Tabelle 45 (1/2): Einzeltypisierungsergebnisse zur ABO-Blutgruppen-Bestimmung

Individuum FundNr Element Extrakt |PCR # pl SBE # 802 796 297 261 |Blutgruppe
DO FK/HS/RG 35 (M4) DO 35 Femur li. Ex 6 LiHO ABO Il |8 LiH6 ABO SBE | Cl- Cl- -I- -l
Ex7 LiH6 ABO Il 10,1 |LiH6 ABO SBE Il Cl- Cl- Al- A/- 10101
Ex 6 LiH6 ABO IV 10,1 |LiHO ABO SBE Il Cl- Cl- Al- Al- o101
Ex7 LiH6 ABO IV 10,1 |LiH6 ABO SBE il Cl- Cl- Al- Gl- |AA
Ex 6 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- -I- -l
Ex 7 LiH6 ABO VI 7,9 |LiH6 ABO SBE V Cl- Cl- Al- A/- 10101
Genotyp C/C CIC A/A (G)/A_[(A)01
DO FK/RG/BS 38 (F1) DO 39 Tibia re. Ex3 LiHO ABO Il 5 LiH6 ABO SBE | Cl- Cl- Al- G/A _|A01
Ex 4 LiH6 ABO IIl |8 LiH6 ABO SBE |1 Cl- Cl- Al- Gl- |AA
Ex3 LiHO ABO IV |5 LiH6 ABO SBE III Cl- Cl- Al- G/A _|A01
Ex 4 LiH6 ABO IV 10,1 |LiH6 ABO SBE il Cl- Cl- Al- Gl- |AA
Ex5 LiH6 ABO Vlla |5 LiH6 ABO SBE VI Cl- Cl- Al- G/A _|A01
Ex 5 LiH6 ABO VIIb |8 LiH6 ABO SBE VI Cl- Cl- Al- G/A |A01
Genotyp C/C C/C A/A G/A |A01
DO RG/FK 57.02 (M17/M19) DO 153.01 |Tibia re. Ex3 LiHO ABO Il |6 LiHO ABO SBE | Cl- CIA G/IA Al-_|(B01)
Ex 4 LiH6 ABO IIl |8 LiH6 ABO SBE |1 Cl- Cl- G/A A/~ 10101v
Ex3 LIHOABOV |8 LiH6 ABO SBE IV Cl- Cl- G/IA G/A _|A01v
Ex 4/1 |LiH6 ABO V 10,1 |LiH6 ABO SBE IV Cl- Cl- Al- A/- 10101
Ex 3 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- C/IA G/A G/A |BO1
Genotyp C/C C/IA G/A G/A_|B01
DO RG/FK 58.03 (M13) DO 58.03 Femur li. Ex 3 LiH6 ABO II 5 LiH6 ABO SBE | Cl- Cl- G/A G/A  [A01v
Ex4 LiH6 ABO Ill_ |8 LiH6 ABO SBE Il Cl- Cl- GIA G/A _|A01v
Ex 3 LiH6 ABO IV |5 LiH6 ABO SBE IlI Cl- Cl- GI(A) G/A  [A01v
Ex 4 LiHO ABO IV |5 LiH6 ABO SBE III Cl- C/- G/A G/A _|AD1v
Genotyp C/C C/C G/A G/A |AO01v
DO RG/FK 67.03 (F10/F17) DO 300.01 |Femur li. Ex 1 LiH6 ABO II 8 LiH6 ABO SBE | Cl- Cl- Al- A/- 10101
B LiH6 ABO IV 10,1 |LiHO ABO SBE IlI -I- -l -I- -l
Eppi LiH6 ABO IV 10,1 |LiH6 ABO SBE il Cl- Cl- Al- G/(A) [A(01)
Ex2 LiH6 ABO VII |8 LiH6 ABO SBE VI Cl- Cl- Al- G/A _|A01
Ex 3 LiH6 ABO VII |8 LiH6 ABO SBE VI Cl- Cl- Al- G/A |A01
Genotyp C/C CIC A/A G/A |A01
DO FK/RG/HS/BS 901.01 (M18/F16) |DO 901.01 _[Femur li. Ex4 LiHO ABO Il |6 LiH6 ABO SBE | Cl- Cl- G/IA Al-__|o101v
Ex 5 LiH6 ABO IIl |8 LiH6 ABO SBE I1 Cl- Cl- Gl- A/~ 101v01v
Ex4 LiH6 ABO IV |6 LiH6 ABO SBE III -I- -l Gl- Al-_ |01v01v
Ex 5 LiH6 ABO IV 10,1 |LiH6 ABO SBE il Cl- Cl- G/A G/A  [A01v
Ex4 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- Gl- Al-_ |01v01v
Ex 5 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- G/- A/l-101v01v
Genotyp C/C C/C G/A (G)/A_[(A)01v
DO FK/RG 905.01 (M14) DO 901.02 [Humerusli. |[Ex3/4 [LiHOABOIl |8 LiH6 ABO SBE | -I- -l -I- -l
Ex4/1 |LiH6 ABO IV |10,1 |LiH6 ABO SBE III -/- -/- -/- -/-
Ex5 LiH6 ABO VII |8 LiH6 ABO SBE VI Cl- CIAI(T) Al- Al-_|(BO1)
Ex 6 LiH6 ABO VII |8 LiH6 ABO SBE VI Cl- C/AI(T) Al- Al- (B01)
DO 905.01 |Femur li. Ex2 LiHO ABO Il |6 LiH6 ABO SBE | Cl- Cl- Al- Al- o101
Ex 3 LiH6 ABO IIl |8 LiH6 ABO SBE |1 Cl- Cl- Al- A/- 10101
Ex2/1 |LIHOABOV |8 LiH6 ABO SBE IV Cl- Cl- Al- Al- o101
Ex 3 LiH6 ABO V 8 LiH6 ABO SBE IV Cl- Cl- Al- A/- 10101
Genotyp C/C CI(A) Al- A/-|(B)01
DO FK/RG/BS 907.01 DO 907.01 |Femur li. Ex3 LiHO ABO Il |8 LiH6 ABO SBE | Cl- Cl- Al- G/A _|A01
Ex 4 LiH6 ABO IV |8 LiH6 ABO SBE III Cl- Cl- Al- G/A |A01
Ex3 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- CI(T) Al- G/A _|A01
Ex 4 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- Al- G/A |A01
Genotyp C/C Cl- Al- G/A |A01
DO RG/FK 1076 (M1) DO 1076 Femur li. A LiHO ABO Il 5 LiHO ABO SBE | Cl- Cl- Al- G/A _|A01
B LiH6 ABO Il 10,1 |LiH6 ABO SBE Il Cl- Cl- Al- G/A |A01
A LiHO ABO IV |5 LiH6 ABO SBE III Cl- Cl- -I- -l
B LiH6 ABO IV |8 LiH6 ABO SBE III Cl- Cl- Al- G/A |A01
A LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- (G)A G/A _|A01v
Genotyp C/C C/C Al- G/A _|A(01)
DO FK/RG/BS 1078 (F13) DO 1044 Femur li. Ex 8 LiH6 ABO II 8 LiH6 ABO SBE | -/- -/- Al- Gl-  |AA
Ex9 LiH6 ABO Ill__ 10,1 |LiHO ABO SBE Il -I- -l Al- Gl-__|AA
Ex 8 LiH6 ABO IV 10,1 |LiH6 ABO SBE il -/- -/- Al- Gl-  |AA
Ex9 LiH6 ABO IV 10,1 |LiHO ABO SBE IlI Cl- Cl- Al- Gl-__|AA
Ex 8 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- Al- Gl- |AA
Ex 9 LiH6 ABO VII 10,1 |LiH6 ABO SBE VI Cl- Cl- Al- G/-|AA
Genotyp C/C C/C A/A G/G |AA
DO BS 1102 (M2) DO 1102 Femur li. B LiH6 ABO II 5 LiH6 ABO SBE | -/- -/- Al- Gl-  |AA
Ex 1 M2 |LiH6 ABOV _ [10,1 |LiH6 ABO SBE IV -I- -l Al- G- |AA
B LiH6 ABO V 10,1 |LiH6 ABO SBE IV Cl- Cl- Al- Gl- |AA
Ex 1 M2 [LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- -I- -l
Ex 2 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- Al- G/-  |AA
Genotyp C/C C/C A/A G/G |AA
DO BS/RG 1103 (F14) DO 1103 Femur li. Ex2 LiHO ABO Il |8 LiH6 ABO SBE | Cl- Cl- GIA G/A _|A01v
Ex 3 LiH6 ABO IIl |8 LiH6 ABO SBE |1 -/- -/- Al- Gl- |(AA)
Ex2 LiH6 ABOV _ [10,1 |LiH6 ABO SBE IV -I- -l Gl- Al-_ |01v01v
Ex 3 LiH6 ABO V 10,1 |LiH6 ABO SBE IV Cl- Cl- G/A G/A  [A01v
Ex2 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- GIA G/A _|AD1v
Ex 3 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- G/A G/A  [A01v
Genotyp C/C C/C G/A G/A _|A01v
DO BS/RG 1176 (F18) DO 199 Femur li. Ex2 LiHO ABO Il |6 LiH6 ABO SBE | Cl- Cl- Al- Al- o101
Ex 3 LiH6 ABO IIl |8 LiH6 ABO SBE |1 Cl- Cl- Al- A/- 10101
Ex2 LiH6 ABO IV 10,1 |LiHO ABO SBE IlI Cl- Cl- Al- Al-__|o101
Ex 3 LiH6 ABO IV 10,1 |LiH6 ABO SBE il Cl- Cl- Al- A/- 10101
Genotyp C/C C/C A/A A/A 10101
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Fortsetzung Tabelle 45 (2/2):

Einzeltypisierungsergebnisse zur ABO-Blutgruppen-Bestimmung

Individuum FundNr Element Extrakt |PCR # pl SBE # 802 796 297 261 |Blutgruppe
DO BS/RG/FK 1247 (F7) DO 1206.01 |Femur li. Ex8 LiHO ABO Il |6 LiH6 ABO SBE | Cl- Cl- -I- -l
Ex 1 LiH6 ABO V 10,1 |LiH6 ABO SBE IV -/- -/- -/- -/-
Ex 8 LiH6 ABOV  [10,1 |LiH5 ABO SBE IV Cl- Cl- Al- A/-|0101
Genotyp Cl- Cl- (A)/- (A)/- |(0101)
DO RG/BS/DS 1482 (M3) DO 1911 Femur li. Ex 2 LiH6 ABO II 8 LiH6 ABO SBE | Cl- Cl- Al- A/- 10101
Ex3 LiH6 ABO Ill |8 LiH6 ABO SBE Il Cl- Cl- Al- Al-_|o101
Ex 2 LiH6 ABO V 8 LiH6 ABO SBE IV Cl- Cl- (G)A A-101(01v)
Ex3 LIHOABOV |8 LiH6 ABO SBE IV Cl- Cl- Al- Al-__|o101
Ex 2 LiH6 ABO VI 16,7 |LiH6 ABO SBE V Cl- Cl- Al- A/- 10101
Genotyp C/C CIC A/A A/A 10101
DO RG/BS 1500 (F2) DO 1827.01 [Femur re. Ex2 LiHO ABO Il 5 LiH6 ABO SBE | Cl- CIA GIA G/A _|BO1
Ex 3 LiH6 ABO V 5 LiH6 ABO SBE IV -/- -/- G/- A/-101v01v
Genotyp Cl- CI(A) GI/(A) (G)/A _[(B01)
DO HS/GK 1585.03 (F19) DO 1585.03 |Humerus re. [Ex 1 LiHO ABO Il |8 LiH6 ABO SBE | CcIT Cl- GI(A) G/A_](0102)
Ex 2 LiH6 ABO Il 10,1 |LiH6 ABO SBE II (C)T Cl- Gl- G/~ (0202)
Ex 1 LiH6 ABO VII_ 10,1 |LiH6 ABOSBE VI| C/T Cl- Gl- G/A _101v02
Ex 2 LiH6 ABO VIl 10,1 |LiH6 ABO SBE VI C/T Cl- G/- G/A |01v02
Genotyp CIT C/C G/G G/A |01v02
DO RG/BS 1905 (M9) DO 1917 Humerus re. |Ex 1 LiHO ABO Il |6 LiH6 ABO SBE | -I- -l GIA G-
Ex 3 LiH6 ABO III 10,1 |LiH6 ABO SBE Il Cl- Cl- Al- A/- 10101
Ex3 LiH6 ABO VI [10,1 |LiH6 ABO SBE V. Cl- Cl- Al- Al-__|o101
Ex 4 LiH6 ABO VII |8 LiH6 ABO SBE VI Cl- Cl- Al- G/A |A01
Genotyp C/C C/C (G)/A G/A |(A01v)
DO BS/FK 2030.01 (M6) DO 2030.01 |Femur li. Ex 1 LiHO ABO Il 5 LiH6 ABO SBE | Cl- Cl- (G)A G/A__|(A01v)
Ex 2 LiH6 ABO V 8 LiH6 ABO SBE IV Cl- Cl- Al- G/A  |A01
Ex 1 LiH6 ABO VI |8 LiH6 ABO SBE V Cl- Cl- Al- G/A _|A01
Ex 2 LiH6 ABO VI |8 LiH6 ABO SBE V Cl- Cl- Al- G/A |A01
Genotyp C/C C/C A/A G/A |A01
DO GK/HS/RG 2588 (F15) DO 2588 Tibia re. Ex4 LiHO ABO Il 5 LiH6 ABO SBE | -I- -l -I- -l
Ex 4 LiH6 ABO III 10,1 |LiH6 ABO SBE II CIT Cl- G/- G/A |01v02
Ex3 LiHO ABOV 10,1 |LIHO ABOSBEIV| C/T Cl- Gl- G/A _101v02
Ex 3/4 |LiH6 ABO VIl |10,1 |LiH6 ABO SBE VI CIT Cl- G/- G/A |01v02
Ex 4 LiH6 ABO VII 10,1 |LiH6 ABOSBE VI | C/T Cl- G/- G/A 101v02
Genotyp CIT C/C G/G G/A |01v02
DO BS 3695 (F4) DO 4013 Humerus re. [Ex 2 LiH6 ABO II 8 LiH6 ABO SBE | Cl- Cl- Al- A/- 10101
Ex3 LiH6 ABOV _ [10,1 |LiH6 ABO SBE IV Cl- Cl- Al- Al-__|o101
Ex 2 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- G/A A/~ 10101v
Ex 3 LiH6 ABO VI [6,59 |LiH6 ABO SBE V. Cl- Cl- Al- A/-|0101
Genotyp C/C C/C (G)/A A/A 101(01v)
DO BS 3706 (F5/F11) DO 3756 Femur li. Ex 5 LiH6 ABO II 6 LiH6 ABO SBE | Cl- Cl- G/A A/~ 10101v
A LiH6 ABO Ill |8 LiH6 ABO SBE Il Cl- Cl- Al- (G)/A_[(0101), (AO1)
Ex 5 LiH6 ABO V 8 LiH6 ABO SBE IV | C/(T) Cl- G/A A-
A LiH6 ABOV _ [10,1 |LiH6 ABO SBE IV Cl- Cl- G/IA Al-_|0101v
Ex 5 LiH6 ABO VIl 10,1 |LiH6 ABO SBE VI Cl- Cl- G/A A/~ 10101v
A LiH6 ABO VII_[10,1 |LiH6 ABO SBE VI Cl- Cl- G/A Al-|0101v
Genotyp C/C C/C G/A A/A 10101v
DO BS/FK 3742 (F9) DO 3742 Femur li. Ex 1 LiH6 ABO II 5 LiH6 ABO SBE | Cl- Cl- G/A G/A  [AO1v
Ex2 LiH6 ABO Ill |8 LiH6 ABO SBE Il Cl- Cl- Al- GI(A) _[(AA), (AD1)
Ex 1 LiH6 ABO V 8 LiH6 ABO SBE IV Cl- Cl- G/A G/A  [A01v
Ex2 LiH6 ABOV _ [10,1 |LiH6 ABO SBE IV Cl- Cl- G/IA G/A _|A01v
Ex 2 LiH6 ABO VI 10,1 |LiH6 ABO SBE V Cl- Cl- G/A G/A  [A01v
Genotyp C/C C/C G/A G/A _|A01v
Individuum FundNr Element Extrakt |PCR # pl SBE # 802 796 297 261 |Blutgruppe
DO BS/RG 3748 (F8) DO 3635 Femur re. Ex 4 LiH6 ABO II 6 LiH6 ABO SBE | Cl- Cl- Al- A/- 10101
Ex5 LiH6 ABO IIl |8 LiH6 ABO SBE Il Cl- Cl- Al- Al-__|o101
Ex 3/l |LiH6 ABO VIl 10,1 |LiH6 ABO SBE VI Cl- Cl- Al- A/- 10101
Ex 5 LiH6 ABO VIl |8 LiH6 ABO SBE VI Cl- Cl- Al- A/-|0101
Genotyp C/C C/C A/A A/A 0101
DO BS 5517 (F6) DO 3994 Humerus li. [Ex 3 LiH6 ABO II 5 LiH6 ABO SBE | Cl- Cl- Al- A/- 10101
Ex4 LiH6 ABO Ill |8 LiH6 ABO SBE Il Cl- Cl- Al- Al-__|o101
Ex 3 LiH6 ABO VII |5 LiH6 ABO SBE VI Cl- Cl- Al- A/- 10101
Ex 4 LiH6 ABO VII |5 LiH6 ABO SBE VI Cl- Cl- Al- A/-|0101
Genotyp C/C C/C A/A A/A |0101

107



Tabelle 46 (1/2): Einzeltypisierungsergebnisse zur Augenfarben-Bestimmung

Individuum Element |Extrakt |[PCR# [ul 180 168 122 129 139 128 |Blue Intermediate  |Brown
DO FK/RG/BS 38 (F1) DO 39 Tire Ex4 [IP1 |6 Cl- G- | A- Cl- Cl- /-

Ex6 [IP1 |7 Cl- G- | (GyA] ck- Cl- /-

Ex5 [P6 |7 Cl- G- | GA | ¢ c- | e

Ex6 |IP6 |5 Cl- G- | GiA | c- c- | or
Genotyp | ciIC | GIG | GIA | cic | cic | GIT [0,9315 0,04985 0,01867
DO RG/FK 57.02 (M17/M19) DO 57.02__ |Feli Ex17 |IP1 |8 | (©)-| G- | G- | cT | c- | GT

Ex18 [P1 |7 Cl- G- G- | cm | ¢ [ &t

Ex17_[IP6_ |7 Cl- G- | G- [ cm [ c-|oem

Ex18 [IP6 |7 Cl- G- G- | ct | c- | or
Genotyp | cic | GIG | GiG | T | cic | GT Jo,1511 0,1317 0,7173
DO RG/FK 58.03 (M13) DO 58.03 _ |Feli Ex1 _[IP1 |7 -I- G- | G- | cT | c- /-

Ex3 [P1 |6 Cl- G- G- | cm | cm [ T~

P T6 cT | 6- | e- [ cm | om [ T~

Ex5 [IP9a |5 cT | G- G- | cm | cm [ T~

Ex5 [Pob |5 cT | G- | 6- | cr | or | T-
Genotyp | cT | 66 | Gi6 | ¢ | cm | T Jo,5032 0,2106 0,2862
DO FK/RG/HS/BS 901.01 (M18/F16) [DO 901.01 _[Fe li Ex6 [IP1 |5 Cl- G- | G- | C- Cl- G-

