xl.82233 0 0 0 0 0 AGENCOURT_26185776 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7296251 5', mRNA sequence [CO390084] 0 0 0 Xl.82233 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -3,16 NA NA -1,13
Xl.82392 0 0 0 0 0 NA NA 0 0 0 Xl.82392 0 0 0 0 0 0 0 1 1 0 1 1 0 2,14 3,24 0,84 2,04 3,15 NA
Xl.82445 0 0 0 0 0 NA NA 0 0 0 Xl.82445 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA 0,12 -1,58 NA 0,02 -0,22
Xl.82514 0 0 0 0 0 NA NA 0 0 0 Xl.82514 0 0 0 0 0 0 0 0 0 1 0 0 0 -0,45 0,4 1,38 0,45 NA NA
Xl.82516 0 0 0 0 0 NA NA 0 0 0 Xl.82516 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,81 NA NA NA
Xl.83065 0 0 0 0 0 NA NA 0 0 0 Xl.83065 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,09 NA NA -0,45
Xl.83306 0 0 0 0 0 AGENCOURT_26182415 Blumberg_Cho Xenopus laevis cDNA clone IMAGE:7298484 5', mRNA sequence [CO382781] 0 0 0 Xl.83306 0 0 0 0 0 0 0 0 0 0 0 0 1 0,26 -0,5 0,81 0,02 0,11 1,81
Xl.83353 0 0 0 0 0 AGENCOURT_13322897 NICHD_XGC_Tad2 Xenopus laevis cDNA clone IMAGE:6875046 3', mRNA sequence [CB563463] 0 0 0 Xl.83353 0 0 0 0 0 0 0 0 -1 0 0 0 1 -0,16 -1,4 0,69 -0,35 -0,43 2,13
Xl.83552 0 0 0 0 0 AGENCOURT_10456364 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6630627 5', mRNA sequence [BU905723] 0 0 0 Xl.83552 0 0 0 0 0 0 0 0 0 0 1 0 0 0,1 NA NA 2,3 NA NA
Xl.83593 0 0 0 0 0 NA NA 0 0 0 Xl.83593 0 0 0 0 0 0 0 0 0 0 1 0 0 -0,27 NA NA 1,8 NA NA
Xl.83943 0 0 0 0 0 BX854537 Wellcome CRC pSK egg Xenopus laevis cDNA clone IMAGp998C198238 ; IMAGE:3377226 5', mRNA sequence [BX854537] 0 0 0 Xl.83943 0 0 0 0 0 0 0 0 0 1 0 0 0 0,21 0,07 2,99 -0,59 0,04 NA
Xl.84088 0 0 0 0 0 AGENCOURT_10482293 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6635542 5', mRNA sequence [BU909834] 0 0 0 Xl.84088 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,71 NA -1,16 -0,56 NA -0,18
Xl.84104 0 0 0 0 0 AGENCOURT_55153784 NICHD_XGC_Emb10 Xenopus laevis cDNA clone IMAGE:7983134 3', mRNA sequence [DR726800] 0 0 0 Xl.84104 0 0 0 0 0 0 0 0 0 0 1 0 0 2,16 NA -0,67 2,24 NA 0,01
Xl.84112 0 0 0 0 0 NA NA 0 0 0 Xl.84112 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,71 NA NA -0,02
Xl.84120 0 0 0 0 0 NA NA 0 0 0 Xl.84120 0 0 0 0 0 0 0 1 0 0 1 0 0 3,14 NA NA 3,84 NA NA
Xl.84185 0 0 0 0 0 NA NA 0 0 0 Xl.84185 0 0 0 0 0 0 0 1 1 1 1 1 0 2,26 2,61 1,47 2,92 2,55 0,69
Xl.84376 0 0 0 0 0 AGENCOURT_73657749 NICHD_XGC_olfb Xenopus laevis cDNA clone IMAGE:8538726 5', mRNA sequence [EB477998] 0 0 0 Xl.84376 0 0 0 0 0 0 0 0 1 0 0 1 0 -0,08 3,32 0,51 0,47 2,99 0,62
Xl.84451 0 0 0 0 0 AGENCOURT_10486987 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6635699 5', mRNA sequence [BU909968] 0 0 0 Xl.84451 0 0 0 0 0 0 0 0 1 0 0 1 0 NA 3,61 NA 0,49 3,47 NA
Xl.84553 0 0 0 0 0 NA NA 0 0 0 Xl.84553 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,2 NA NA -0,58
Xl.84571 0 0 0 0 0 AGENCOURT_78458752 NICHD_XGC_skin_m Xenopus laevis cDNA clone IMAGE:8641983 3', mRNA sequence [EB734890] 0 0 0 Xl.84571 0 0 0 0 0 0 0 0 0 0 1 0 0 0,83 1,38 NA 2,44 1,2 NA
Xl.84769 0 0 0 0 0 NA NA 0 0 0 Xl.84769 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,29 NA NA -0,2
Xl.84772 0 0 0 0 0 NA NA 0 0 0 Xl.84772 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,24 NA NA -0,61
Xl.85205 0 0 0 0 0 NA NA 0 0 0 Xl.85205 0 0 0 0 0 0 0 0 0 1 0 0 0 0,46 0,6 2,49 0,03 0,42 0,68
Xl.85219 0 0 0 0 0 AGENCOURT_8222460 NICHD XGC Emb4 Xenopus laevis cDNA clone IMAGE:5537523 5', mRNA sequence [BQ732224] 0 0 0 Xl.85219 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,01 NA NA NA
