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Nucleotide and amino acid sequences of Mth212. Restriction map

BspHI
I

t t agagct gaaaaggt at cat gagt at aaggagagt t aat t t aacct ccat gacagaaat
--------- o1 0

aatctcgacttttccatagtactcatattcctctcaattaaattggaggtactgtcttta

BsaAl BspH Ml | Pf ol Hi ncl |l Bsu36
I I I I I I

aatt acgt ggt at cat gaccgt gct aaaaat aat at cct ggaacgt caacggcct caggg
--------- S g g O 24 0

ttaat gcaccat agt act ggcacgatttttattataggaccttgcagttgccggagtccc
M TV L K1 I S WNUVNGL R A-

Acul
Xmml Ear | Eco57M

I I I
cggt ccacaggaaggggtt cct t aaat ggt t cat ggaagagaagccagacat cct gt gcc
--------- R e T T e L e L L e K210

gccaggt gt cctt ccccaaggaat t t accaagt acct t ct ctt cggt ct gt aggacacgg
vV HR KGF L KWFWMEZEIKWPDI L CL-

Al WNI
Hael | Bpul0l

I I
t t caggagat aaaagcagcgcct gaacagct ccccaggaagct caggcacgt t gagggt t
--------- g g 2 X 0

aagtcctctattttcgtcgcggacttgt cgaggggt cctt cgagt ccgt gcaact cccaa
QEI K A APEOQLWPRIKLIRMHVYVE GY-

Bsrd
ndl I MspAll Bael Tatl

I I I I
acagaagcttcttcacccct gcggagagaaaggggt acagcggggtt gccat gt acacaa
--------- I T e L e L L e Y010

t gt ct t cgaagaagt ggggacgcct ctcttt ccccat gt cgccccaacggt acat gt gt t

R S FFTWPAERIKSGYSGVAMY T K-

Kpnl

Acc65l | Bael
Banl | Earl | Mrel Bci VI

(I || I I
aggt acccccct ctt cact gagggagggt t t cggt gt ggagagat t cgacaccgagggt ¢
--------- g S A< 510

t ccat ggggggagaagt gact ccct cccaaagccacacct ct ct aagcet gt ggct cccag

v PP SSLREGFGVERFUDTE G R-



BsaBI BseRI
I I
ggat acagat cgcagacttt gacgacttcct cct ct acaacat at actt ccccaacggt a
361 --------- R R Fomme o - o e R + 420
cctat gt ct agcgt ct gaaact gct gaaggaggagat gt t gt at at gaaggggt t gccat

Il QI ADF DDV FULLY NI Y F P NG K-
Acul
Eco57M
Apol [ Zral
BseRl EcoRl | Bsml Sm|l BsaH |

I I I I I N
agat gt cagaggagaggct gaagt at aaact ggaatt ct at gacgcatt cctt gaggacg
421 --------- R R R o e + 480

tctacagtctcctctccgacttcatatttgaccttaagat act gcgt aaggaact cct gc

M S EERULIKYKLEFY DATFULEDV-

481 --------- TR T R A S S + 540
agtt ggccct ct ccct aageccct cctt gcact aat at acacccct gaagtt gt gt cggg

NRERUD S GRNVWVI I CGDUFNT A H-
acagggagat agacct t gcaaggccaaaggaaaacagcaacgt at caggtttccttcccg

541 ---ooomn- TR M. T T fommma e + 600
tgtccctctatctggaacgttccggtttccttttgtcgttgcat agt ccaaaggaagggce

R EI DL ARPIKIENSNVSGTFL P V-
Acul
Eco0109I d al Apol Eco57M BsaAl

I I I | |
t t gagagggcct ggat cgat aaat t t at t gaaaat gggt acgt ggacacct t caggat gt

601 --------- bom s S S A T S S + 660
aact ctcccggacct agct atttaaataacttttacccat gcacct gt ggaagt cct aca

ERAWI DKUZFI ENGYVDTUFRWMEF-
Apal
Banl |
Bne1580I
Bsp1286l
EcoO109I |
Tat | Dralll Sfcl PspOM |

I I | (.
t caacagt gaccccggacagt acacat ggt ggagct acaggacaagggcccgt gagagga
661 --------- TR fommma e b T e + 720

agt t gt cact ggggcct gt cat gt gt accacct cgat gt cct gt t cccgggceact ct cct

NS DPGQYTWWSYRTRARER N-



Bpm
Eco57M BseRI
I I
acgt cggct ggagact cgactacttcttt gt aaacgaggagtt caaagggaaggt t aaaa
721 --------- Fo-m e e Fommmma - Fommme e I Fommmma - + 780
t gcagccgacct ct gagct gat gaagaaacattt gct cct caagtttcccttccaatttt

vV G WRULDY F F VNZEEF K G K V K R-

Pf ol
Bci VI |
EcoO1091 | Banl |
PpuM | Bspl12861 PshAl Bst Xl

ggt cct ggat act ct cagat gt cat gggct cagaccact gt cccat aggact ggaaat ag
781 --------- Fomm oo Fommmio- oo Fommeo o Fommmioo- + 840
ccaggacct at gagagt ct acagt acccgagt ct ggt gacagggt at cct gacctttatc

S wl L S DVWMGSDMHTCW®PI GL E I E-
aact at aat caact cgat aacat cagaaat gt gat t aggaact ccat caggcgaaaact a

841 --------- T S SRR S T + 900
ttgatattagttgagctattgtagtctttacactaatccttgaggtagtccgettttgat

Enzymes that do cut:

Aat | | Acc65I Acul Al WNI Apal Apol Bael Banl

Banl | Bci VI Brmel1580I Bpm BpulO0l BpuEl BsaAl BsaBI

BsaHI BseRl Bsm Bspl286I BspHI Bsrd Bst Xl Bsu36l

d al Dralll Earl Eco57M EcoO109l EcoRl Hael | Hi ncl |

Hindl 11 Kpnl Mrel Msl | MspAll Pf ol PpuM PshAl
PspOM Sfcl Sm | Tat | Xmml Zr al

Enzymes that do not cut:

Aar | Accl Acl | Af el AL AFLTTI Agel Ahdl
Al el Al fl Al ol Apall Ascl Asel Asi Sl Aval
Avrl | BanH Bbel Bbsl BbvCl Bcgl Bel | Bf r BI
Bgl | Bgl I Bl pl BrngBlI Bnr | Bt | Bpl | Bsal
BsaW BsaxXI BseYl Bsgl Bsi EI  Bsi HKAI Bsi W BsnBI
BspEl BspM Bsr Bl Bsr DI Bsr Fl BssHI | Bss Sl Bst API
Bst Bl Bst El | Bst Yl BstZ17I Bt gl Bt gZI Bt sl CspdCl
Dr al Dr dl Eael Eagl Ecil Ecol CRI EcoN EcoRV
Fal | Fsel Fspl FspAl Hi n4l Hpal Kasl M el
M ul Mscl Nael Nar | Ncol Ndel NgoM V Nhel
Not | Nr ul Nsi | Nspl Pacl Pasl Pci | Pfl M
Prel P | Ppi | Psi | PspXI Psrl Pst | Pvul
Pvul | Rsrl | Sacl Sacl | Sal | SanDl Sapl Sbf |
Scal SexAl Sfil Sf ol Sgr Al Sral SnaBI Spel
Sphl Srfl Sspl St ul Styl Swal Taql | Tst

Tt h111l Xbal Xem Xhol Xmal