Ex7__[P1 |5 Cl- G- | G- | ¢~ Cl- G-

Ex6 |[IP6 [4 Cl- G- G- Cl- Cl- G-

Ex7 [P6 |4 Cl- G- | G- | C- Cl- G/-
Genotyp | cic | GiI6 | GiG | cic | cic | GiG [o,8788 0,06716 0,054
DO FK/RG/HS 902.01 (M10) DO 902.01_|Feli T P18 -/ G- | A- -/ Cl- -/

K P18 Cl- G- | oA ] cm [ c- /-

T/Ex4 [IP6  [95] cCI- G- | aAa | cm | c- /-

Ex 5 [IP6 5 C/- G/- G/A C/T C/- T/-

Genotyp | cic | gic | giAa | cm | cic | T [03165 0,1933 0,4902
DO RG/FK 1076 (M1) DO 1076 [Feli A P2 [8 | CT | GA | GA | CT | C- | GA

A e 7 [cm [ G- [ G6- [ cm | c- | G-

Ex3 [P6 |7 /- -/ -/ /- Cl- -/

a P o [em [ 6- [ G- [ cm | c- | G-

Ex4 P9 |5 cT | G- G- | ct | c- G-
Genotyp | cT | G- | G- | cm | cic | GI- |0,2098 0,2587 0,5315
DO RG/FK/BS 1078 (F13) DO 1044 |Feli Ex8 [IP2 |7 T- | G- | G- | T- | C- | G-

Ex9 [P2 |7 -/ -/ G- | cm -/ G-

Exll__[IP7 _[95] T~ - G- | cm [ c- | G-

Ex10 [P7 |7 cT | G- G- | cm | ¢~ G-

Ex 11| ct | - [ - [ e[ c- | a-
Genotyp | ct | 66 | i | cm [ cic | GG 0,2008 0,2587 0,5315
DO BS 1102 (M2) DO 3670 [Huli Ex2__[IP2__[95] -- - - - - -

Ex3 P2 95| CIT Gl- G/A CIT Cl- G/IT

Ex3 |[P7 Jos[ cm | & [ aAa ] T~ c- | &r

Ex4/5 [P7 8 C/T G/- G/A C/T C/- G/-

Genotyp [ CT | GIG | GIA | CIT | CiC | GIT |0,3718 0,3211 0,3072
DO BS/RG 1103 (F14) DO 1103__ [Feli Exi_ P2 8 [ -] G- - | cm | c- | G-
Ex2_ (P2 |7 | C- | | G- |cm]| c- [ GA

Ex1/3 [IP7 95| cm | G- G- /- Cl- G-

Ex2/4 _[IP7 95| CIT Gl- Gl- CIT Cl- Gl-

Ex5 [IP9 [3 cT | G- G- | cm | c- G-

Genotyp | cT | 66 | i | cm | cic | GI- |0,2098 0,2587 0,5315
DO BS/RG 1176 (F18) DO 199 Fe li A P2 [95] -- Gl- - - - -

B P2 fo5] ™ -/ G- -/ -/ /-

Exll__[IP7__[95] & /- "I~ [ /-

Ex4 |[IP7 _95] - -/ G- -/ Cl- G-

Ex7__[IP9_ [95] (©)-[ G- | A- | (©F | C- [ ()

Ex10 [IP9  [95] cCI- G- G- | cm | ci- G-

Ex11_[IP9 95| C/- G/- G/- C/- C/- G/-

Genotyp | cic | gic [Gia) | c- | cic | cic [o0,8788 0,06716 0,054
DO BS/RG/FK 1247 (F7) DO 6495 [Hure Ex1_[IP2_[95] -- Gl- - Cl- - -

Ex3 (P2 |7 C- | G- | G- [ c- [ cm [ o

Ex3 [P7 |6 Cl- G- GA [cm ]| cr | &

Ex4 _[IP7__[6 C- | G- | G- [ c- [ cm [ T

Ex3 [IP9 |4 Cl- G- G- c- | cTm | em

Ex4 (P9 Ja c- | - [ - T et et or
Genotyp | cc | 6ic | a- | cr | cr | GT [0,9399 0,3816 0,02193
DO RG/BS/DS 1482 (M3) DO 1911 [Feli Ex3 _[IPT1_|6 C- | G- | GA ] CT | C- | GT

Ex4__[IPT1_[6 C- | G- [ GA [ cm [ c- [ o

Ex3 [P3 |6 Cl- G- | GA | cm | c- | 6T

Ex4 (P36 c- | o- [ealct [ c-[or
Genotyp | cic | gic | giA | cm | cic | G _[o0,2186 0,209 0,5724
DO RG/BS 1500 (F2) DO 1827.01 |Fe re Ex18 [IP3 |4 C- | GIC | GA | C- | C- | GT

Ex19 [IP3 |4 C- | GIc [ GA | c- [ c- [ o

Ex18 [IP7 |3 Cl- c- | GA | c- c- | &r

Ex19 [IP7 |3 c- [ ec oAl c- [ c-[or
Genotyp | cic | cic | giA | cic | cic | G _[0,9902 0,005518 0,004315
DO HS/GK 1585.03 (F19) DO 1585.03 [Hu re Ex1__[IP4__|7 C- | G- | G- [cm]cm] GT

Ex2__[IP4 |7 C- | G- - c- | c- [ &m

Ex1__[IP9 |6 Cl- G- G- Cl- c- | &r

Ex2 (P9 |6 c- | - [ o[ c- [ cr -

Genotyp | C/C G/G G/G Cl- Cl- G/T_0,9215 0,04498 0,03349




Fortsetzung Tabelle 46 (2/2): Einzeltypisierungsergebnisse zur Augenfarben-Bestimmung

Individuum Element |Extrakt |[PCR# [ul 180 168 122 129 139 128 |Blue Intermediate  |Brown
DO RG/BS 1905 (M9) DO 1917 [Hure Ex3 [P35 Cl- G- | G- | cm | ¢ | Gt

Ex4 [P3 [|5 [cm]| G- G- CIT Cl- GIT

Ex3 _[IP8 |4 Cl- G- | G- [ cm [ c- [ ot

Ex4 P8 |4 Cl- G- G- | ct | c- | o
Genotyp | c- | 66 | Gic | cm | cic | GiT Jo,1511 0,1317 0,7173
DO BS/FK 2030.01 (M6) DO 2030.01 |Feli A IP3  [95] Ck- G- | GA | cT | CF- T

Ex1__[P3 |5 Cl- G- | oA | cm | c- /-

A iPs 17 Cl- G- | GA [ ctm [cam]| T~

Ex3B P8 |7 Cl- /- GIA | C- Cl- (T)-
Genotyp | cic | 6gic6 | GiA | cm | c- | Tm Jo,3165 0,1933 0,4902
DO GK/HS/RG 2588 (F15) DO 2588 |[Tire Ex4 |[P4 |6 | ©+-]| GCc | G- | C- c- | Gt

Ex5 [IP4 |6 c- | ec | - [cam|cam]| ot

Ex5 [P9 |5 c- | ac [eancm|oam] et

Ex6 P9 |5 c- | cc Jenw]cm]am] et
Genotyp | cic | Gic | GiA) [ cim) | cimy | G Jo,9872 0,005018 0,007801
DO BS 3706 (F5/F11) DO 3706 |Calv ExIV_[PT1 |6 [ cm ]| G- | G- T- | cm | 6T

ExV__[IPT1 |6 Cl- G- G- T- | cm | 6T

exlv__[PT1 2[6 [cym]| @~ @ @ [crm]eym

ExV__[IPT1_2]6 Cl- G- G- T/- cT | 6T

Exiv_[P5 [8 [cm]| &- [ &~ T- | cm [ em

Exv iP5 |8 ct | G- | - T- | o] e

DO 3756 |Feli A P3  J95] cT | G- | G T- | cm | 6T

Ex5 [IP3 |6 cT | G- G- T- | cTm | 6T

A iPs 17 - G- | G- T- [ cm [ em

Ex6 |[IP8 [4 cT | G- G- T- | cm | om
Genotyp | cT | GG | GiG | 7T | cm | GiT Jo,007226 0,08456 0,9082
DO BS/FK 3714 DO 3714 [Huli Ex1 _[P3  [95] CF /- - T c- | Gt

Ex5 [IP3 |6 Cl- G- G- ct |com| o

Ex5 P8 |5 Cl- G- | G- [ cm [ c- ot

Ex4/6 [IP8 |5 -/ G- G- | cm | ¢ [ et

Ex7 P9 [4 ct | G- ] a- [ ot c-Joar
Genotyp | cm | 6 | ac | cm | c- | G Jo,3044 0,2397 0,4559
DO BS/FK 3742 (F9) DO 3742 [Feli Ex2 [IP3 |6 Cl- G- | G- | cm | C- G-

Ex3__[P3 |6 Cl- G- | G- [ cm [cm]| G-

A lps |7 -/ G- G- /- Cl- G-

Ex3 P8 |5 Cl- G- | G- [ cm | c- Gl-
Genotyp | cic | gic | aic | cm [ c- | eiG Jo,09621 0,1313 0,7725
DO BS/RG 3748 (F8) DO 5521 |Hure Exl___[IP4__[95] C- /- A- | CT | cm | T~

Ex2 P4 |7 [+ - [ealct [ ctm | T-

Ex2/4 [IP9 |8 Cl- G- | GAa ] cTm [ cm | T~

Ex5 P9 |7 Cl- G- | ga] ct ot ]| ot
Genotyp | cic | gic | aia | cm [ cm | (G)T Jo,2876 0,2287 0,4836
DO BS/FK 4008 (M5) DO 2096 [Tire Ex1_[P4 [7 JC(M]| G- | G- Cc- [ cTm | T-

Ex3 P4 |7 Cl- G- | G- [ c- [cm | -

Ex1 P8 |6 Cl- G- G- c- | cm | T~

Ex4 P8 |6 Cl- G- | G- | c- [ cm | 7~
Genotyp | c- | 6aic | Gic [ cic | cr | 1T [o,9618 0,02494 0,01327
DO BS 5517 (F6) DO 3710 [Hure Ex2 [P4 |5 CT | G- | GA | T~ Cl- G-

Ex3_ P4 |5 [©om] 6~ [ea ] T~ Cl- G-

Ex2 P9 |5 cTm | G- | A | T~ Cl- G-

Ex3 P9 |5 ct | G- | aa ] T~ Cl- G-

DO 3750 |Feli Ex4 [IPT1_[6 [ CIM | G- | GA | T- Cl- G-

Ex5 [IPT1 |6 Cl- G- | G- T~ Cl- G-

Ex4 [IPT1_2[6 CIT G- G/IA T/- Cl- G-

x5 [PT12[6 [ ©- | G- [ @) - ©F- ] )

Ex4 [IP5 |6 ctm | G- | A | T~ Cl- G-

Ex5 [P5 |8 /- /- /- /- Cl- G-
Genotyp | cT | 66 | cA | T | cic | GiG [o0,004814 0,1163 0,8789




Tabelle 47 (1/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCRS5, sowie der STRs IRI 3.1 und IRI 3.2

IRE | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI | IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI
Individuum Fundnr. Element |Extrakt PCR# [pl ccr5 311313131 (3131313131 |31]31(31]32(32]32]32|32]32(32]32(32|32]32(32]32(32]|32|32]32]32](32]32]32
102 [ 104 | 106 | 108 | 110 | 112 | 114 | 116 [ 118 | 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 | 153 [ 155 | 157 [ 159 | 161 | 163 | 165 | 167 [ 169 | 171 [ 173 | 175
DO FK/HS/RG 35 (M4) DO 35 Feli Ex1JYS [15ccr5 9,75 [-/-
Ex3DOS [15cer5  [9,75 |wt/-
Ex 4 VSE [20ccr5 |5 - /- 36 83 | 100 [ 78 | 100
DO 900.03  [Calv Ex4 DOS [T9ccr5 a [8 -/ -
Ex4 DOS [T9ccr5b (8 - /-
Ex4 DOS [T9ccr5 ¢ [8 -/-
Ex4 DOS [T9ccr5d (8 - /-
Ex2 DOS [T10ccr5 [8 -/ -
NEU 8cers 10 - /-
Genotyp wt /- ((112)) ((116))
DO FK/RG/BS 38 (F1) DO 26 Feli 19 wt /- 72 | 100 88 | 100 50 79 | 100 [ 81 65
20 wt /- 38 78 | 100 60 87 | 100 [ 86
21 wt /- 34 73 99 | 100 53 82 | 100 81 | 100 [ 65
27 wt /- 18 34 45 | 100 | 50 93 | 100 38 68 91 92 | 100 [ 92
29 wt /- 50 | 100 [ 95 77 72 | 100 [ 84
Genotyp wt / wt 114 122 165 169
DO RG/FK 57.02 (M17/M19) DO 153.01 Tire Ex1DOS _|9ccr5 10 -/ -
Ex1DOS [12ccr5 95 |-/- 13 35 77 | 100 39 82 | 100 [ 28
Ex2 DOS [15ccr5 9,75 |-/-
Exll 18ccr5 16,7 |wt/- 10 33 66 | 100 [ 85 | 100 26 64 | 100
Genotyp wt | (wt) ((112)) ((116)) 145 ((157))
DO RG/FK 58.01 DO 58.01 Fere Ex1JYS |8ccr5 10 - /-
ExIlJYS [13ccr5 95 [-/-
Ex2 (Eppi) [18ccr5  [9,75 |wt/- 23 59 | 100 [ 84 | 100 18 54 | 100 32 46 90 | 100 [ 42
Ex3 VSE_ [20ccr5_[5 -/ -
Genotyp wt /- ((114)) ((118)) ((139)) ((163))
DO RG/FK 58.03 (M13) DO 58.03 Feli 23 wt /- 34 75 | 100 31 67 | 100 [ 49 46 83 | 100 [ 68 | 100 [ 94
25 wt /- 70 | 100 57 81 | 100
27 wt /- 30 71 ] 100 26 36 75 | 100
29 wt /- 51 | 100 [ 62 41 97 | 100
Genotyp wt / wt 112 145
DO RG/FK(KS 58.08 (M7) DO 58.08 Fere Ex1JYS |8ccr5 10 - /-
Exl 13cer5 95 |wt/-
Ex| 17cer5 18 -/ -
Exda 18cer5 |7 -/ -
Genotyp wt /-
DO RG 66.02 DO 66.02 Feli Ex1JYS |9ccr5 10 wt /-
Ex1JYS [12ccr5 (6,8 [-/- 29 58 88 | 100 [ 78
ExIl JYS [15ccr5  [9,75 |wt/- 29 73 ] 100 [ 43
ExIJYS [19ccr5 9,75 |-/- 30 73 | 100 16 43 82 | 100
ExIl JYS [20ccr5 (9,75 |-/- 45 83 | 100 14 38 76 | 100
Genotyp wt/ - (112) 145 ((169))
DO RG/FK 67.03 (F10/F17) DO 300.01 Feli 23 -/ - 11 20 | 100 69 90 | 100 [ 62
25 -/-
27 -/ - 17 | 100 51 91 | 100 40 70 | 100 [ 86
29 - /-
DO 67.03 Fere Ex1JYS _|9ccr5 10 -/-
ExIlJYS [13ccr5 95 [-/-
Ex1DOS |[18ccr5 |7 -/-
Ex3 DOS [18ccr5 [7 wt / -
DO 300.01 Feli Ex1JYS [10ccr5 [10 -/ -
Ex1JYS [17ccr5  [9,75 |wt/- 14 49 | 100 | 13 20 44 47 86 | 100 33 62 | 100 [ 84
B 19ccr5 19,75 |- /- 27 71 | 100
Genotyp wt / wt 106 118 ((159))

110




Fortsetzung Tabelle 47 (2/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCR5, sowie der STRs IRI 3.1 und IRI 3.2

IRE | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI | IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI
Individuum Fundnr. Element |Extrakt PCR# [pl ccr5 311313131 (3131313131 |31]31(31]32(32]32]32|32]32(32]32(32|32]32(32]32(32]|32|32]32]32](32]32]32
102 [ 104 | 106 | 108 | 110 | 112 | 114 | 116 [ 118 | 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 | 153 [ 155 | 157 [ 159 | 161 | 163 | 165 | 167 [ 169 | 171 [ 173 | 175
DO RG/GK/BS 183.01 (M11) DO 183.01 Feli 23 A32 / wt 59 | 100 [ 94 34 75 | 100
25 wt /-
27 wt /- 38 78 | 100
29 -/ -
DO 183.01 Feli Ex1JYS |9ccr5 10 wt /-
Ex1JYS [12ccr5 95 [-/- 25 66 | 100
Ex4 VSE [15ccr5 |5 A32/- 34 74 | 100
Ex1JYS [18ccr5 |7 wt /- 15 40 82 | 100
Exlll 18ccr5 |7 wt /- 21 52 94 | 100
b 18ccr5 185 |-/- 12 48 | 100
Exlll 19ccr5 19,75 |A32/- 29 61 | 100 [ 96 19 48 90 | 100
Ex4 VSE [19ccr5 (9,75 [A32/- 27 59 | 100 26 61 | 100 [ 77 10 14 34 69 | 100 [ 93
Ex5 VSE [20ccr5 |5 A32 /- 24 74 | 100
Genotyp A32 | wt 108 116 151 ((161))
DO FK/RG/HS/BS 901.01 (M18/F16) |DO 901.01 Feli Ex2 VSE _|1ccr5 5 wt /-
Ex2 VSE _|7ccrb 4 wt /-
Ex3 VSE [15ccr5  [6 wt /- 14 36 74 76 | 100 21 44 77 ] 100 [ 78
Ex1JYS [16ccr5  [6 -/ - 16 42 82 | 100
Ex3 VSE [19ccr5 (7 wt /- 29 63 | 100 [ 66 53 13 31 62 | 100 [ 97 11 27 56 86 | 100 [ 75
Genotyp wt / (wt) ((110))
DO FK/RG/HS 902.01 (M10) DO 902.01 Feli 23 A32 / wt 27 62 | 100 56 97 | 100 50 91 | 100 61 93 | 100 [ 56 78 | 100 [ 81
25 A32 / wt 33 75 | 100 39 80 | 100 59 97 | 100 57 78 | 100 [ 75
27 A32 / wt 33 71 ] 100 56 89 | 100 37 74 | 100 43 70 | 100 [ 78
29 A32 / wt 33 68 | 100 49 87 | 100 48 88 | 100 44 76 | 100 [ 82
Genotyp A32 [ wt 108 116 151 171
DO FK/HS/RG/BS 903.01 DO 903.01 Feli Ex1JYS |9ccr5 10 wt /-
Ex1JYS [13ccr5 95 |[-/-
ExIl JYS [15ccr5 (9,75 |-/- 23 53 92 | 100
Genotyp wt /- ((161))
DO FK/RG/HS/BS 903.02 D0 903.02 [Fere Ex1JYS |9ccr5 10 wt /-
Ex1JYS [13ccr5 |95 |[-/-
ExIl JYS [15ccr5 (9,75 [-/-
Genotyp wt /-
DO FK/RG/JS 904.04 DO 904.05 ([Tire ExI VSE _[10ccr5 (10 - /-
Ex5 VSE_[16ccr5  [5 -/ -
Genotyp
DO FK/RG 905.01 (M14) DO 901.02 [Huli Ex3 VSE _|1ccr5 7 wt /-
Ex3 VSE _|7ccr5 5 -/-
Ex4 VSE [16ccr5 (9,75 |-/-
DO 905.01 Feli Ex1JYS |9ccr5 10 -/ -
Ex2 VSE _[13ccr5 |5 wt /- 17 45 86 | 100 [ 23
Ex2 VSE [17ccr5  [9,75 |wt/- 17 40 75 | 100 [ 16 22 52 95 | 100 55 96 | 100
Ex3 VSE [21ccr5 |5 wt /- 34 71 ] 100 [ 52 37 72 | 100 | 87
Ex3 VSE [21ccr5  [9,75 |wt/- 37 76 | 100 [ 40 27 62 | 100 [ 93
Genotyp wt | wt 120 ((155)) ((165))
DO FK/RG/BS 907.01 DO 907.01 Feli Ex3 VSE _|1ccr5 5 wt /-
Ex3 VSE _|7ccr5 7 wt/-
Ex1JYS [15ccr5 9,75 |-/-
Ex4 VSE [21ccr5  [5 wt /- 50 77 | 100 17 55 | 100
Ex4 VSE [21ccr5  [9,75 |wt/- 43 | 100 7 29 54 76 | 100 13 49 | 100 22 53 89 | 100
Genotyp wt / (wt) ((106)) ((114) (139) ((159))