Xl.85251 0 0 0 0 0 NA NA 0 0 0 Xl.85251 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,73 NA NA NA
Xl.85279 0 0 0 0 0 AGENCOURT_10485365 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:6637462 5', mRNA sequence [BU911476] 0 0 0 Xl.85279 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,6 NA NA -0,47
Xl.85346 0 0 0 0 0 NA NA 0 0 0 Xl.85346 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,11 NA NA 0,13
Xl.8659 nkain4 0 0 0 0 sodium/potassium-transporting ATPase subunit beta-1-interacting protein 4 Xenopus laevis sodium/potassium-transporting ATPase subunit beta-1-interacting protein 4 (nkain4), mRNA [NM_001096659] 0 0 0 Xl.8659 0 0 0 0 0 0 0 1 0 0 1 0 0 3,01 NA 0,65 4,53 NA -0,47
Xl.8933 0 0 0 0 0 BP729871 Osada Taira anterior neuroectoderm (ANE) pCS105 cDNA library Xenopus laevis cDNA clone XL479f11ex 3', mRNA sequence [BP729871] 0 0 0 Xl.8933 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,14 NA -2,32 -0,68 NA -0,84
Xl.8972 0 0 0 0 0 BX848514 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone IMAGp998J188641 ; IMAGE:3550193 5', mRNA sequence [BX848514] 0 0 0 Xl.8972 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 1,28 1,7 NA 0,06
Xl.9029 0 0 0 0 0 AGENCOURT_13995740 NICHD_XGC_Tad1 Xenopus laevis cDNA clone IMAGE:6940166 5', mRNA sequence [CD099119] 0 0 0 Xl.9029 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,27 NA NA -0,8
Xl.9209 0 0 0 0 0 BX848168 Kirschner embryo St10 14 Xenopus laevis cDNA clone IMAGp998I078578 ; IMAGE:3517518 5', mRNA sequence [BX848168] 0 0 0 Xl.9209 0 0 0 0 0 0 0 0 0 -1 0 0 0 -0,58 0,4 -1,32 0,13 0,33 -0,2
Xl.9387 0 0 0 0 0 NA NA 0 0 0 Xl.9387 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,51 NA NA -0,2
Xl.9408 0 0 0 0 0 BJ097030 NIBB Mochii normalized Xenopus early gastrula library Xenopus laevis cDNA clone XL173a14 5', mRNA sequence [BJ097030] 0 0 0 Xl.9408 0 0 0 0 0 0 0 0 0 1 0 0 0 -1,1 -0,64 1,92 -0,49 -0,42 1,01
Xl.9473 0 0 0 0 0 AGENCOURT_74344354 NICHD_XGC_limb_m Xenopus laevis cDNA clone IMAGE:8531709 5', mRNA sequence [EB470013] 0 0 0 Xl.9473 0 0 0 0 0 0 0 0 0 1 1 0 0 1,69 2,38 3,86 1,64 2,36 2,12
Xl.9676 0 0 0 0 0 BJ081066 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL070e16 3', mRNA sequence [BJ081066] 0 0 0 Xl.9676 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA 0,01 3,23 NA 0,16
Xl.9679 0 0 0 0 0 DC083057 Yamamoto [DC083057] 0 0 0 Xl.9679 0 0 0 0 0 0 0 0 0 1 0 0 0 NA NA 2,89 NA NA 0,6
Xl.9906 0 0 0 0 0 dac26d10.y1 NICHD XGC He1 Xenopus laevis cDNA clone IMAGE:4408003 5', mRNA sequence [BG553672] 0 0 0 Xl.9906 0 0 0 0 0 0 0 0 0 0 1 0 0 NA NA -0,23 3,28 NA -0,21
Xl.9920 0 0 0 0 0 dc48d04.y1 NICHD XGC Emb3 Xenopus laevis cDNA clone IMAGE:3400351 5', mRNA sequence [BG037300] 0 0 0 Xl.9920 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,35 NA NA -0,51
Xl.9966 0 0 0 0 0 AGENCOURT_75547900 NICHD_XGC_thy Xenopus laevis cDNA clone IMAGE:8550611 5', mRNA sequence [EB647046] 0 0 0 Xl.9966 0 0 0 0 0 0 0 0 0 1 0 0 0 0,38 NA 1,58 0,64 NA NA
Xl.9974 0 0 0 0 0 BJ088045 NIBB Mochii normalized Xenopus tailbud library Xenopus laevis cDNA clone XL091k10 3', mRNA sequence [BJ088045] 0 0 0 Xl.9974 0 0 0 0 0 0 0 0 0 -1 0 0 0 NA NA -1,58 NA NA -0,19
Xl.9998 0 0 0 0 0 NA NA 0 0 0 Xl.9998 0 0 0 0 0 0 0 0 0 -1 0 0 0 0,23 -0,04 -1,83 -0,24 -0,14 -0,91
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