111




Fortsetzung Tabelle 47 (3/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCR5, sowie der STRs IRI 3.1 und IRI 3.2

IRE | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI | IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI
Individuum Fundnr. Element |Extrakt PCR# [pl ccr5 311313131 (3131313131 |31]31(31]32(32]32]32|32]32(32]32(32|32]32(32]32(32]|32|32]32]32](32]32]32
102 [ 104 | 106 | 108 | 110 | 112 | 114 | 116 [ 118 | 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 | 153 [ 155 | 157 [ 159 | 161 | 163 | 165 | 167 [ 169 | 171 [ 173 | 175
DO RG/FK 1076 (M1) DO 1076 Feli 23 (A32) / wt 42 74 | 100 36 69 | 100 [ 84
25 wt /- 85 | 100 [ 89 49 71 ] 100 [ 92
27 wt /- 31 66 | 100 [ 88 | 100 29 72 | 100 28 57 94 | 100
29 wt /- 37 67 | 100 [ 59 | 100 37 78 | 100 77 | 100 [ 99
Genotyp wt /- 114 118 139 159
DO RG/FK/BS 1078 (F13) DO 1044 Feli 23 -/- 52 91 | 100 [ 66
25 -/ -
27 wt /- 22 32 54 58 99 | 100
29 wt /- 62 65 | 100 [ 26 | 100 [ 35 42 74 | 100 [ 83
DO 385 Fere Ex3 VSE _|1ccr5 7 -/-
Ex4 VSE _|8ccrb 10 wt/-
Ex4 VSE |12ccr5 (9,5 |wt/-
Ex1JYS [17ccr5 (8 - /-
Ex3VSE [19ccr5  [5 -/-
Ex3 VSE [21ccr5 (9,75 |-/-
DO 1044 Feli | GP06 9cers 10 wt /-
| GP06 15ccr5 19,75 |wt/- 35 73 | 100 [ 57 86 | 100 24 62 | 100
1| GP06 16ccr5 19,75 |-/ - 14 31 52 | 100 [ 100 14 34 71 ] 100 | 87 67 11
Genotyp wt | wt (112) 118 ((139)) (157)
DO BS 1102 (M2) DO 1102 Feli 23 wt /- 66 | 100 [ 84 | 100 46 82 95 | 100 44 75 ] 100 [ 80
25 wt /- 82 91 | 100 [ 43 61 86 | 100 [ 75
27 wt /- 18 24 ] 100 [ 83 | 100 56 78 | 100 61 86 | 100 [ 79
29 wt /- 28 | 100 [ 49 62 98 | 100 42 71 ] 100 [ 90
Genotyp wt / wt 114 118 161 169
DO BS/RG 1103 (F14) DO 1103 Feli 20 A32 / wt 63 | 100 47 82 | 100 49 84 | 100 79 | 100 [ 78
21 A32 / wt 31 77 | 100 22 49 93 | 100 47 84 | 100 73 1 100 [ 91
27 A32 [ wt 34 64 | 100 55 94 | 100 50 93 | 100 69 | 100 [ 91
29 A32 / wt 65 | 100 100 | 67 65 50 90 | 100 70 | 100 [ 96
Genotyp A32 /| wt 106 118 151 161
DO BS/RG 1176 (F18) DO 199 Feli 23 -/ -
25 - /-
27 wt /- 39 80 | 100
29 -/ - 37 75 | 100
DO 2133 Mand Ex4 15ccr5 19,75 |wt/- 19 48 92 | 100 17 46 88 | 100 28 61 | 100 [ 90
Exl 16ccr5 19,75 |A32/wt 53 81 | 100 47 88 | 100 61 | 100 [ 90
Ex4 17cer5 |5 wt /- 22 54 99 | 100 5 21 56 | 100 [ 96 31 63 | 100 [ 85
Exl 19ccr5 19,75 |wt/- 46 86 | 100 13 38 76 | 100 [ 12 46 75 93 | 100
Ex4 19ccr5 19,75 |wt/- 32 73 | 100 11 36 83 | 100 48 92 | 100
Ex| 23_1ccr5(12,3 |A32 / wt
Ex| 23 2ccr5[12,3 |wt/-
Genotyp A32 [ wt 118 151 159
DO BS/RG/FK 1247 (F7) DO 1247 Mand Ex4 DOS _|9ccr5 10 wt /-
Ex2 DOS [15ccr5  [9,75 |wt/- 41 73 | 100 22 76 | 100
Ex4 DOS [15ccr5  [9,75 |wt/- 30 64 | 100 [ 76 32 78 | 100 44 81 | 100 [ 60
Ex2 DOS ([19ccr5 (9,75 |-/- 26 65 | 100 [ 87
DO 1928 Fere Ex2 VSE _|2ccr5 7 wt /-
Ex2 VSE _|7ccr5 8 -/-
Ex2 VSE [15ccr5  [9,75 |wt/- 24 60 | 100 17 42 82 | 100
Ex3 VSE [15ccr5  [8 A32/-
Ex1JYS [17ccr5 |7 - /- 11 35 73 | 100 9
Ex3VSE |[17ccr5 |7 -/-
Ex2 VSE _[19ccr5  [9,75 |wt/- 32 71 ] 100 16 36 70 | 100 [ 77
Ex3 VSE [19ccr5  [9,75 |wt/- 72 | 100 48 | 100
Ex1JYS [23ccr5  [12,3 [-/-
Ex3 VSE_[23ccr5  [12,3 |wt/-
vp ((432)) | w 112 139 165

112




Fortsetzung Tabelle 47 (4/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCR5, sowie der STRs IRI 3.1 und IRI 3.2

IRE|IRE| R [ RE]IRE]IRE]RE[IRE]IRE]IRE] REJIREJIRE]RE| RE]IRE] IRE] REJ RE]IRE] IRE] REJIRE] IRE] IRE] RE[ IR IR IRE| R IRE] IR IR
Individuum Fundnr. Element |Extrakt |PCR# |ul  [ccrS 34 (313131 [31[31]31]31(31][31]31|31]32]|32|32(32(32]32|32(32[32]32|32(32[32]32|32(32][32]32]32](32]32
102 | 104 | 106 | 108 | 110 | 112 [ 114 | 116 | 118 [ 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 [ 153 | 155 | 157 | 159 | 161 | 163 | 165 | 167 | 169 | 171 | 173 | 175
DO HS/GK 1461 DO 3157 Tili Ex5VSE |8cer5 |5 [wt/-
Ex5VSE |12ccr5 |4 [wt/- 43 | 74 | 100 8 | 60 [ 100 29 | 64 | 100 [ 92
ExI VSE_ [16ccr5 [9,75 |- /-
Ex6 VSE_|20ccr5 |5 [wt/- 35 | 77 [ 100 [ 36 | 37 26 | 68 | 100 11 | 29 | 60 | 100 [ 99
Ex5 VSE_[22ccr5 [9,75 |-/- 28 | 65 [ 100 [ 63 | 68 26 | 65 | 100 62 | 100 | 94
Ex6 VSE_[22ccr5 (9,75 [wt/- 40 [ 76 [ 100] 37 | 29
Genotyp wt / wt 114 139 159
DO HS/GK/BS 1471 DO 1457 Fe re Ex1VSE |10ccr5 |7 [A32/wt
Ex4 VSE_|16ccr5 |5 [-/- 9 [ 17 [ 35| 71 ] 100] 82 8 25 | 53 | 88 [ 100 | 49
Ex1VSE_[17ccr5  [9,75 [wt/- 47 [ 90 [ 100
ExI VSE_ [19ccr5  [9,75 [-/-
Ex2 VSE_[19cer5_ [9,75 |- /-
Ex3 VSE_[19ccr5  [9,75 [-/-
Ex4 VSE_[19ccr5_ [9,75 |-/- 32 | 65 [ 100 [ 91 [100 ] 83 | 81 17 | 40 | 76 [ 100 [ 71 [ 79 [ 100 | 78
Ex5 VSE [20ccr5 |5 -/ -
Ex1VSE_[21cer5 [9,75 [wt/- 19 [ 49 | o1 [ 100
Ex5 VSE_|21cer5  [9,75 [-/-
Ex5 VSE_|23cer5 [12,3 [-/-
Ex1VSE |23ccr5  [12,3 [wt/-
Ex4 VSE_[23_1ccr5[12,3 [wt/-
Ex4 VSE_[23 2ccr5[12,3 [wt/-
Genotyp ((A32)) / wi (122) ((159)) (165)
DO RG/BS/DS 1482 (M3) DO 1911 Fe li 23 wt/ - 13 | 33 | 73 | 100
25 wt/- 26 | 56 | 100
27 wt/ - 24 | 57 [ 100
29 wt/ - 20 | 35 | 72 [ 100
DO 1911 Fe li A 10ccr5 10 [wt/-
b 15ccr5  [9,75 [wt/- 13 | 35 | 79 | 100 24 | 62 [ 100
A 19ccr5[9,75 [wt/- 37 | 75 [ 100 24 | 63 [ 100
b 19ccr5_ [9,75 [A32/wt 28 | 73 [ 100 29 | 84 [ 100
a 21ccr5 9,75 |wt/- 40 [ 85 [ 100 28 | 68 [ 100 87 | 100
B 21ccr5 9,75 |wt/- 38 | 79 [ 100 24 | 65 | 100
EZ1 22ccr5 9,75 |-/-
b+A 23_1ccr5(12,3 |wt/-
b 23 2ccr5(12,3 |wt/-
Genotyp (432) / wt 112 139 ((159))
DO RG/BS 1500 (F2) DO 1500 Fe li 23 wt/- 47 [ 90 | 100 42 | 100 34 | 65 [ 100 59 | 92 [ 100
25 wt/ - 37 | 82 [ 100 30 | 69 [ 100 40 [ 83 [ 100
27 wt/- 19 | 52 | 100 35 | 100
29 wt/ - 23 | 57 [ 100 82 | 100
p wt / wt 106 112 139 153
DO HS/GK 1547.01 |DO 1547.01 [Tili |Ex1 VSE |10cer5 8,5 |[-/- | | | | |
|enotyp [ 1 ] | [ 1 |
DO HS/GK 1547.03 DO 3299 Tire Ex1VSE |2ccr5  [14,7 |-/-
Ex2 VSE _|7ccr5 10 wt /-
Ex2 VSE_[12ccr5 _[9,5  [wt/- 40 [ 80 [ 100 23 | 62 [ 100 25 | 65 [ 100 33 | 76 [ 100 [ 70
Ex3VSE_[20cer5 |5 [-/- 45 [ 100 [ 73 8 | 24 [ 60 | 100
Ex3VSE_[21cer5 [9,75 |-/~ 25 | 65 [ 100 [ 25 | 40 | 78 [ 100
Ex2 VSE_[22ccr5 (9,75 [wt/- 69 | 100 50 | 84 | 100 [ 77
Genotyp wt / wt 106 114

113




Fortsetzung Tabelle 47 (5/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCR5, sowie der STRs IRI 3.1 und IRI 3.2

IRE | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI | IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI
Individuum Fundnr. Element |Extrakt PCR# [pl ccr5 311313131 (3131313131 |31]31(31]32(32]32]32|32]32(32]32(32|32]32(32]32(32]|32|32]32]32](32]32]32
102 [ 104 | 106 | 108 | 110 | 112 | 114 | 116 [ 118 | 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 | 153 [ 155 | 157 [ 159 | 161 | 163 | 165 | 167 [ 169 | 171 [ 173 | 175
DO HS/GK 1548.01 DO 1548.01 [Tire ExIVSE [10ccr5 (85 |[-/-
Ex6 VSE [16ccr5  [5 wt /- 46 73 | 100 25 64 | 100 38 72 |1 100 [ 75 27 45 75 | 100
Ex5 VSE [19ccr5 |7 -/ - 46 84 | 100 31 71 ] 100 29 68 | 100
Ex6 VSE [19ccr5 |7 wt /- 46 84 | 100 31 71 | 100 19 44 81 | 100
Ex6 VSE |22 1ccr5(9,75 |wt/- 25 67 | 100 42 | 100 31 65 | 100
Ex6 VSE |22 2ccr5(9,75 |wt/- 22 53 | 100 43 81 | 100 28 63 | 100 61 94 | 100 [ 55
Genotyp wt / wt 112 122
DO HS/GK 1585.03 (F19) DO N 968.04 [Hu li Ex1 DM 15cer5 19,75 |wt/-
Ex6 VSE _[16ccr5  [5 wt/-
Ex5 VSE _[20ccr5 |5 wt /- 50 75 | 100 42 76 | 100 [ 79
Ex6 VSE [20ccr5 {7 wt /- (100) 46 | 100 | 90 15 35 67 | 100 [ 95
DO 1585.07 [Feli Ex4 VSE _[10ccr5 |5 wt /-
Ex4 VSE [17ccr5 |7 wt /- 12 29 67 | 100 [ 71 66 13 29 60 | 100 [ 97
Ex5 VSE [20ccr5 |5 wt /- 40 77 | 100 24 52 92 | 100
Genotyp wt / wt 116 161
DO BS/FK/GK/HS 1745.02 DO 1745.02 [Cox li ExIVSE _[10ccr5 [8,5 |wt/-
Ex3 VSE [16ccr5 |6 wt /- 33 72 | 100 35 72 ] 100 [ 93 22 41 81 | 100 [ 77
Ex2 VSE [17ccr5  [5 -/ - 45 | 100 | 25 51 ] 100 [ 70 31 50 94 | 100
ExIVSE _ [21ccr5  [9,75 |wt/- 27 72 ] 100 [ 25 49 | 100 28 56 99 | 100 22 45 79 | 100 [ 76
Ex3 VSE [21ccr5 (5 wt /- 33 57 | 100 [ 62 72 | 100 20 44 78 | 100 [ 86
Genotyp wt | wt 106 112 ((149)) 169
DO RG/BS 1905 (M9) DO 1916 Feli 23 wt /- 26 60 | 100 [ 93 24 65 | 100 59 | 100 [ 91 39
25 wt /- 23 56 | 100 [ 92 26 67 | 100 84 |1 100 [ 71
27 wt /- 37 64 | 100 [ 66 36 73 | 100 80 | 100
29 wt /- 21 46 | 100 | 48 27 68 | 100 41 49 | 100 | 30
DO 1948 Hu li Ex2 DMU _|2ccr5 14,7 |-/-
Ex1 DMU_|7ccr5 10 - /-
Ex1DMU [12ccr5 36 [-/-
Ex2 DMU_|15ccr5  [9,75 |wt/-
DO 1917 Hure Ex1JYS [18ccr5 [4 wt /-
Ex2 VSE [18ccr5  [4 wt /- 33 71 ] 100 [ 69 23 62 | 100 81 ] 100 [ 73
Ex2 VSE [21ccr5  [5 wt /- 38 65 | 100 26 62 | 100
Genotyp wt / wt 114 139 173
DO BS/FK 2030.01 (M6) DO 2030.01 [Feli 23 wt /- 18 55 | 100 [ 60 14 30 57 90 | 100
25 wt /- 22 45 | 100
27 -/ - 70 | 100
29 - /-
DO 2030.01 [Feli B 10ccr5 18,5  |wt/-
a 18ccr5 |7 wt /- 19 41 72 ] 100 [ 76
B 19ccr5 19,75 |wt/- 33 | 100 29 67 | 100 18 61 | 100
Genotyp wt | wt 112 122 ((139)) ((165))
DO GK/HS/RG 2588 (F15) DO 2588 Tire Ex2 VSE [15ccr5 |5 wt /- 36 74 | 100 18 44 85 | 100 23 60 | 100 33 70 | 100 [ 85
Ex1VSE [17ccr5  [5 wt /- 18 [ 100 | 23 29 60 | 100 [ 97
Ex2 VSE [17ccr5 (3 wt /- 34 56 | 100 [ 11 23 54 | 100 [ 100 32 74 | 100
Ex1VSE [19ccr5 (6 wt /- 30 70 | 100 [ 39 64 | 100 [ 72 48 | 100 | 89 36 67 | 100 [ 85
Genotyp wt / wt 112 120 (139) 165
DO BS 3628 (F3) DO 4374 Fere Ex3 VSE _|2ccr5 5 wt /-
ExI THL 09|8ccr5 10 -/ -
Ex3 VSE [13ccr5 |7 -/ - 22 59 | 100
Ex2 18ccr5 |7 wt /- 15 53 | 100 25 58 | 100 [ 85 29 55 | 100 [ 99
Ex2 19cer5 |7 wt /- 39 76 | 100 13 34 65 | 100 [ 99
Ex3 VSE [19ccr5 (5 -/ - 27 | 100
Genotyp wt | (wt) 106 118 ((151) (159)

114




Fortsetzung Tabelle 47 (6/6): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen des Markers CCR5, sowie der STRs IRI 3.1 und IRI 3.2

IRE | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI | IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI | IRI [ IRI | IRI | IRI [ IRI | IRI [ IRI
Individuum Fundnr. Element |Extrakt PCR# [pl ccr5 311313131 (3131313131 |31]31(31]32(32]32]32|32]32(32]32(32|32]32(32]32(32]|32|32]32]32](32]32]32
102 [ 104 | 106 | 108 | 110 | 112 | 114 | 116 [ 118 | 120 | 122 | 124 | 135 | 137 | 139 | 141 | 143 | 145 | 147 | 149 | 151 | 153 [ 155 | 157 [ 159 | 161 | 163 | 165 | 167 [ 169 | 171 [ 173 | 175
DO BS 3695 (F4) DO 3727 Feli Ex3 VSE _|2ccr5 7 -/ -
ExIl THLO9[16ccr5 9,75 |-/-
Ex4 VSE [16ccr5 |7 - /- 21 44 69 85 82 | 100 [ 77
ExIl THLO9[17ccr5  [3 -/ -
Ex3VSE |[17ccr5  [2 -/-
Ex4 VSE_[17ccr5  [2 -/ -
Genotyp -/ - ((171))
DO BS 3706 (F5/F11) DO 3756 Feli 23 (A32) / wt 37 69 | 100 [ 91
25 wt /- 100 70 | 100 27 48 80 | 100 [ 69
27 wt /- 50 71 1100 [ 86 | 100 23 40 67 | 100 [ 93
29 wt /- 35 67 | 100 [ 89 | 100 37 71 ] 100 [ 90
vp wt /- 114 118 159
DO BS/FK 3742 (F9) DO 3742 Feli 23 A32 / wt 25 70 | 100 11 18 | 100 33 78 | 100 24 50 83 | 100 [ 63
25 A32 / wt 32 63 | 100 18 31 | 100 23 48 91 | 100 42 75 | 100 [ 81
27 A32 / wt 48 74 | 100
29 A32 / wt 24 57 | 100 43 67 | 100
Genotyp A32 [ wt 108 118 161
DO BS/RG 3748 (F8) DO 3635 Fere Ex3 VSE _|2ccr5 4 - /-
Ex3 VSE _|4ccr5 4 wt/-
Ex4 VSE _|7ccr5 5 wt /-
Ex3 VSE [19ccr5  [3 wt /- 29 71 | 100 38 80 | 100 17 39 71 | 100
Ex4 VSE [19ccr5 (3 wt /- 36 83 | 100 19 40 73 ] 100 [ 79
DO 5521 Hure Ex2 VSE _|2ccr5 4 wt/-
Ex2 VSE _|4ccr5 4 wt /-
Ex3 VSE _|8ccr5 5 wt/-
Ex3 VSE [12ccr5  [4 wt /- 13 35 78 | 100 24 67 | 100 65 | 100 [ 80
P wt / wt 112 139 169
DO BS 3757 (M8) DO 3757 Calv Exlll 15cer5 19,75 |-/-
Ex3 DOS [15ccr5 (8 wt /- 33 78 | 100 26 59 | 100 [ 12 12
ExII/N 19cer5 15 wt/-
Ex3 DOS [20ccr5 |7 wt /- 40 85 | 100 [ 70 72 | 100 34 77 | 100
Genotyp wt | wt (112) ((118)) (139)
DO BS/FK 4008 (M5) DO 3380.01 [Mand Ex4 DOS [15ccr5 9,75 |-/-
Ex2 DOS [16ccr5 (9,75 |-/- 19 51 72 | 100
DO 3752 Fere Ex3 VSE _|2ccr5 6 wt/-
Ex3 VSE _|8ccr5 8 wt/ -
Ex4 VSE [13ccr5 |6 -/ - 54 | 100
Ex4 VSE _[15ccr5 |7 wt /- 34 74 | 100
Ex4 VSE_[19ccr5  [5 -/-
Ex4 VSE [19ccr5  [9,75 |wt/- 38 81 | 100
Genotyp wt / (wt) 112
DO BS/GK 4310.01 DO 3812 Hu i Ex4 VSE _|2ccr5 14,7 |-/-
Ex5 VSE _|8ccr5 10 wt /-
Ex5 VSE [12ccr5 95 [-/-
ExI THLO9 [13ccr5 |95 [-/-
Ex| THLO9 {15ccr5 9,75 |-/ - 31 66 | 100
Genotyp wt /- ((145))
DO BS 5517 (F6) DO 3750 Feli 23 wt /- 36 81 | 100
25 wt /- 27 63 | 100 [ 50
27 wt /-
29 -/ - 33 65 99 | 100
DO 3750 Feli B 15ccr5 19,75 |wt/- 23 55 | 100 [ 93
A 16ccr5 19,75 |-/ - 12 28 62 | 100
Genotyp wt / wt ((114))
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Tabelle 48: Einzeltypisierungsergebnisse zur Bestimmung desAF508-Genotypen im Zusammenhang mit der Krankheit Cystische Fibrose

Individuum FundNr Element |Extrakt |PCR # AF508 Individuum FundNr Element |Extrakt |PCR # AF508 Individuum FundNr Element |Extrakt |PCR # AF508
DO FK/HS/RG 35 (M4) DO 900.03 |Calv llla 2 -/- DO RG/FK/BS 1078 (F13) DO 1078 Mand | 2 wit/- DO BS 3628 (F3) DO 1746.06 |Calv 11} 3 wit/-
I 3 wt/- 1] 3 wi/- 1l 4 wt/-
IIlb 6 wit/- Genotyp wt/wt 1l 5 wt/-
Genotyp wt/wt 11} 7 wi/-
DO BS 1102 (M2) DO 3644 Mand | 3 wit/- Genotyp wt/wt
DO FK/RG/BS 38 (F1) DO 152 Calv | 3 wt/- 1 5 wi/-
I 4 wt/- Genotyp wt/wt DO BS 3695 (F4) DO 4078 Mand | 2 wit/-
1 6 wi/- I 3 wt/-
Genotyp wt/wt DO BS/GS 1103 (F14) DO 4309 Mand 1} 2 wit/- DO 5516 Calv | 2 wit/-
| 3 wi/- 1 3 wi/-
DO RG/FK 58.03 (M13) DO 58.03 Feli I 4 wit/- Genotyp wt/wt Genotyp wt/wt
I 6 wt/-
Il 7 -/- DO BS/RG 1176 (F18) DO 1176 Calv Il 2 wit/- DO BS 3706 (F5/F11) DO 3713 Mand |\ 5 (AF508)/wt
1 8 wi/- 1] 3 wi/- v 6 -I-
Genotyp wt/wt Genotyp wt/wt |\ 7 -/-
1] 8 /-
DO RG/FK/KS 58.08 (M7) DO 910.01 |Calv Il 2 wit/- DO BS/RG/FK 1247 (F7) DO 65.06 Calv | 3 wit/- DO 3706 Calv Il 2 wit/-
I 3 wt/- I 4 -I- 1] 3 wi/-
I 7 wt/- I 6 wit/- Genotyp wt/-
Genotyp wt/wt Genotyp wt/wt
DO BS/FK 3742 (F9) DO 3705 Calv 11} 2 -/-
DO RG/FK 67.03 (F10/F17) DO 300.01 [Feli I 5 -I- DO RG/BS/DS 1482 (M3) DO 1482 Mand | 2 wt/- \Y% 3 wt/-
Il 6 -/- 11} 3 wit/- DO 3746 Mand 11} 2 wit/-
I 7 -/- Genotyp wt/wt 11} 3 wi/-
I 8 wt/- Genotyp wt/wt
DO 1046 Calv | 2 wt/- DO RG/BS 1500 (F2) DO 1500 Fe li 1l 5 wt/-
Il 3 wit/- 11} 7 wit/- DO BS/RG 3748 (F8) DO 3631 Calv 11} 2 wit/-
1 4 wi/- 1] 8 wi/- 1] 3 wi/-
Genotyp wt/wt Genotyp wt/wt Genotyp wt/wt
DO RG/GK/BS 183.01 (M11) DO 183.01 |Feli 11} 3 -/- DO HS/GK 1585.03 (F19) DO 1585.04 |Calc li Il 2 wit/- DO BS 3757 (M8) DO 3757 Calv Il 2 wit/-
Il 4 -I- 1] 3 wi/- 1] 3 wi/-
1l 5 wit/- Genotyp wt/wt Genotyp wt/wt
1] 6 /-
Genotyp wt/- DO RG/BS 1905 (M9) DO 1473 Calv Il 2 wit/- DO BS 3886 (M16) DO 3886 pp Il 3 wit/-
| 3 wt/- 1] 4 wi/-
DO FK/RG/HS/BS 901.01 (M18/F16) |[DOR 2 Calv IV b 3 wit/- DO 2749 Mand | 2 wit/- Genotyp wt/wt
IVa 4 -I- 1] 3 wi/-
IVa 6 wit/- Genotyp wt/wt DO BS/FK 4008 (M5) DO 908 Calv Il 2 wit/-
IV b 7 wt/- | 3 wi/-
IV b 8 wit/- DO BS/FK 2030.01 (M6) DOR3 Calv Il 2 -/- Genotyp wt/wt
Genotyp wt/wt Il 3 wi/-
Il 4 -/- DO BS 5517 (F6) DO 3709 Mand | 2 wit/-
DO FK/RG/HS 902.01 (M10) DO 902.01 |Feli 1] 5 wt/- DO 447 Tire | 8 /- il 3 wt/-
1l 6 wit/- Genotyp wt/- DO 5517 Calv Illb 2 wit/-
il 7 -I- llic 3 wi/-
11} 8 wit/- DO BS 2263 (M15) DO 2263 Mand 11} 4 wit/- Genotyp wt/wt
Genotyp wt/wt Il 6 wi/-
11} 8 wit/- DO E 33 (M12) DO E 33 Mand 11} 3 -/-
DO FK/RG 905.01 (M14) DO 918.01 [Calv | 3 wt/- Genotyp wt/wt il 4 -I-
11} 4 wit/- v 5 wit/-
v 5 wt/- DO GK/HS/RG 2588 (F15) DO 2589 Mand | 3 wt/- \Y% 6 wi/-
|\ 6 wit/- | 3 wit/- Genotyp wt/wt
Genotyp wt/wt | 4 wi/-
Il 6 wit/- DO RG/FKR 1 (F12) DOR1 Calv | 2 -/-
DO RG/FK 1076 (M1) DO 1485 Calv | 2 wt/- | 7 wi/- | 3 wt/-
1} 3 wit/- Genotyp wt/wt | 4 -/-
Genotyp wt/wt Il 6 wi/-
| 7 wit/-
Genotyp wt/wt
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Tabelle 49: Einzeltypisierungsergebnisse des VNTRs im Dopamin Rezeptor D4 (DRD4) Gen

Individuum FundNr Element Extrakt |PCR # VNTR Kontrollfragment

DO FK/RG/HS/BS 901.01 (M18/F16) |DO 901.01 |Femur li. Ex 6 DRD4 1 4/- -
Ex 6 DRD4 2 - -
Ex7 DRD4 1 4/- X
Ex 7 DRD4 2 417

Genotyp 4/(7)

DO FK/RG/HS 902.01 (M10) DO 480.01 [Mandibula Ex 4 DRD4 1 2/- X
Ex 4 DRD4 2 2/- -
Ex5 DRD4 1 2/- X
Ex 5 DRD4 2 2/- -

Genotyp 2/-

DO RG/FK 1076 (M1) DO 201 Tibia re. Ex 1 DRD4 1 4/- X
Ex 1 DRD4 2 4/- -
Ex 2 DRD4 1 4/- X
Ex 2 DRD4 2 4/- -

Genotyp 4/-

DO BS/RG 1176 (F18) DO 2133 [Mandibula Ex5 DRD4 1 4/- -
Ex5 DRD4 2 - -
Ex 6 DRD4 1 (2)/4 X
Ex 6 DRD4 2 (2)/4 X

Genotyp 2/4

DO BS/RG/FK 1247 (F7) DO 6495 [Humerusre. |Ex3 DRD4 1 4/- -
Ex 3 DRD4 2 4/- X
Ex 4 DRD4 1 4/- -
Ex 4 DRD4 2 4/- -

Genotyp 4/-

DO RG/BS/DS 1482 (M3) DO 1911 _[Femur li. Ex 12/5 |DRD4 1 4/- X
Ex5 DRD4 2 4/- -
Ex 10 DRD4 1 4/- X
Ex 10 DRD4 2 4/- X

Genotyp 4/-

DO BS/RG/FK/HS 3886 (M16) DO 3886 __[Pars petrosum|M16 DRD4 1 4/- X
M16 DRD4 2 (3)/4 X
Ex 1 DRD4 1 4/- X
Ex I/l DRD4 2 3/4 X

Genotyp 3/4

117



Tabelle 50 (1/2): Einzeltypisierungsergebnisse zur Haarfarben-Bestimmung

Individuum FundNr Element |Extrakt |PCR # pl  |SBE # 005 f |007 f (008 r |350r |399 f (777 r |832r |982 r [Haarfarbe
DO FK/RG/BS 38 (F1) DO 39 Tire Ex4 HP3PCR[7 [HPSBE1|G/- |C/- |G- |Cl- T/ |T/- |CI- |GIC

Ex5 HP3PCR |7 |HPSBE1|G/- |C/- |[G/- |C/T [G/T T/~ [Cl- |CI-

Ex4/6 |[HP6PCR[8 [HPSBE3|G/- |Cl- |G- |Cl- |GT |T/- |Cl- |-

Ex 5 HP6 PCR [8 [HPSBE3|G/- |C/- |G- |Cl- |G/T |T/- |CT |-

Ex4 HP3PCR[7 |HPSBE3|G/- |C/- |G- |C/- [T/- |T/- [CI- |CI-

Ex 6 HP 9 PCR [8 [HPSBE5|G/- [C/- |G- |C G/T _|T/- [Cl- |CI-
Genotyp G/G |C/IC [GIG |C/- [G/T |T/T [C/- |C/- [dunkelblond
DO RG/FK 57.02 (M17/M19) DO 57.02 |Feli Ex17 |[HP3PCR|[7 |HPSBE1|G/- |C/T |G- |C/- |G |T/- [cm |Cl-

Ex18 |[HP3PCR|[7 [HPSBE1|G/- |C/- |[G/- |C/- [G/T |T/- [C/T_|CI-

Ex17 |HP6PCR|[7 [HPSBE3|G/- |Cl- |G- |Cl- |GT |T/- |CT |-

Ex 18 HP 6 PCR (8 HP SBE 3|G/- Cl- G/- Cl- G/IT [T/- C/T |-

Ex18 [HP9PCR[8 [HPSBE5|G/- |C/- [G/- |C/- [G/T |T/- [CT |C/-
Genotyp G/G _|C/- |[GI/G |c/iCc [G/T |TIT [C/IT |CI/C
DO RG/FK58.03 (M13) DO 58.03 Fe li Ex 1 HP 3 PCR (9 HP SBE 1|T/- T/- G/- C/T |T/- T/- C/T _|CI-

Ex3 HP3PCR[7 [HPSBE1|G/T |C/T |G- |C/T [T |T/- [CT_|C/-

Ex B HP 6 PCR (7 HP SBE 3|G/T_|C/- G/-  |T/- T/- T/- C/T _|CI-

Ex 4 HP 6 PCR [7 [HPSBE3|G/T |C/T |G- |C/T [T/- |T/- [C/T |C/-
Genotyp G/T [C/T |G/G |C/T [T/T |T/T |C/T [C/C |dunkelblond-braun (rétl.)
DO FK/RG/HS/BS 901.01 (M18/F16) [DO 901.01 [Fe li Ex 4 HP 3 PCR [5 HP SBE 1|G/- Cl- G/- Cl- G/~ |T/- Cl- Cl-

Ex5 HP3PCR[5 |[HPSBE1|G/- |C/- |G- |C/- |G- |T/- [CI- |CI-

Ex 4 HP6PCR [5 |HPSBE3|G/- |C/- |[G/- |C/- |G/~ |T/- [CI- |CI-

Ex 7 HP 6 PCR [5 [HP SBE 3|G/- |C/- |G/- |C/- [G/- |T/- [C/l- |C/-
Genotyp G/G_|C/IC |[G/G |C/IC |G/G |T/IT [C/IC |C/C [dunkel
DO FK/RG/HS 902.01 (M10) DO 902.01 |Feli B HP 3 PCR (7 HP SBE 1|G/- Cl- G/- Cl- T/- T/- C/T _|CI-

Ex5 HP3PCR[7 [HPSBE1|G/- |C/- |G- |C/- [T/- |T/- [CIT_|CI-

B HP6PCR [5 |HPSBE3|G/- |C/- |[G/- |C/- [T/~ |T/- [CIT_|CI-

Ex 5 HP 6 PCR [5 [|HP SBE 3|G/- |C/- |G/- |C/- [T/- |T/- [C/T |C/-
Genotyp G/G_|c/c [G/G |c/ic [T |TIT [C/T |C/C  [blond
DO RG/FK 1076 (M1) DO 1076 Fe li a HP 3 PCR (9 HP SBE 1|G/T_|C/- G/- Cl- G/- |T/- C/T _|CI-

b HP3PCR([9 [HPSBE1|G/- |C/- |G- |C/- |G- |T/- [CIT_|CI-

a HP6PCR[9 [HPSBE3|G/T |C/- |[G/- |C/T |G- |T/- [CIT_|CI-

Ex3 HP 6 PCR [9 |HP SBE 3|- Cl- |G- _[Cl- |- - |- Cl-

b HP 9 PCR[9 [HPSBE6|G/T |C/- |G/- |C/T [G/- |T/- [C/T |C/-
Genotyp G/T _|C/IC [G/IG |C/IT [G/IG |T/T [C/T |C/IC [hellbraun
DO RG/FK/BS 1078 (F13) DO 1044 Feli Ex8/l |[HP3PCR[8 |HPSBE1|- - - Cl-_ |G- [1- Jcm |[cl-

Ex 9 HP3PCR[8 [HPSBE1|G/- |Cl- |G- |Cl- |G- |T/- |CIT |-

Ex10 |[HP6PCR|[7 [HPSBE3|G/- |Cl- |G- |Cl- |G- |TI- |CMT |-

Ex11 [HP6PCR [5 [HPSBE3|G/- |C/- [G/- |C/- [G/- |T/- [C/T |C/-
Genotyp G/G_|C/IC |[G/G |C/IC |G/G |T/T [C/T |C/- [dunkel
DO BS 1102 (M2) DO 3670 Hu li Ex5 HP 4 PCR [9 |HP SBE 2|- Cl- |G- _[Cl- T |1- |cm |[Cl-

Ex 6 HP 4 PCR (7 HP SBE 2|- Cl- G/- - G/IT [T/- C/T _|CI-

Ex2 HP 7 PCR [3 |HP SBE 3|- - - - - - - -

Ex 6 HP7PCR[3 |HPSBE3|G/- |C/T |[G/- |C/- |G/~ |T/- [CIT _|CI-

Ex5 HP9PCR[3 [HPSBE5|G/- |- - Cl- |G _[T/- |CT_[Cl-

Ex 6 HP 9 PCR [3 HP SBE 5|G/T |- - Cl- T/- T/- C/T_|CI-
Genotyp G/(T) |C/T) [G/IG |C/IC [G/T |T/T [C/T |C/C [dunkelblond (rétl.)
DO BS/RG 1103 (F14) DO 1103 Felli Ex4 HP4PCR [4 [|HPSBE2|G/- |C/- |G- |C/- |G- |T/- [cm |Cl-

Ex5 HP4PCR [4 |HPSBE2|G/- |C/- |[G/- |C/- |G/~ |T/- [CIT_|CI-

Ex4 HP7PCR[3 [HPSBE3|G/- |C/- |G- |C/- |G- |T/- [CIT_|CI-

Ex 5 HP 7 PCR [3 |[HP SBE 3|G/- |C/- |G/- |C/- [G/- |T/- [C/T |C/-

yp G/G_|C/IC [G/G |C/IC |[GIG |T/IT [C/T |C/C [dunkel

DO BS/RG 1176 (F18) DO 199 Feli Ex2 HP4PCR[9 [|HPSBE2|G/- |C/T |G- |C/- |G- |T/- [CI- |CI-

Ex3/4 [HP4PCR[9 [HPSBE2|G/- |C/T |[G/- |C/- [G/- |T/- [CI- |CI-

Ex 2/4 |[HP7PCR[7 [HPSBE3|G/- |T/- |G- |Cl- |G- |- C-_ |-

Ex 4 HP 7 PCR [9 HP SBE 3|- Cl- G/- - - T/- Cl- -
Genotyp G/G |C/T [G/G |C/IC [GIG |T/T [C/IC |C/C [dunkel (rétl.)
DO BS/RG/FK 1247 (F7) DO 6495 Hure Ex3 HP4PCR[7 |HPSBE2|G/- |C/- |G- |c/T |G |T/- |G- |Cl-

Ex 4 HP4PCR [7 |HPSBE2|G/- |C/- |[G/- |C/T _[G/T |T/- [Cl- |CI-

Ex3 HP7PCR [4 [HPSBE3|G/- |C/- |G- |C/T [G/T |T/- [Cl- |CI-

Ex 4 HP 7 PCR [4 [|HP SBE 3|G/- |C/- |G/- |C/T [G/T |T/-  [Cl- |C/-
Genotyp G/G [C/IC |GIG |C/T |G/T |TIT [C/IC |C/C |dunkelblond-braun
DO RG/BS/DS 1482 (M3) DO 1911 Felli Ex5 HP4PCR[5 [HPSBE2|G/T |C/- |G- |C/- |G |T/- [cm |Cl-

Ex11 |[HP4PCR[5 [HPSBE2|G/T |C/- |[G/- |C/- [G/T |T/- [CIT_|CI-

Ex5 HP7PCR[5 [HPSBE3|G/T |C/T |G- |C/- [G/T |T/- [CT_|Cl-

Ex11 |[HP7PCR|[3 [HPSBE3|G/T |C/- |[G/- |C/- [G/T |T/- [CIT_|CI-

Ex5 HP9PCR[2 [HPSBES5|G/T |Cl- |G- |Cl- T/ |T)- Tl |-

Ex11 [HP9PCR[2 [HPSBES5|G/T |C/- [G/- |C/- [G/T |T/- [C/T |C/-
Genotyp G/T _|C/- |[GIG |c/IC [G/T |T/T [C/T |C/IC [dunkelblond
DO RG/BS 1500 (F2) DO 1827.01 [Fere Ex18 |[HP4PCR[5 [HPSBE2|G/- |C/- |G- |C/- |G/T |T/- |Cl- |GIC

Ex19 |[HP4PCR[5 [HPSBE2|G/- |C/- |G- |C/- |GIT |T/- |[Cl |GIC

Ex18 [HP7PCR[4 [HPSBE3|G/- |C/- |G/A |C/- |G/T |T/- |Cl- |GIC

Ex19 |[HP7PCR[4 [HPSBE3|G/- |C/- |G- |C/- |GIT |T/- |[Cl |GIC

Ex19 [HP9PCR[3 [HPSBE5|G/- |C/- |G/- |C/- |G/T |T/- |[C/l- |GIC
Genotyp G/G_|C/IC [G/- |c/IC [G/T |TIT [C/IC |GIC
DO HS/GK 1585.03 (F19) DO 1585.03 |Hu re Ex 5 HP 5 PCR |7 HP SBE 2|G/- Cl- Gl- Cl- G/IT [T/- Cl- Cl-

Ex 6 HP5PCR [7 [HPSBE2|G/- |C/- |G- |C/- [G/T |T/- [CI- |CI-

Ex5 HP8PCR [5 |HPSBE4|G/- |C/- |[G/- |C/- [G/T |T/- [Cl- |CI-

Ex 6 HP8PCR[5 |HPSBE4|G/- |C/- |G- |C/- |G/ |T/- [Cl- |CI-

Ex5 G/- _|C/- |G- |C/- |G (T~ [Cl-|Cl-

Ex5 G- _|C/- |G- |c/- |G |T-  [Cl- |Cl-

Ex 6 G/- _|C/- |G- |C/- |G (T~ [Cl-|Cl-

Ex 6 G/- |C/- |G/- |C/- |G |T/-  [Cl- |C/-
Genotyp G/G_|c/IC [G/G |c/IC [G/T |TIT _[C/IC |CIC
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Fortsetzung Tabelle 50 (2/2): Einzeltypisierungsergebnisse zur Haarfarben-Bestimmung

Individuum FundNr Element |Extrakt |PCR # pl  |SBE # 005 f |007 f (008 r |350r |399 f (777 r |832r |982 r [Haarfarbe
DO RG/BS 1905 (M9) DO 1917 Hure Ex1/3 |[HP4PCR[9 |HPSBE2|G/- |C/- |G- |C/- |G/ |T/- [cm |Cl-

Ex4 HP4PCR [7 |HPSBE2|G/- |C/- |[G/- |C/- [G/T |T/- [CIT_|CI-

Ex3 HP7PCR [7 [|HPSBE3|G/T |C/- |G- |C/- [G/T |T/- [CT_|Cl-

Ex 4 HP 7 PCR [5 [HP SBE 3|G/T |C/- |G/- |C/- [G/T |T/- [C/iT |C/-
Genotyp G/T_|C/IC [G/IG |C/IC [G/T |T/T [C/T |C/IC [dunkelblond
DO BS/FK 2030.01 (M6) DO 2030.01 |Fe li Ex 1 HP4PCR[5 |HPSBE2|G/- |C/- |G- |C/- [T/- |T/- [cm |CI-

Ex2/B [HP4PCR[5 [HPSBE2|G/- |C/- |[G/- |C/- [T/~ |T/- [CIT_|CI-

ExB HP7PCR [4 [HPSBE3|G/- |- - Cl-_ |- - |- -

Ex 3 HP 7 PCR [4 |HP SBE 3|G/- |C/- |G/- |C/- [T/~ |T/- [C/T |CI-
Genotyp G/G |C/IC [G/IG |c/c [T |T/T [C/T |C/IC [blond
DO GK/HS/RG 2588 (F15) DO 2588 Tire Ex5 HP5PCR [7 [|HPSBE2|G/- |C/- |G- |Cl- |G/T |GT _|C- |GIC

Ex 6 HP5PCR[5 [HPSBE2|G/- |C/- |G- |Cl- |GIT |G/T _|[Cl- |GIC

Ex5 HP8PCR[5 [HPSBE4|G/- |C/T |G- |Cl- |G/T |GT |Cl- |GIC

Ex 6 HP8PCR [5 [HPSBE4|G/- |C/- |G- |Cl- |GIT |G/T_|C/IT _|GIC

Ex7 G/- _|Cl- |G- |c/T) [G/T |GIT [C- |GIC

Ex 7 G/- |C/T_|G/- |C/- |G/T |G/T [Cl- |GIC
Genotyp G/G |C/IT |GIG |[CI- G/T [G/T |C/IC |G/C [dunkelbraun-schwarz (rétl.)
DO BS 3706 (F5/F11) DO 3756 Feli Ex 6 HP5PCR[5 [|HPSBE2|G/- |C/- |G- |c/T |G |T- [T |CI-

Ex7 HP 5 PCR [5 HP SBE 2|G/- Cl- G/- C/T |G/T |T/- T/- Cl-

Ex 6 HP8PCR [4 [HPSBE4|G/- |C/- |G- |C/T |G |T/- [T |CI-

Ex 7 HP 8 PCR [4 HP SBE 4|G/- Cl- G/- C/T |G/T |T/- T/- Cl-
Genotyp G/G |C/IC [G/IG |C/T [G/T |T/T [T/T |C/C [hellbraun
DO BS/FK 3714 DO 3714 Hu li Ex5 HP5PCR [7 |HPSBE2|G/- |C/- |G- |C/T |G |T/-  [cm |Cl-

Ex 6 HP 5 PCR [5 |HP SBE 2|- Cl- |G- [Cl- |GIT [T/~ |CIT_|Cl

Ex5 HP8PCR [8 |HPSBE4|G/- |C/- |G- |C/T _[G/T |T/-  [Cl- |CI-

Ex 6 HP 8 PCR [8 [HP SBE4|G/- |C/- |G/- |C/T [G/T |T/-  [CT |C/-
Genotyp G/G |C/IC [G/IG |C/T [G/T |T/T [C/T |C/IC [hellbraun
DO BS/FK 3742 (F9) DO 3742 Feli Ex2/3 |[HP5PCR|[7 |HPSBE2|G/- |C/- |G- |C/- |G- |T/- [cm |Cl-

Ex 3 HP5PCR [7 |HPSBE2|G/- |C/- |G/- |C/- |G/~ |T/- [C/T_|CI-

Ex3 HP8PCR [7 |HPSBE4|G/- |C/- |G/A |C/- |G- |T/- [CIT_|CI-

Ex 4 G/- _|C/- |G- |Cl- |G- T/~ [cm|Cl-

Ex 4 G/- |C/- |G/- |C/- [G/- |T/- [CiT |C/-
Genotyp G/G_|C/IC |[G/- |c/IC |G/G |T/IT [C/T |C/C [dunkel
DO BS/RG 3748 (F8) DO 5521 Hure Ex| HP 5 PCR (9 HP SBE 2|- Cl- G/- C/T |T/- T/- C/T _|CI-

Ex4 HP5PCR [7 [HPSBE2|G/T |C/- |G- |C/T [T/ |T/- [CT_|CI-

Ex 2 HP 8 PCR [5 HP SBE 4|G/T_|C/- G/- C/T |T/- T/- C/T |-

Ex 4 HP 8 PCR [8 [HPSBE4|G/T |C/- |G/- |C/T [T/- |T/- [C/T |C/-
Genotyp G/T |C/IC |G/G |C/T |T/IT |T/T |CIT |CIC -braun
DO BS/FK 4008 (M5) DO 2096 Tire Ex 4 HP 5 PCR [5 HP SBE 2|G/- Cl- G/- C/T |T/- T/- Cl- Cl-

Ex5 HP5PCR[5 [HPSBE2|G/- |C/- |G- |C/T [T/ |T/- [CI- |CI-

Ex 4 HP8PCR [4 |HPSBE4|G/- |C/- |[G/- |C/T [T/~ |T/- [Cl- |CI-

Ex 5 HP 8 PCR [4 [HPSBE4|G/- |C/- |G/- |C/T [T/- |T/- [C/l- |C/-
Genotyp G/G |C/IC |G/G |C/T |T/T |T/T |C/C |CIC -braun
DO BS 5517 (F6) DO 3710 Hu re Ex 2 HP 5 PCR |7 HP SBE 2|G/- Cl- G/- Cl- G/- |T/- T/- Cl-

Ex3 HP5PCR [7 |HPSBE2|G/- |C/- |G- |C/- |G- |T/- [T/ |CI-

Ex 2 HP8PCR [7 |HPSBE4|G/- |C/T |G/- |C/- |G/~ |T/- [T/~ |CI-

Ex3 HP8PCR [7 |HPSBE4|G/- |C/- |G- |C/- |G- |T/- [T/- |CI-

Ex 3 HP9 PCR [9 [HPSBE5|G/- |C/- |G/- |C/- [G/- |T/- [T/- |CI-
Genotyp G/G _|C/- |GIG |C/IC |G/G |T/T [T/T |C/C [dunkel
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Tabelle 51: Einzeltypisierungsergebnisse der Marker C282Y und H63D im Zusammenhang mit der Krankheit Hdmochromatose
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Individuum FundNr Element |Extrakt |C282Y [ H63D Individuum FundNr Element |Extrakt |C282Y [ H63D Individuum FundNr Element [Extrakt [C282Y | H63D
DO FK/HS/RG 35 (M4) DO 900.03 |Calv | Gl- Cl- DO BS/RG 1103 (F14) DO 4309 Mand | Gl- Cl- DO BS 3706 (F5/F11) DO 3706 Calv | Gl- Gl-
Illb G/- Cl- Il G/- Cl- I G/- G/-
lllc G/- Cl- Genotyp G/G C/C 111 G/- G/-
Genotyp G/G C/C Genotyp G/G GI/G
DO BS/RG 1176 (F18) DO 2133 Mand A/G Cl-
DO FK/RG/BS 38 (F1) DO 152 Calv I Gl- CIG DO 1176 Calv | A/G Cl- DO BS/FK 3742 (F9) DO 3705 Calv | Gl- -I-
LFS G/- CIG 1} A/G Cl- 1l G/- -/-
DO 38 Mand | G/- C/G Genotyp AIG C/C |\ G/- Cl-
Genotyp G/G C/G DO 3746 Mand 1l G/- -/-
DO BS/RG/FK 1247 (F7) DO 65.06 Calv | G/- -/- SC G/- -/-
DO RG/FK 58.03 (M13) DO 58.03 Fe li I G/- Cl- Il G/- Cl- DO 3654 Tire SC G/- -/-
a G/- Cl/- Genotyp G/G Cl- Genotyp G/G Cl-
b2yl |G- Cl-
b 9yl G/- C/- DO RG/BS/DS 1482 (M3) DO 1482 Mand G/- Cl- DO BS/RG 3748 (F8) DO 3631 Calv 11l G/- C/G
Genotyp G/G C/C \% G/- Cl/- a2yl G/- CIG
DO 1911 Feli a G/- Cl- a 9ul G/- C/G
DO RG/FK/KS 58.08 (M7) DO 910.01 |Calv | G/- Cl- b G/- Cl- b 2ul G/- CIG
Illb /- -/- Genotyp G/G C/C b 9yl G/- G/-
lllc G/- -/- Genotyp G/G C/G
DO 929.02 |Calc li B G/- Cl- DO RG/BS 1500 (F2) DO 1500 Feli a 9ul G/- -/-
Genotyp G/G C/C b 9ul G/- Cl/- DO BS 3886 (M16) DO 3886 pp | G/- G/-
DO 319 Tire SC G/- -/- Il G/- G/-
DO RG/FK 67.03 (F10/F17) DO 300.01 |Feli a 9ul G/- CIG Genotyp G/G Cl- Genotyp G/G G/G
b 9yl G/- G/-
DO 1046 Calv | G/- Cl- DO HS/GK 1585.03 (F19) DO 1585.04 |Calc li | G/- Cl- DO BS/FK 4008 (M5) DO 908 Calv | G/- Cl-
a G/- C/- G/- C/- I G/- Cl-
Genotyp G/G C/G Genotyp G/G C/C LFS G/- Cl-
Genotyp G/G C/C
|DO RG/GK/BS 183.01 (M11) DO 183.01 [Feli lin |-- [ | DO RG/BS 1905 (M9) DO 2749  |Mand | G- CIG
|Genotyp | | |-1- ci- | I G- Cl- DO BS 5517 (F6) DO 3709  |Mand | -I- CIG
1l -/- Cl- 1} G/- CIG
DO FK/RG/HS/BS 901.01 (M18/F16) |[DOR 2 Calv Vb /- Cl- DO 1473 Calv | G/- Cl- 11l G/- G/-
Ve G/- -/- Genotyp G/G C/(G) DO 5517 Calv Il -/- -/-
16 a G/- Cl- DO 4032.01 |Calc li | G/- CIG
IV b G/- Cl- DO BS/FK 2030.01 (M6) DO 2030.01 |Feli a G/- G/- Il G/- -/-
IVc G/- -/- b G/- G/- yp G/G C/G
Genotyp G/G C/C Genotyp G/G G/G
Do E 33 (M12) |IDOE33  [Mand  [IV |-1- /-
DO FK/RG/HS 902.01 (M10) D0 902.01 |Feli [ /- /- Do BS 2263 (M15) |00 2263 [Mand il |-- /- |Genotyp | | |-1- -I-
Kiste  |A/G Cl- |Genotyp | -1- o
Kiste A/G Cl- DO RG/FKR 1 (F12) DOR1 Calv | G/- Cl-
Genotyp AIG C/C DO GK/HS/RG 2588 (F15) DO 2589 Mand | G/- -/- 1116 G/- C/-
SC G/- Cl- Genotyp G/G C/C
DO FK/RG 905.01 (M14) DO 918.01 |Calv LI} Gl- Cl- | Gl- -I-
|\ G/- Cl- DO 2588 Tire SC G/- -/-
11 (WH) |G- /- Genotyp GIG Cl-
Genotyp G/G C/C
DO BS 3628 (F3) DO 1746.06 |Calv 11 G/- Cl-
DO RG/FK 1076 (M1) DO 1485 Calv | G/- Cl- a Gl- CIG
DO 1076 Feli a G/- -/- |11 G/- C/G
b G/- C/- Genotyp G/G C/G
vp GIG Cl-
DO BS 3695 (F4) DO 5516 Calv Il G/- G/-
DO RG/FK/BS 1078 (F13) DO 1078 Mand | Gl- Cl- 11l Gl- CIG
11} G/- Cl- DO 4078 Mand | G/- C/G
Genotyp G/G C/C Genotyp G/G C/IG
DO BS 1102 (M2) DO 3644 Mand b /- Cl-
2 G/- G/-
Genotyp G- C/IG




Tabelle 52 (1/5): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir drei SNPs im IL10-Gen

Individuum FundNr Element |Extrakt |Produktldnge [bp] |PCR # [DNA-Menge [ul] [SNP - 1082 A/G [SNP - 819 C/T [SNP - 592 C/A
DO FK/HS/RG 35 (M4) DO 35 Feli 1 339 3- 10 -l -l -I-
339 9 - 20 -/- -/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
3 152 13 - 10 -/- /- -/-
155 15- |10 -l -l -I-
193 14- |10 -l -l -I-
D0 900.03 [Calv 2 339 6- 10 -l -l -I-
339 10 - 20 -/- -/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
339 16- |5 /- /- /-
339 21- |15 -l -l -I-
406 17- |5 /- /- /-
406 22- |15 -/- -/- /-
Genotyp -/ /- -I-
DO FK/RG/BS 38 (F1) DO 26 Feli 1 339 3 - 10 -/- -/- -/-
339 9- 20 -l -l -I-
371 1- 5 -l -l -I-
371 2+ 10 -l Cl- Cl-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12 - 20 -/- -/- -/-
3 152 13+ [10 -l Cl- -I-
155 15+ [10 -l -l Cl-
193 14+ |10 AIG -l -I-
406 17+ |10 -l Cl- Cl-
DO 38 Mand 2 339 6+ 10 Al- Cl- -I-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7+ 10 -l Cl- Cl-
406 11+ |10 -l Cl- Cl-
406 12- |10 /- /- /-
4 339 16+ |10 A/G Cl- /-
Genotyp AIG C/C C/C
DO RG/FK 57.02 (M17/M19) [DO 57.02 Feli 1 339 16 - 10 -/- -/- -/-
339 21- |5 -l -l -I-
339 21 - 20 -/- -/- -/-
406 17- |10 -l -l -I-
406 22- |5 /- /- /-
406 22- |20 -l -l -I-
2 339 16 - 10 -/- /- -/-
339 21- |5 -l -l -I-
339 21- |20 /- /- /-
406 17- |10 -l -l -I-
406 22 - 5 -/- -/- -/-
406 22- |20 -/- -/ /-
DO 153.01 |Tire 1 339 3 - 10 -/- -/- -/-
339 9- 20 -l -l -I-
371 4- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
2 339 6- |10 - - T
339 10- |20 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12 - 20 /- /- /-
3 152 13- |10 -l -/ -
155 15- |10 -l -l -I-
187 24+ |20 -l Cl- -I-
193 23+ |20 Al- /- /-
339 16- |5 -l -l -I-
406 17- |5 /- /- /-
4 155 23- |20 -l -/ -
187 24- |20 /- /- /-
193 23- |20 -l -l -I-
339 16- |5 /- /- /-
406 17- |5 -/ -/ /-
Genotyp (A)- (C)I- /-
DO RG/GK/BS 183.01 (M11) (DO 183.01 |Felli 1l 339 16 - 10 -/- -/- -/-
406 17- |10 -l -l -I-
| EZ1.13 (193 23 - 15 -/- /- /-
339 16- |10 -l -l -I-
406 17- |10 /- /- /-
Ex Il 193 23- |15 -l -/ -
| EZ1.9 (155 25 - 15 -/- /- /-
187 24- |15 -/- /- -
Il EZ1.9 (155 25+ |15 /- /- Al-
187 24- |15 -/- -/ /-
Genotyp - - (A)/-
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Fortsetzung Tabelle 52 (2/5): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir drei SNPs im IL10-Gen

Individuum FundNr Element |Extrakt |Produktldnge [bp] |PCR # [DNA-Menge [ul] [SNP - 1082 A/G [SNP - 819 C/T [SNP - 592 C/A
DO RG/FK 1076 (M1) DO 1076 Feli 1 339 3+ 10 Al- CIT -I-
339 9 - 10 -/- -/- -/-
371 1- 5 -l -l -I-
371 2+ 10 -l Cl- Cl-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12+ |20 -l CIT Cl-
3 339 16+ |10 Al- T/- -/-
DO 1172.01 [Mand 2 339 6+ 10 Al- Cl- -I-
339 10+ [10 Al- Cl- -I-
371 1- 5 -l -l -I-
371 7+ 10 -l Cl- Cl-
406 11+ |10 -l T/- Al-
4 339 16+ |10 Al- T/- -/-
406 17- |10 Al- T/- -I-
406 22+ |10 -/- C/T C/A
Genotyp AIA CIT C/IA
DO RG/FK/BS 1078 (F13) DO 1044 Feli A 155 28- |75 -l -I- -I-
187 27 - 7,5 -/- -/- -/-
193 26+ |75 Al- -l -I-
339 16 - 5 -/- -/- -/-
339 21- |10 -l -l -I-
406 17+ |5 -l Cl- Cl-
406 22- |10 -l -l -I-
B 155 28+ |75 -l -l Cl-
187 27+ |75 -l CIT -I-
193 26 - 7,5 -/- -/- -/-
339 16+ |5 Al- Cl- -I-
339 21+ |10 Al- Cl- -/-
406 17- |5 -l -l -I-
406 22+ |10 -/- T/- A-
Genotyp AIA CIT CI(A)
DO BS 1102 (M2) DO 1102 Feli 1 339 3- 10 -l -l -I-
339 9 - 20 -/- -/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
2 339 6 - 10 -/- -/- -/-
339 10- |20 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12 - 20 -/- -/- -/-
3 152 13+ |10 -l Cl- -I-
155 15+ [10 -l -l (C)-
A 155 25+ |10 -l -l Cl-
187 24- |10 -l -l -I-
193 23+ |10 AIG -l -I-
339 16+ [10 Al- Cl- -I-
406 17- |10 -/- -/ /-
Genotyp Al(G) Cl- Cl-
DO BS/RG/FK 1247 (F7) DO 1247 Mand 1 339 3 - 10 -/- -/- -/-
339 9- 20 -l -l -I-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12 - 20 -/- -/- -/-
2 339 6- 10 -l -l -I-
339 10 - 20 -/- -/- -/-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
3 152 13+ [10 -l CIT -I-
155 15+ |10 -l -l CIA
339 16+ |10 Al- T/- -/-
339 16- |10 -l -l -I-
339 21+ |10 Gl- Cl- -I-
406 17- |10 -l -l -I-
406 17+ |10 -l Cl- Cl-
4 339 21- |10 -l -l -I-
339 21- |10 -l -l -I-
406 22- |10 -l -l -I-
406 22 - 10 -/- -/- -/-
Genotyp (A)/(G) CIT CI(A)
DO RG/BS/DS 1482 (M3) DO 1911 Feli 2 339 6- 10 -l -l -I-
339 21+ |10 Al- T/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7- 10 -l -l -I-
406 11+ |10 -/- T/- -/-
406 12+ |10 -l Cl- Cl-
406 22 - 10 -/- -/- -/-
4 155 28+ |10 -l -l Al-
187 27+ |10 -l T/- -I-
193 26- |10 -l -l -I-
339 16 - 10 -/- -/- -/-
339 21+ |10 Al- T/- -I-
339 21- |10 -l -l -I-
406 17- |10 -l -l -I-
406 22 - 10 -/- -/- -/-
406 22- |10 -/- -/- /-
Genotyp Al- (C)IT (C)/(A)
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Fortsetzung Tabelle 52 (3/5): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir drei SNPs im IL10-Gen

Individuum FundNr Element |Extrakt |Produktldnge [bp] |PCR # [DNA-Menge [ul] [SNP - 1082 A/G [SNP - 819 C/T [SNP - 592 C/A
DO RG/BS 1500 (F2) DO 1500 Feli 1 339 3- 10 -l -l -I-
339 9- 20 -I- -I- /-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
2 339 6- 10 -I- -I- /-
339 10- |20 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -I- -I- /-
3 152 13- |10 -l -l -I-
155 15- |10 -l -l -I-
193 14- |10 -l -l -I-
A 339 16- |10 -I- -I- /-
406 17- |10 -l -l -I-
B 339 16- |10 -I- -I- /-
406 17- |10 -l -l -I-
EZ13 |155 25- |15 -I- -I- /-
187 24- |15 -l -l -I-
193 23+ |15 Al- -l -I-
ET1.10 |155 25- |15 -l -l -I-
187 24- |10 -l -l -I-
193 23- |10 -/ -/ /-
Genotyp (A)/- -/- -/-
DO BS 3628 (F3) DO 1746.06 |pp 1 339 3+ |10 Al- T/- -I-
339 21+ |10 Al- T/- -I-
371 1- 5 -l -l -I-
371 2+ 10 -l Cl- Cl-
372 5+ 10 -l Cl- Cl-
406 12+ |10 -l CIT CIA
406 22 - 5 -/- -/- -/-
b 339 16+ |10 AIG CIT -I-
339 21+ |5 A/G C/T -/-
406 17+ |10 -l CIT CIA
406 22+ |5 -/- T/- AJ-
DO 1746.05 [pp 2 339 6- 10 -l -l -I-
339 10 - 20 -/- -/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12+ |20 -l Cl- Cl-
339 16 - 5 -/- -/- -/-
406 17- |5 -/ -/ /-
Genotyp AIG CIT C/A
DO BS 3695 (F4) DO 4078 Mand 1 339 3 - 10 -/- -/- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12- |20 -l -l -I-
2 339 6+ 10 Gl- Cl- -I-
339 10- |10 -l -l -I-
371 7- 10 -l -l -I-
406 1- |10 -l -l -I-
406 12 - 20 -/- -/- -/-
3 152 13+ |10 -l Cl- -I-
155 15+ [10 -l -l Cl-
155 25+ |10 -l -l Cl-
187 24+ |10 -l Cl- -I-
193 14+ |10 Gl- -l -I-
193 23+ |10 Gl- -l -I-
DO 5516 Calv 155 25+ |5 -l -l Cl-
187 24 - 5 -/- -/- -/-
193 23- |5 -l -l -I-
339 16+ |5 Gl- Cl- -/-
339 21- |5 -l -l -I-
406 17- |5 /- /- A
Genotyp G/G C/C C/C
DO BS 3706 (F5/F11) DO 3756 Feli 1 339 3- 10 -l -l -I-
339 9+ 20 (G)- (C)/- -I-
371 4- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12+ |20 -/- Cl- Cl-
2 339 6- 10 -l -l -I-
371 7+ 10 -l Cl- Cl-
406 11- |10 -l -l -I-
406 12+ |20 -/- Cl- Cl-
3 152 13- |10 -l -l -I-
155 15- |10 -l -l -I-
339 16- |20 -l -l -I-
339 16 - 20 -/- -/- -/-
4 339 21+ |20 Gl- Cl- -I-
339 21+ |20 G/- Cl- -/-
406 22+ |20 -l Cl- Cl-
406 22 - 20 -/- -/- -/-
Genotyp G/G C/C CI/C
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Fortsetzung Tabelle 52 (4/5): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir drei SNPs im IL10-Gen

Individuum FundNr Element |Extrakt |Produktldnge [bp] |PCR # [DNA-Menge [ul] [SNP - 1082 A/G [SNP - 819 C/T [SNP - 592 C/A
DO BS/FK 3742 (F9) DO 3742 Feli B 339 16- |5 -l -l -I-
339 21- |15 -l -l -I-
406 17- |5 -l -l -I-
406 22+ |15 -l Cl- Cl-
EZ16 |155 28- |10 -l -l -I-
187 27- |10 -l -l -I-
193 26- |10 -l -l -I-
339 16- |5 -I- -I- A
339 21- |15 -l -l -I-
406 17- |5 -I- -I- A
406 22- |15 -/- -/ /-
Genotyp -/- (C)/- (C)/-
DO BS/RG 3748 (F8) DO 3631 Calv 1 155 20+ |10 -/- -/- Cl-
187 19+ |10 -l CIT -I-
193 18+ [10 Al- -l -I-
339 3+ 10 Al- CIT -I-
371 1- 5 -l -l -I-
371 2+ 10 -l CIT Cl-
406 11+ [10 -l CIT Cl-
406 12+ |10 -l CIT CIA
2 155 20+ |10 -l -l CIA
187 19+ |10 -l CIT -I-
193 18+ [10 Al- -l -I-
339 6+ 10 AIG Cl- -I-
339 10+ |5 (A/G) -l -/-
371 7- 10 -l -l -I-
406 12+ |10 -/- Cl- Cl-
Genotyp AIG CIT C/IA
DO BS 3757 (M8) DO 3757 Calv 1 339 3+ 10 AIG Cl- -I-
339 9+ 10 (G)- -l -I-
339 21+ |10 Al- T/- -I-
371 4+ 10 -l CIT C/IA
371 5+ 10 -l Cl- Cl-
406 11+ [10 -l Cl- Cl-
406 12+ |10 -l CIT Al-
DO 4003 Mand 2 339 6+ 10 Al- T/- -/-
339 10- |10 -l -l -I-
339 16 - 10 -/- -/- -/-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12+ |20 -l CIT Cl-
406 17 - 10 -/- -/- -/-
4 339 21+ |10 AIG CIT -I-
406 22+ |10 -/- Cl- Cl-
Genotyp AIG CIT C/IA
DO BS 3886 (M16) DO 3886 Calv 1 339 3+ 5 AIG CIT -I-
339 9+ 5 (A/G) (C) -/-
406 11+ |5 -l CIT Cl-
406 12+ |5 -/- C/T C/A
2 339 6+ 10 AIG CIT -I-
339 10+ |5 (A/G) (C) -/-
339 16+ |5 AIG CIT -I-
406 11+ |5 -/- C/T C/A
406 12+ |5 -l CIT CIA
3 339 16+ |5 A/G -/- -/-
339 16+ |5 A/G C/T /-
Genotyp AIG CIT C/A
DO BS/FK 4008 (M5) DO 908 Calv 1 339 3+ 10 Al- Cl- -/-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 5- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12+ |20 -l Cl- Cl-
3 155 28 - 10 -/- -/- -/-
187 27- |10 -l -l -I-
193 26+ |10 Gl- -l -I-
339 21- |10 -l -l -I-
406 22+ |20 -/- T/- AJ-
155 28+ |75 -l -l Cl-
187 27 - 7,5 -/- -/- -/-
193 26+ |75 AIG -l -I-
339 16+ |5 Gl- Cl- -/-
339 21- |5 -l -l -I-
406 17 - 5 -/- -/- -/-
406 22- |10 -l -l -I-
DO 3380.01 |Mand 2 339 6 - 10 -/- -/- -/-
339 10- |20 -l -l -I-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7- 10 -l -l -I-
406 11- |10 -l -l -I-
406 12 - 20 -/- -/- -/-
yp A/G C/(T) CI(A)
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Fortsetzung Tabelle 52 (5/5): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir drei SNPs im IL10-Gen

Individuum FundNr Element |Extrakt |Produktldnge [bp] |PCR # [DNA-Menge [ul] [SNP - 1082 A/G [SNP - 819 C/T [SNP - 592 C/A
DO BS 5517 (F6) DO 3750 Feli 1 339 3- 10 -l -l -I-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
3 155 15 - 10 -/- -/- -/-
155 20- |10 -l -l -I-
187 19- |10 -l -l -I-
193 14- |10 -l -l -I-
193 18+ [10 Gl- -/ -/-
339 16- |5 -l -l -I-
339 16 - 10 -/- -/- -/-
DO 5517 Calv 2 339 6+ 10 Gl- Cl- -I-
339 21- |10 -l -l -I-
371 1- 5 -l -l -I-
371 2- 10 -l -l -I-
371 7- 10 -l -l -I-
406 11+ |10 -/- T/- AJ-
406 12+ |10 -l Cl- Cl-
4 155 28+ |10 -l -l Cl-
187 27+ |10 -l Cl- -I-
193 26+ |10 AIG -/ -/-
339 21+ |10 Gl- Cl- -I-
339 21+ |10 Gl- Cl- -/-
406 22- |10 -l -l -I-
406 22 - 10 -/- -/- -/-
Genotyp (A)/G C/(T) (A)/IC
DO E 33 (M12) DOE 33 Mand 1 339 3- 10 -l -l -I-
371 4+ 10 -l T/- Al-
371 5- 10 -l -l -I-
406 11+ |10 -/- C/T C/A
406 12+ |10 -l Cl- Cl-
2 193 23+ |10 AIG -/ -/-
339 6+ 10 Gl- Cl- -I-
339 10 - 10 -/- -/- -/-
339 16+ |10 Al- T/- -I-
371 7- 10 -l -l -I-
406 11+ |10 -l Cl- Cl-
406 12 - 10 -/- -/- -/-
406 17+ |10 -l T/- Al-
3 155 20 - 10 -/- -/- -/-
187 19- |10 -l -l -I-
339 16 - 10 -/- -/- -/-
406 17- |10 -/- -/ /-
Genotyp AIG CIT C/IA
DO E 37 (F21) DO E 37 Calv 1 155 25 - 20 -/- -/- -/-
187 24- |20 -l -l -I-
193 23 - 20 -/- -/- -/-
339 16- |10 -l -l -I-
406 17 - 10 -/- -/- -/-
2 155 25- |20 -l -l -I-
187 24 - 20 -/- -/- -/-
193 23- |20 -l -l -I-
339 16 - 10 -/- -/- -/-
406 17- |10 -/- -/- /-
Genotyp -/- -/- -/-
DO RG/FKR 1 (F12) DOR 1 Calv 1 155 28+ |75 -/- -/- C/A
187 27+ |75 -l Cl- -I-
193 26+ |75 Al- -/- -/-
339 16+ |5 Al- Cl- -I-
339 21- |10 -l -l -I-
406 17- |5 -l -l -I-
406 22+ |10 -/- T/- AJ-
2 155 28+ |75 -l -l Cl-
187 27+ |75 -l CIT -/-
193 26+ |75 Al- -l -I-
339 16+ |5 Al- T/- -/-
339 21- |10 -l -l -I-
406 17 - 5 -/- -/- -/-
406 22- |10 -/- -/- /-
Genotyp A/A CIT C/IA
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Tabelle 53 (1/3): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiirimmungenetisch relevante SNPs in Genen fiir verschiedene
Interleukine (ILs) und toll like receptors (TLRs)

Individuum FundNr Element|Extrakt PCR # [SBE|IL6 - 174 [TLR2 753 [TLR4 399 |IL10 - 2849 |IL10 - 1087 |[TLR4 299 |IL4Ra 576 |IL4 - 524
DO FK/HS/RG 35 (M4) DO 900.03 [Calv DOS Ex4 [4-20 |56 -l (A)- Al- -I-
4-21 |67 -l -I- -I- -I-
DO 35 Feli ExI 6-03 |17 |-I- -I- -I-
DO 900.03 |Calv DOS Ex4 [6-35 |67 |-/- -/- -/- AJ-
1llb 6-T6 |10 [G/C G/- Cl-
Genotyp (G)/(C) |(G)/- (C)/- (A)/- /- -/- (A)/- -/-
DO FK/RG/BS 38 (F1) DO 26 Fe li DOS Ex3 [4-20 |56 G/- AJ- AJ- -/-
4-21 |65 -l Al- (G)A -I-
TC 4-24 (68 G/A Al- G/IA -/-
6-03 |17 |G- G- Cl-
DO 38 Mand 6-20 |36 |G/- G/- Cl- GIA
DOSEx4 [6-22 |42 [G/- G- Cl- G-
6-23a |45 |G/IC Gl- CIT GIA
6-23b |45 |G/- G- Cl- Al-
DO 26 Fe li DOS Ex3 [6-35 |65 |-/- G/- -/- Al-
Genotyp G/(C) G/G CI(T) G/A G/(A) A/A G/A -/-
DO RG/FK 57.02 (M17/M19) DO 57.02 [Feli DOS Ex1 [4-20 |56 Al- -I- Al- (C)-
4-21 |67 -l -I- GIA Cl-
b SKR 6-03 |17 [C/- -I- -I-
DOS Ex1 [6-35 |67 |-/- -/- -/- Al-
DO 153.01 [Tire DOS Ex4 [4-20 |56 -l -I- Al- -I-
4-21 |67 -l -I- Al- -I-
DOSEx2 [4-24 |68 Al- -I- Al- -I-
Ex2 6-03 |17 |C/- G/- Cl-
DOSEx4 [6-35 |67 |-I- -I- -I- Al-
ExlI 6-37L |68 |C/- G/- Cl- GIA
DOS Ex2 [6-37L [68 [G/- /- /- Al-
Genotyp (G)IC G/- Cl- (G)/A Al- -/- (G)/A Cl-
DO RG/FK 58.03 (M13) DO 58.03 Fe li TracePh ]4-20 [56 Al- AJ- Al- -/-
TracePhe [4-21 |67 -/- -l- -l- -l-
A UB 4-24 (68 Al- AJ- Al- Cl-
b SKR 6-03 |17 |GI- G- Cl-
TracePhe |6-35 |67 [G/- -/- Cl- GIA
6-37L 168 |G/- G- -I- GIA
A UB 6-37L |68 |-/ G/- Cl- (G)A
Genotyp G/G G/G C/C G/A Al- Al- Al- (C)/-
DO RG/FK/KS 58.08 (M7) DO 3.01 pp ExI F 4-20 [56 G/IA Al- GIA Cl-
Ex1F 4-21 |67 -l -I- -I- -I-
D0 910.01 [Calv llla 4-24 |68 GIA Al- GIA Cl-
DO 3.01 pp Ex| 6-03 [17 |GIC G- Cl-
Ex1F 6-35 167 [G/IC G- Cl- GIA
DO 910.01 |Calv Il FS 6-37La |68 |-/ G/- Cl- AJl-
Genotyp G/C G/G CIC (G)/A G/A Al- G/A Cl-
DO RG/FK 67.03 (F10/F17) DO 302 Mand _[ExIlb 4-20 [56 Gl- Al- GIA Cl-
4-21 |67 Gl- -I- Al- -I-
DO 1046 Calv a 4-24 |68 Gl- Al- GIA Cl-
DO 302 Mand 4.6 Ex| 6-03 |17 |-/- -/- -/-
Exllb 6-35 167 |G/IC G- Cl- Al-
DO 1046 Calv a SKR 6-37L |68 |G/- G/- Cl- GIA
b SKR 6-37L 168 |G/- G- Cl- GIA
a SKR 6-T6 |10 |G/- Gl- Cl-
DO 300.01 [Feli B UB 4-20 [56 -l -I- Al- -I-
4-21 |67 -l Al- GIA Cl-
B UB/EA [6-03 |17 [G/- -I- Cl-
6-35 167 |-/ G/A Cl- Al-
Genotyp G/(C) GI/(A) CIC G/A G/G A/A G/A CIC
DO RG/GK/BS 183.01 (M11) DO 183.01 |[Feli IlEz13  [4-20 |56 Al- -I- Al- -I-
4-21 |67 -l -I- -I- -I-
Ez1.12 6-03 |17 |-I- -I- -I-
Ez13 6-35 67 [C/- Gl- Cl- G/A
Genotyp (C)/- (G)/- (C)/- (G)/(A) (A)/- -/- (A)/- -/-
DO FK/RG/HS/BS 901.01 (M18/F16) |DO 901.01 _|Felli b SKR 6-03 |17 [C/- -I- -I-
DOR2 Calv 16b SKR [4-20 |56 Al- -/- Al- -/-
4-21 |67 Al- -I- Al- Cl-
Ex2 4-24 (68 -/- AIG -/- -/-
1.6b SKR [6-03 |17 |-/ -I- -I-
1.6 b SKR [6-35 |67 |-/ G/- Cl- AJ-
ExIV 6-37L 168 |-/ G/- Cl- G/-
Genotyp (C)/- G/- Cl- (G)/(A) Al- (A)/(G) Al- (C)/-
DO FK/RG/HS 902.01 (M10) DO 902.01 |Feli A UB 4-20  [56 G/A AIG GIA Cl-
4-21 |67 -l -I- -I- -I-
B UB 4-24 (68 G/A AIG GIA Cl-
DO 480.01 [Mand _[ExII 6-03 |17 |[-I- -I- -I-
DO 902.01 |Feli A UB/EA [6-35 |67 |C/- Gl- Cl- (G)A
B UB 6-37L 168 [C/(G) G- Cl- Al-
A UB 6-37L 168 |C/- G/- Cl- Al-
Genotyp Cl- G/G C/C Al- G/A AIG G/A C/C
DO FK/RG 905.01(M14) DO 905.01 [Feli a 4-20 [56 -l -I- G- Cl-
4-21 |67 -l -I- -I- -I-
b SKR 6-03 |17 |-I- (G)- -I-
b 6-35 |67 |-/ -/- -/- G/A
Genotyp /- (G)/- -/- (G)/(A) /- -/- (G)/- (C)/-
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Fortsetzung Tabelle 53 (2/3): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir inimungenetisch relevante SNPs in Genen fir
verschiedene Interleukine (ILs) und toll like receptors (TLRs)

Individuum FundNr Element|Extrakt PCR # [SBE|IL6 - 174 [TLR2 753 [TLR4 399 |IL10 - 2849 |IL10 - 1087 |[TLR4 299 |IL4Ra 576 |IL4 - 524
DO RG/FK 1076 (M1) DO 1076 Feli DOS Ex3 [4-20 |56 Al- -I- GIA -I-
4-21 |67 -l -I- -I- -I-
B UB 4-24 |68 Al- Al- GIA Cl-
DO 1172.01 |Mand B UB 6-03 |17 |G/IC G/- Cl-
DO 1076 Feli DOSEx3 [6-35 |67 [C/- G- Cl- (G)A
b SKR 6-37L 168 |-/ Gl- Cl- GI(A)
DO 1172.01 [Mand _|B 6-37L 168 |G/C GIA Cl- GIA
DO 1076 Fe li a SKR 6-T6 |10 |C/- G/- Cl-
Genotyp G/C GI/(A) C/C G/A Al- (A)/- G/A (C)/-
DO RG/FK/BS 1078 (F13) DO 1044 Feli Ez16 4-20 [56 -l -I- -I- Cl-
4-21 |67 -l -I- Al- -I-
b Ez1x 6-03 |17 |-I- -I- -I-
Ez16 6-35 |67 |- /- /- Al-
DO 1078 Mand  [ExII 6-T6 |10 [-/- G/- Cl-
Genotyp /- (G)/- (C)/- (A)/- /- -/- (A)/- (C)/-
DO BS 1102 (M2) DO 1102 |Feli |DOSEx3 [4-20 |56 I Al- Al- -
4-21 |67 -l -I- -I- -I-
B UB 603 [17 |GIC (A)- Cl-
DOS Ex3 [6-35 |67 [G/- G/- Cl- Al-
Genotyp G/(C) G/(A) Cl- Al- /- Al- Al- -/-
DO BS/RG 1103 (F14) DO 4309 Calv Ex1 4-20  [56 Al- Al- GIA Cl-
4-21 |67 Al- Al- GIA -I-
DO 1103 Fe li B UB 4-24 (68 Al- AJ- AJ- Cl-
DO 4309 Calv Ex1 6-03 |17 [C/- G- Cl-
6-35 167 |(C)- GIA Cl- Al-
6-37L 168 [C/- G- Cl- GIA
DO 1103 Fe li B UB 6-37L |68 |C/- G/- Cl- G/A
Genotyp C/C GI/(A) C/C G/A A/A A/A G/A Cl-
DO BS/RG 1176 (F18) DO 1176 Calv 6-T6 |10 |G/- G- Cl-
Exl 1.6 4-24 (68 G/A AJ- Al- Cl-
Genotyp G)- (G)- ©)- (G)(A) (A) (A) ©)
DO BS/RG/FK 1247 (F7) DO 1247 Mand [DOS Ex4 [4-20 |56 GIA Al- Al- Cl-
4-21 |65 G/IA Al- Al- -I-
DO 1206.01 [Feli Trace Phe |6-03 |17 |-/ -I- -I-
DO 1247 Mand DOS Ex4 [6-35 |65 |C/- -/- Cl- (G)A
yp (C)/- -/- (C)/- (G)/(A) G/A Al- Al- (C)/-
DO RG/BS/DS 1482 (M3) DO 6525 Calv Ilb 4-20 [56 -l Al- Al- -I-
IIb 4-21 67 -/- -/- -/- -/-
DO 1911 Feli b 4-24 |68 Al- Al- Al- Cl-
a SKR 6-03 |17 [C/- Gl- Cl-
DO 6525 Calv Ilb 6-35 167 [C/- G- Cl- GIA
DO 1911 Fe li a SKR 6-37L |68 |C/- G/- Cl- GIA
DO 6525 Calv Ilb 6-37L 168 [C/- G/- Cl- G/A
Genotyp C/C G/G C/C G/A (A)/- Al- Al- (C)/-
DO RG/BS 1500 (F2) DO 1500 Fe li DOS Ex3 [4-20 |56 -/- -/- G/- -/-
4-21 |65 -l -I- Al- -I-
B UB 4-24 (68 -/- Al- AJ- -/-
b SKR 6-03 |17 |G- -I- -I-
DOS Ex3 [6-35 |65 |-/- -/- -/- G/-
B UB 6-37L 168 [G/C G/- Cl- Al-
Genotyp G/(C) (G)/- (C)/- (G)/(A) /- (A)/- (G)/A -/-
DO HS/GK 1585.03 (F19) DO 1585.04 |Calcli [neu 4-20  [56 -/- -/- Al- -/-
4-21 |67 -l -I- Al- -I-
Ex2 6-03 |17 |GIC Gl- Cl-
neu 6-35 167 [C/- -I- -I- Al-
6-37Lb |68 |G/- Gl- Cl- (G)A
6-T6 |10 [-/- G/- Cl-
Genotyp G/C G/- Cl- (G)/A /- -/- Al- -/-
DO RG/BS 1905 (M9) DO 1916 Fe li A UB 4-20  [56 -/- AJ- AJ- Cl-
4-21 |67 -l -I- -I- -I-
B UB 4-24 (68 G/- Al- AJ- -/-
B 6-03 |17 |G/- G- Cl-
A UB/EA [6-35 |67 |GI- G/- Cl- GIA
B UB 6-37L 168 |G/- G- Cl- (G)A
A UB 6-37L 168 |G/- G/- Cl- G/A
Genotyp G/G G/G C/C G/A (G)/- Al- Al- (C)/-
DO BS/FK 2030.01 (M6) DO 2030.01 [Feli A UB 4-20 [56 G/IA G- -I- Cl-
4-21 |67 -l -I- -I- -I-
B UB 6-03 |na |- -I- -I-
A UB 6-35 |67 |-/ G/- Cl- G/A
Genotyp /- (G)/- (C)/- (G)/(A) (G)/(A) (G)/- -/- (C)/-
DO GK/HS/RG 2588 (F15) DO 2589 Mand _|b SKR 4-20 [56 -l Al- GIA -I-
4-21 |67 -l Al- Al- -I-
Ez1.8 6-03 |17 |-I- G- Cl-
b SKR 6-35 |67 |-/ G/- Cl- G/A
Genotyp /- Gl- Cl- (G)/(A) /- Al- (G)/A -/-
DO KS 3190.11 (F20) DO 3190.11 [Mand [F20neu |4-20 [56 -l -I- Al- -I-
neu 4-21 |67 -/- -/- Al- -/-
6-35 167 |-/ /- /- (G)/A
Genotyp /- -/- -/- (G)/(A) /- -/- Al- -/-
DO BS 3628 (F3) DO 1746.05 |pp DOS Ex4 [|4-20 |56 /- Al- GIA Cl-
4-21 |65 -l Al- GIA -I-
DO 1746.06 |pp ExIF 6-03 |17 |C/- G/- Cl-
DO 1746.05 |pp DOSEx4 [6-35 165 |-I- G- Cl- Al-
DO 1746.06 |pp b SKR 6-T6 |10 |C/- G/- Cl-
Genotyp Cl- G/G CIC (A)/- /- Al- G/A (C)/-
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Fortsetzung Tabelle 53 (3/3): Einzeltypisierungsergebnisse zur Bestimmung der Genotypen fiir inimungenetisch relevante SNPs in Genen fir
verschiedene Interleukine (ILs) und toll like receptors (TLRs)

Individuum FundNr___|Element|Extrakt _|PCR # |SBE |IL6 - 174 |TLR2 753 |TLR4 399 |IL10 - 2849 |IL10 - 1087 |TLR4 299 [IL4Ra 576 |IL4 - 524
DO BS 3695 (F4) DO 4078 [Mand__|DOS Ex4 |4-20 |56 G- A- A- Cl-
421_[65 G- A= A- -
DOS Ex3 |4-24_ |68 Gl A= A= -
DO 5516 [Cav__|ExI 6-03_[17_|CF- G- Cl-
620 |42 |G- G- CI(T) GIA
Neu 622 |42 |- - - -
623 [45 |- - - -
DO 4078 [Mand _|DOS Ex4 [6-23a [45_|CK- G- Cl- (GYA
6-23b [45_|CK- G- Cl- A-
6-35_ |65 |CI- G- Cl- A-
DO 5516 |calv__ I 6-T6 |10 |C- Gl- Cl-
Genotyp C/(G) __|GIG Cl- GIA GIG AIA AIA (C)-
DO BS 3706 (F5/F11) DO 3713 [Mand _[aSKR__ [4-20 |56 - A- - -
421 _[67 - A- A= -
bSKR___[6:03_[17_|-- - -
aSKR___[6:35_[67 |- - Cl- G-
DO 3706 [Calv__ [ExV 420 |56 - A- A- Cl-
421_[65 - A= A- Cl-
ExIV 424__[68 G- A= A- Cl-
6-03_[17_|CF- G- Cl-
DO 3756 |Feli 620 |42 |CF- G- Cl- Al-
DOSEx3 [622_ |42 |- - - GI(A)
623 |45 |CF- G- Cl- (G)A
B UB 6-23a [45_|GIC G- Cl- GIA
6-23b [45_|CI- G- Cl- Al-
DO 3706 |Calv__ |ExV 6-35 |65 |CI- G- Cl- (G)A
Genotyp (G)C___|GIG CIC GIA (G))- Al- Al- CI-
DO BS/FK 3742 (F9) DO 3705 [Calv__ [Ex2 420__[56 - A- GIA Cl-
421 _[67 GIA A- GIA Cl-
DO 3746 [Mand__[ExI 424__[68 GIA A- A~ CI(T)
aSKR___[6-:03_[17_|C- - Cl-
DO 3705 [Calv__|Ex2 6-35_ |67 |G- G- Cl- GIA
DO 3746 [Mand__|ExIl 6-37L_|68_|CI- G- Cl- G-
aSKR _|6-37L 68 |G/ Gl- Cl- Al-
Genotyp G/C GIG cIC GIA GIA AIA GIA Cl-
DO BS//RG 3748 (F8) DO 3631 [Calv__|DOS Ex3 [4-20 |56 GIA A- A= Cl-
421_[65 GIA A= Al- Cl-
27Exl__[6:03_[17_|-- G- -
DOS Ex3 [6-35_ |65 |CI- G- Cl- GIA
aSKR__|6-T6 10 |C)- Gl- Cl-
Genotyp Cl- GIG CI- (G)/(A) GIA AIA AIA CIC
DO BS 3757 (M8) DO 3757 [Calv___|DOS Ex3 [4-20 |56 GIA A- A- Cl-
421 _[67 - - - -
620 [36_|CK- G- Cl- G-
DOSEx3 [6-22_ |42 _|CF G- Cl- G-
DOS Ex1_[6-23a [45_|CI- G- Cl- G-
6-23b [45_|CF- G- Cl- G-
DOS Ex3 [6-35_ |67 |CI- Gl- Cl- GI(A)
Genotyp C/C GIG cIC Gl- (G)/(A) (A)- (A)- (C)-
DO BS 3886 (M16) DO 3886 [Calv__ |DOS Ex2 [4-20 |56 GIA A- A= Cl-
421 |67 GIA A- Al- Cl-
ExII 6-03_[17_|GIC G- Cl-
620 [36_|GIC G- Cl- GIA
DOSEx3 [622_[42_|GIC G- Cl- G-
DOS Ex4 [6-23a [45_|GIC G- Cl- G-
6-23b [45_|GIC G- Cl- GI(A)
DOS Ex2 [6-35 |67 |GIC Gl- Cl- GIA
Genotyp G/C GIG cIC GIA GIA AIA AIA CIC
DO BS/FK 4008 (M5) DO 3380 420__[56 - - A= -
421 |67 - - - -
6-35 |67 |- /- /- Al-
Genotyp - - - (A)- - - (A)- -
DO BS 5517 (F6) DO 5517 [Calv__ [Exlla__ [420 |56 GIA A- A- Cl-
421_[65 GIA A- A= Cl-
DO 3709 [Mand__[Exill 6-03_[17_|C~- G- Cl-
DO 5517 |Calv__ |Exilla__ |6-35 |65 |CK G- Cl- A-
Genotyp Cl- GI- CI- (A)- GIA AIA AIA CIC
DO E 33 (M12) DOE33__ [Mand |DOS Ex4 [420 |56 - - A- -
421 _[67 - - - -
6-35 |67 |- Gl- Cl- Al-
Genotyp /- (G)- (C)- (A)- /- /- (A)- /-
DO E 37 (F21) DO E 37 Ex2 420__[56 - - - -
Ex2 421_[67 - A)- A- -
6-35 |67 |- /- /- A-
Genotyp - - - (A)- - (A)- (A)- -
DO RG/FK R 1 (F12) DOR 1 Calv___|DOS Ex1 420 |56 A- A- A- -
421 _[67 - - - -
DOS Ex2 |4-24_ |68 A- A= A= -
Exl 6-03_[17_|CF G- Cl-
DOS Ex1_[6-35_ |67 |CI- G- Cl- G-
6-37L_[68_|CI- G- Cl- GIA
Ex1 6-37L |68 |CI- G- Cl- GIA
Exl 6-T6 |10 |C- G- Cl-
Genotyp CIC GIG CIC GIA Al- Al- Al- -
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Tabelle 54 (1/2): Einzeltypisierungsergebnisse zur Untersuchung auf Milchzuckervertréaglichkeit

Individuum FundNr Element Extrakt PCR # |ul Lac Lac verdaut Individuum FundNr Element Extrakt PCR # |ul Lac Lac verdaut
DO FK/HS/RG 35 (M4) D0 900.03 _[Calv I NEU Tl 5 -I- -I- DO BS/RG/FK 1247 (F7) DO 1247 Mand Ex4 DOS Vil 8,5 -l X
| NEU Tl 8,05 | 142.71 /6557 Cl- Ex2 DOS VI 8,5 -/- X
I NEU Tl |85 |142.71/6398 Cl- DO 1928 Fere Ex2 VSE VI 5 143.12/ 6486 T/-
Ex2 DOS X 8,05 -/- X Ex3 VSE VI 5 -/- X
Ex4 DOS X 8,05 /- X Ex2 VSE TIV 18,05 | 142.81/5353 T/-
Genotyp Cl- Ex3 VSE TIV 8,05 /- X
Genotyp TI-
DO FK/RG BS 38 (F1) DO 38 Mand F1DOS Ex2 |T | 5 142.98 / 5648 Cl-
F1IDOSEx2 [Tl 5 142.43 / 4471 Cl- DO HS/GK 1461 DO 3157 Tili Ex1 | 5 X X
F1 DOS Ex2 |T Il 8,5 142.83 / 5651 Cl- Ex1 I 8,5 -/- X
Genotyp C/C Ex1 11} 8,2 -/- X
Genotyp X
DO RG/FK/KS 58.08 (M7) DO 58.08 Fere Ex 1JYS X 8,05 -I- X
Ex 2 X 8,05 /- X |DO HS/BS 1467.01 |Do 1467.01  [Hulli |Ex3VSE [V |5 /- X
Ex 1 X 8,05 -/- X |Genotyp | | X
Genotyp X
DO HS/GK 1547.01 DO 3000,22 |Ralli Ex1 | 5 X X
DO RG/FK/BS 516 DO 516 Hu li JYS Ex1 Il 8,2 -/- X Ex1 I 8,5 -/- X
JYS Ex1 v 8,5 -I- X Ex1 1] 8,2 -l X
Ex2 VSE \2 5 -/- X DO 1775.03 |Hulli Ex2 DMU v 8,5 -/- X
Genotyp X DO 1547.01 [Tire Ex1 | 5 X X
Ex1 I 8,5 -I- X
DO FK/RG/HS/BS 901.01 (M18/F16) [DO 901.01 |Feli JYS Ex1 11 8,2 -I- X Ex1 1] 8,2 -/- X
JYS Ex1 v 8,5 142.51/ 6452 CIT Genotyp X
Ex2 VSE VI 5 142.88 / 5394 Cl-
Ex3 VSE v 5 142.96 / 5383 CIT DO HS/GK 1547.03 DO 3299 Tire Ex1 VSE VI 5 -/- X
Ex2 VSE X 8,5 [142.85/5867 CIT Ex1VSE vV 5 -/- X
Ex3 VSE X 8,5 142.85/ 4670 CIT Genotyp X
Genotyp CIT
DO HS/GK 1548.01 DO 1548.01 [Tire Ex1 | 5 X X
DO FK/RG/JS 904.04 DO 904.05 [Tire Ex1 | 5 X X Ex1 ] 8,5 |142.34/6648 Cl-
Ex1 Il 8,5 -/- X Ex1 11} 8,2 -/- X
Ex1 1] 8,2 |[142.32/5834 Cl- Ex5 VI 5 142.88 /6816 Cl-
Ex2 VI 8,5 -/- X Ex5 X1 8,5 142.11 /5315 Cl-
Genotyp (C)/- Ex6 XI 8,5 | 142.47/6857 Cl-
Genotyp C/C
DO FK/RG 905.01 (M14) D0 901.02  [Huli Ex1 DM 11 8,2 -I- X
Ex1 DM [\ 8,5 -/- X DO HS/GK 1585.03 (F19) DO N 968.04 [Hu li Ex1 | 5 X X
Ex3 VSE VI 5 -I- X Ex1 ] 8,5 |142.73/6082 Cl-
Ex4 VSE v 5 -/- X Ex1 11} 8,2 -/- X
Ex4 VSE X 8,5 /- X Ex5 VI 5 142.81/6752 Cl-
Genotyp X Ex5 X1 8,5 142.59 / 6737 Cl-
Ex6 XI 8,5 -/- X
DO RG/FK/BS 1078 (F13) DO 385 Fere JYS Ex1 1} 8,2 -/- X Genotyp C/C
JYS Ex1 v 8,5 -I- X
Ex3 VSE VI 5 141.85 / 4999 Cl- DO BS/FK/GK/HS 1745.02 DO 1745.02 [Os coxae li |Ex1 | 5 X X
Ex4 VSE Vv 5 -I- X Ex1 ] 8,5 |142.42/6446 Cl-
Ex4 VSE IX 8,05 -/- X Ex1 11} 8,2 142.33 / 5638 Cl-
Ex3 VSE X 8,5 [142.73/7057 C/- Ex2 X 8,5 |142.80/6396 Cl-
Genotyp Cl- Ex3 X 8,5 142.31 /7090 Cl-
Genotyp C/C
DO BS/RG 1103 (F14) DO 4309 Mand Ex1 T 5 -/- -/-
Ex1 il 7 -I- -I- DO RG/BS 1905 (M9) DO 1917 Hu re Ex2 VSE VI 5 142.76 / 6886 Cl-
Ex1 T 8,5 143.07 / 6725 C/T Ex1JYS \ 5 142.76 / 5963 Cl-
DO 1103 Feli B Vi 8,5 [ 143.08/5653 Cl- Ex1JYS TIV 18,05 -l X
A X 8,5 142.80 / 5025 Cl- Ex2 VSE TIV 5 142.51 / 5649 Cl-
Genotyp C/(T) Genotyp C/C
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Tabelle 54 (2/2): Einzeltypisierungsergebnisse zur Untersuchung auf Milchzuckervertréaglichkeit

Individuum FundNr Element Extrakt PCR # |ul Lac Lac verdaut
DO BS/FK 2030.01 (M6) DO 2030.01 _|Felli B Tl 5 -I- -I-
B Tl 8,05 | 142.39 /3991 Cl-
B Tl [85 -I- -I-
a Vil 8,5 -/- X
DO 2030.01 [IX 8,05 [ 142.45/6349 Cl-
DO 2111.01 [Mand Ex1 96 X 8,05 -/- -/-
DO 2030.01 |[Feli b X 8,05 [ 142.47 /7190 C/-
Genotyp CI/(C)
DO GK/HS/RG 2588 (F15) DO 2588 Tire Ex1 VSE IX 8,05 | 142.64 / 1089 Cl-
Ex1VSE Xl 8,5 |[142.47/6843 Cl-
Ex2 VSE X 8,5 142.59 / 6430 Cl-
yp C/C
DO BS 3628 (F3) DO 4372 Fe li Ex2 VSE VI 5 142.28 /6324 Cl-
Ex2 VSE X 8,5 -/- X
Genotyp (C)/-
DO BS 3695 (F4) DO 3727 Fe li Ex3 VSE VI 5 -I- X
Ex4 VSE v 5 142.76 / 6736 T/-
Ex3 VSE Xl 8,5 -I- -I-
Ex4 VSE X 8,5 -/- -/-
Genotyp (T)/-
DO BS/RG 3748 (F8) DO 5521 Hure Ex2 VSE VI 5 143.00/ 6132 cT
Ex3 VSE v 5 142.88 / 5611 CIT
DEx2VSE [TIV (85 |[142.38/6483 CcIT
Ex3 VSE TIV 8,5 142.43 / 5521 C/T
DO 3635 Fere Ex3 VSE VI 5 143.05/ 6033 T/-
Ex4 VSE v 5 -/- X
Ex3 VSE Xl 8,5 -I- X
Ex4 VSE X 8,5 142.71/ 6743 C/T
Genotyp CIT
DO BS 3757 (M8) DO 3757 Calv Ex3 DOS Vi 8,5 |142.64/6583 CcIT
Ex Il VI 8,5 -/- -/-
Ex3 DOS Xl 8,5 [142.59/6851 C/-
Genotyp C/(T)
DO BS/FK 4008 (M5) DO 908 Calv Ex3 DOS T 5 143.10 / 6653 CIC
Ex3 DOS Tl 6 142.32 / 4269 CiC
Ex3 DOS T 8,5 143.00 / 6093 C/C
M5 NEU Vi 8,5 [ 143.00/6845 C/C
DO 3752 Fere Ex3 VSE 4 5 142.60 / 6162 Cl-
Ex4 VSE Vv 5 -I- X
Ex4 VSE X 8,5 -/- X
Genotyp C/C
DO BS/GK 4310.01 DO 3812 Hu li Ex4 VSE VI 5 -I- X
Ex5 VSE v 5 -/- X
Genotyp X
DO BS/FK/RG/HS/GK/KS N 962.01  [DO N 962.01 |Ra li Ex1 | 5 X X
Ex1 Il 8,5 142.60 / 5758 T/-
Ex1 1] 8,2 [142.42/6479 T/-
Genotyp T/-
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Tabelle 55 (1/3): Einzeltypisierungsergebnisse zur Bestimmung der Auspagung des Rhesusfaktors D

Individuum TFundNr TElement |Extrakt PCR# |ul |RhDCE3|RhD4 RhDCE9 |RhD1 RhD |Konsensus
DO FK/HS/RG 35 (M4) DO 35 Fe li Ex 4 VSE 5|7 [X - X - neg
Ex 4 VSE 717 X - X - neg
Ex 1JYS 719,3 [X - X - neg
Ex 1JYS 14[9,3 |X - - - (neg)
Ex 3 20(9,3 |- - - nd
Ex 3 22193 |- - - - nd
Ex 5 VSE 25(9,3 |- - X - (neg) |(Rhesus negativ)
DO FK/RG BS 38 (F1) DO 38 Mand Ex 2 DOS 115 |X X X X pos
Ex 2 DOS 3[5 |X X X X pos
DO 39 Tire Ex 3 VSE 715 [X X X X pos
Ex 3 VSE 1315 |X X X X pos |Rhesus positiv
DO RG/FK 57.02 (M17/M19) DO 153.01 |Tire Ex 2 2[6 |- - X - (neg)
Ex 2/Ex 1 719,3 |- X (X) X pos
Ex 3 VSE 1717 |X X X X pos
Ex 3 VSE 1917 |X X X X pos
Ex 4 VSE 22|93 [X - X - neg
Ex 4 VSE 23|7  [X X X pos |Rhesus positiv
DO RG/FK 58.03 (M13) DO 58.03 Fe li Ex 1JYS 59,3 [X X - neg
A 719,3 [X - X X pos
Ex 1JYS 719,3 [X X X X pos
B 1419,3 |- X - - (pos)
Il 18[9,3 |X X X - pos
I/Ex 1JYS 19]9,3 |X - X - neg
a/Ex 1 JYS 23| 9,3[X (X) X X pos |Rhesus positiv
DO RG 66.02 |D066.02  [Feli |Ex 11 JYS 4]7 X |- |- |- |(neg) [nd
DO RG/FK 67.03 (F10/F17) DO 300.01 Fe li Ex 1JYS 59,3 [X X X X pos
b 719,3 |- - X X pos
Ex 1JYS 717 |- X X X pos
b 13]9,3 |X X X X pos |Rhesus positiv
|DO RG/GK/BS 183.01 (M11) |D0204.02 [Fere  [Ex1JYS 515 |- |- |- |- Ind  |nd
DO FK/RG/HS/BS 901.01 (M18/F16) |DO 901.01 _ [Fe li Ex 2 VSE 116 [X X X X pos
Ex 2 VSE 36 [X X X X pos
Ex 1JYS 7[9.3 |X X - X pos
Ex 1JYS 8[9,3 X X X - pos |Rhesus positiv
DO FK/RG/HS 902.01 (M10) DO 902.01 Fe li A 55 [X X X - (pos)
A 89,3 [X - X - neg
B 89,3 [X X X B (pos)
Tiite 1419,3 |- - - - nd
B 14(9,3 X X X pos
IlI/Kiste 1819,3 |X - X - neg
A 20(7 [X X - neg
Ex 4 VSE 255 [X - X - neg
Ex 4 VSE 25|7  [X - X - neg |nd
DO FK/HS/RG/BS 903.01 DO 903.01 Fe li Ex 2 5|7 [X X X - (pos)
Ex Il JYS 8[9.3 |- - X (pos)
Ex 1JYS 12{9,3 |- - - - nd
Ex 3 VSE 17{ 9,3]- - (X) - (neg) |nd
DO FK/RG 905.01 (M14) DO 905.01 |Feli Ex 3 VSE 2[5 |X X X X pos
Ex 3 VSE 35 [X X X X pos
Ex 2 VSE 8[5 |X X X X pos
Ex 1JYS 8[9,3 X - X - neg
Ex 2 VSE 1315 |X X X X pos
DO 901.02 Hulli Ex 4 VSE 59,3 [X X X X pos
Ex 1JYS 8[9,3 |- - - - nd
Ex 4 VSE 8[9,3 X X - - pos
Ex 3 VSE 8[9,3 |X X X pos
Ex 3 VSE 1319,3 |X X X X pos |Rhesus positiv
DO FK/RG/BS 907.01 DO 907.01 Fe li Ex 3 VSE 2|5 [X X X X pos
Ex 3 VSE 3[5 |X X X X pos
Ex 2/EZ1 89,3 |- X N X (pos)
EZ1 8[9,3 |- X (X) X pos
EZ1 1319,3 |X - X X pos |Rhesus positiv
DO RG/FK 1076 (M1) DO 1076 Fe li Ex 1 55 [X - X X pos
B 8[9,3 |X X X X pos
Ex 1 8[9,3 X X X X pos
B 13]9,3 |X X X X pos |Rhesus positiv
DO RG/FK/BS 1078 (F13) DO 1044 Feli | GP06 2[6  |X - X - neg
| GP06 35 [x B (X) B (neg)
A 8[9,3 |- - X X (pos)
| GPO6/A 89,3 [X X (X) X pos
BZ Tiex II/EZ1 15[9,3 |X - X - neg
Ex 6 15(9,3 |- - X - (neg)
Ex7 22(9,3 [X - X - neg
Ex7 24(9,3 [X - X - neg
DO 385 Fere Ex4 VSE 47 |- - X - (neg) |(Rhesus negativ)
DO BS 1102 (M2) DO 1102 Feli Ex 2 5[7 |X - - X (pos)
B 89,3 [X X X X pos
Ex 2 89,3 [X X X - pos
Ex 2 15(9,3 X - X X pos
B 15]9,3 |X X X X pos |Rhesus positiv
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Fortsetzung Tabelle 55 (2/3): Einzeltypisierungsergebnisse zur Bestimmung der Auspagung des Rhesusfaktors D

Individuum TFundNr TElement |Extrakt PCR# |ul |RhDCE3|RhD4 RhDCE9 |RhD1 RhD |Konsensus
DO BS/RG 1103 (F14) DO 1103 Fe li B 115 |X X X X pos
Ex 1 GP06 35 |- - - X (pos)
Ex 1 GP06 99,3 [X X X X pos
XViI 9[9,3 |X - X X pos
Ex 1 GP06 15[9,3 |X X (X X pos
XVII 1519,3 |- X - - (pos) |Rhesus positiv
DO BS/RG 1176 (F18) DO 199 Feli Ex 1JYS 2[5 |X (X) X - (pos)
Ex 1JYS 315 |- X - - (pos)
Ex 1JYS 9[9.3 |- (X) - X (pos)
B 99,3 |- - - X (pos)
Ex /A 15[9,3 |X - X X pos
Ex Il 1519,3 |- - - (pos) |Rhesus positiv
DO BS/RG/FK 1247 (F7) DO 1247 Mand Ex 2 DOS/Ex 3 DOS 2|6 - - - X (pos)
DO 1206.01 |Felli Ex 1 9[9,3 |- - - X (pos)
Ex 6 919,3 |X X X X pos
DS7 15[9,3 |X X X X pos
Ex 6 1519,3 |- - - X (pos)
Ex 8 VSE 1719,3 |X - X - neg
DS7 18[9,3 |X X X X pos
Ex 8 VSE 20)9,3 [X X X X pos
DO 1928 Fere Ex | JYS 6[9,3 |- - - - nd Rhesus positiv
DO HS/GK 1461 DO 3157 Tili Ex 5 VSE 46  |X - (X) - neg
Ex 5 VSE 12[9,3 |X - X pos
Ex 6 VSE 12{9,3 |- - X - (neg)
Ex | VSE 18[9,3 |X - - - (neg)
Ex 5 VSE 19(9,3 |- - (X) - (neg)
Ex 7 VSE 22|93 [X - X - neg
Ex 7 VSE 2419,3 [X - X X pos
Ex 5 VSE 25|<15 [X - X X pos
Ex 6 VSE 25|15 [X - X - neg
Ex 7 VSE 25|<15 [X - X - neg |(Rhesus positiv)
DO HS/GK/BS 1471 DO 1471 Feli Ex 2 6[5 |- - X - (neg)
Ex 2/MP XIX 12[9.3 |- X N (pos)
L-Mex XXIII 12[9,3 |- X - - (pos)
Ex 3 VSE 17{9,3 |X X X X pos
Ex 3 VSE 19]9,3 |X X X X pos
Ex 4 VSE 22(9,3 [X X X X pos |Rhesus positiv
DO RG/BS/DS 1482 (M3) DO 1911 Fe li Ex 1 VSE 2|5 [X X X X pos.
Ex 1VSE 3[5 |X X X X pos.
EZ1/Ex 1 99,3 [X X X X pos.
Ex 2 VSE 18|15 |X X X X pos. |Rhesus positiv
DO RG/BS 1500 (F2) DO 1827.01 |Fere Ex 1JYS 5[5 |X X X X pos
Ex 1JYS 95 [X X X X pos
Ex 2 VSE 1715 |X X X X pos
Ex 2 VSE 19]14  |X X X X pos |Rhesus positiv
DO HS/GK 1547.03 DO 3299 Tire Ex 2 VSE 415 |X X X X pos
XXXI 12[9,3 |- - X - (neg)
Ex 2 VSE 14[5 |X - X - neg
Ex 3 VSE 185 |- X X X pos
Ex 3 VSE 20(7 [X X X X pos
Ex 2 VSE/XXXI 23|17 |- - X - (neg)
Ex 1 VSE 2419,3 [X - X pos |Rhesus positiv
DO HS/GK 1548.01 DO 1548.01 [Tire Ex 5 VSE 415 |X X X X pos
Ex 3 VSE 12(7 |- - - - nd
Ex 5 VSE 1415 |X X X X pos
Ex 7 VSE 18[9,3 |X X X - pos
Ex 7 VSE 1919,3 |X - X X pos |Rhesus positiv
DO HS/GK 1585.03 (F19) DO N 968.04 |Hu li Ex 6 VSE 115 |X X X X pos
Ex 6 VSE 35 [X X - - pos
Ex 3 VSE 11(9,3 |- - X X pos
Ex 8 VSE 18[9,3 |X - X - neg
Ex 10b 25]9,3 |X X - X pos
DO 1585.07 [Feli Ex 5 VSE 415 |X (X) X (X) (pos) |Rhesus positiv
DO BS/FK/GK/HS 1745.02 DO 3622 Feli Ex Il THL 6[9,3 |X (neg)
Ex 1 PhChl 10{9,3 |- - - - nd
XXVI/Ex 1 PhChl 10[9,3 |X - X pos |nd
DO RG/BS 1905 (M9) DO 1916 Feli Ex 2 6[5 |[X X X X pos
B 99,3 [X X X X pos
B 16[9,3 |X X X X pos
A 16[9,3 |X X X X pos
DO 1917 Hu re Ex 2 VSE 414 X X X X pos
Ex 2 VSE 1014 |X X X X pos
Ex 1JYS 10{9,3 |X - (X) X pos
Ex 1JYS 1619,3 |X - (X) X pos |Rhesus positiv
DO BS/FK 2030.01 (M6) DO 2030.01 [Feli b 2|6 - - X - (neg)
b 10(9,3 - X - (neg)
A 10{9,3 |- - X - (neg)
B 10{9,3 |- - X - (neg)
Ex 1 VSE 177 |X - X - neg
Ex 1 VSE 1917 |X - X - neg
Ex 2 VSE 22|7  [X - X X pos
Ex 1VSE 23|9,3 [X - X - neg
Ex 2 VSE 24|17 X - X - neg |Rhesus negativ
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Fortsetzung Tabelle 55 (3/3): Einzeltypisierungsergebnisse zur Bestimmung der Auspagung des Rhesusfaktors D

Individuum TFundNr TElement |Extrakt PCR# |ul |RhDCE3|RhD4 RhDCE9 |RhD1 RhD |Konsensus
DO GK/HS/RG 2588 (F15) DO 2588 Tire Ex 2 VSE 115 |X B (X) B (neg)
Ex 2 VSE 11]9,3 |X - X - neg
SC/Ex 2 VSE 12(9,3 X - X - neg
Ex 1 VSE/Ex 2 VSE 18[9,3 |X - X - neg
Ex 3 VSE 22(9,3 [X - X - neg |Rhesus negativ
DO BS 3628 (F3) DO 4374 Fere Ex 2 4(6 - - X - (neg)
Ex 3 VSE 11]9,3 |X - X - neg
Ex 2/Ex3 11(9,3 X - X - neg
Ex 3 VSE 16[9,3 |- - X - (neg)
Ex | THL 16(9,3 |- - - - nd
PhChl 16[9,3 |- - X - (neg)
Ex 4 VSE 22(9.3 |- - X - (neg)
Ex 4 VSE 23|9,3 [X - (neg)
Ex 4 VSE 24(9,3 |- - X - (neg) |(Rhesus negativ)
DO BS 3695 (F4) DO 4013 Hure Ex | THL 69,3 |- - - - nd
Ex 2 VSE 1719,3 |X X X X pos
Ex 2 VSE 19(9,3 |X X X X pos
Ex 3 VSE 22|93 [X X X X pos
Ex 3 VSE 23[9,3 [X X X X pos |Rhesus positiv
DO BS 3706 (F5/F11) DO 3756 Fe li A 6|5 [X X X X pos
B 1115 |X - X X pos
B/A 14[5 |X X X X pos
A 1415 |X X X X pos |Rhesus positiv
DO BS/FK 3742 (F9) DO 3742 Feli A 6[6  [X X - neg
A 11(9,3 X - X X pos
B 12[9,3 |X X X X pos
A 16[9,3 |X X X X pos
B/A 16]9,3 |X X X X pos |Rhesus positiv
DO BS/RG 3748 (F8) DO 3635 Fere Ex 3 VSE 2[5 |X X X X pos
Ex 3 VSE 35 [X X X X pos
Ex | THL 11]9,3 |X X - X pos
Ex | THL 16(9,3 |- - X - (neg)
Ex 4 VSE 20)9,3 [X X X X pos
DO 5521 Hure Ex 3 VSE 115 |X X X X pos
Ex 3 VSE 3[5 |X X X X pos
Ex | THL 11{9,3 |X X X X pos
Ex | THL 1419,3 |X X X X pos |Rhesus positiv
DO BS 3757 (M8) DO 3757 Calv Ex 3 DOS 115 [X X X X pos
Ex 3 DOS 3|5 |[X X (X) X pos
Ex 1DOS 15 |X X X X pos
Ex 1 DOS 1319,3 |X X X - pos |Rhesus positiv
DO BS/FK 4008 (M5) DO 908 Calv M5 NEU 15 |X B X) B neg
1l 10{9,3 |X X - pos
| 10{9,3 |- - - - nd
Ex 3 1019,3 |X - X - neg
DO 2096 Tire Ex 1 VSE 1715 |X X X - pos
Ex 1VSE 1916 |X X X - pos
Ex 2 VSE 2219,3 |X - X - neg
Ex 2 VSE 23|9,3 [X - X - neg
Ex 2 VSE 2416 [X - X - neg
Ex 1VSE 25|15 [X - X - neg
Ex 2 VSE 25|<15 [X X - X pos
DO 3752 Fere Ex 3 VSE 47 |- - (X) - (neg)
DO 4767 Hu re Ex 2 VSE 17{7  |X - X - neg
Ex | THL 18[9,3 |- - (X) - (neg)
Ex 2 VSE 19{7  |X - X - neg
Ex 3 VSE 22|93 [X - X X pos
Ex 2 VSE 2319,3 |X - X - neg
Ex 3 VSE 2419,3 [X - X - neg |(Rhesus positiv)
DO BS 5517 (F6) DO 4032.01 |Calc li Ex 1 6[5 |[X - X - neg
Ex 1 11(9,3 X - X - neg
Ex 2/Ex 4 1219,3 |X - X - neg
Ex 4 16(9,3 |- - X - (neg)
Ex 4 22|9,3 - X - neg |Rhesus negativ
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