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[bookmark: _GoBack]In the following, alignments of sequenced genomic regions from T-DNA- and CRISPR mutant lines with their corresponding full-length genes are presented. Alignments are presented for genomic regions but without regard of splice variants or intron/exon sequences, all start and stop codons are highlighted in different colours. For LIPA,  Premature stop-codons induced by CRISPR-deletions are highlighted in colours and underlined. Resulting proteins from all splice variants are given below the alignments, as well as putative proteins for the respective mutant lines (>protein_genomic background). For T-DNA insertion lines, amino acid sequence before the T-DNA insertion (marked with ?) is given; for CRISPR deletion lines, amino acid sequence until the first stop codon is given.  


SLDP1 genomic alignments
CLUSTAL W (1.83) multiple sequence alignment

SLDP1_genomic   ATGAGTCAAACAATGGAGGAATATCAGTCTAATGAGAGTGAAGATAAAAGAAGTTGGATTTGGAGTAAGGCGGTAAGTGT 80
sldp1-1         ATGAGTCAAACAATGGAGGAATATCAGTCTAATGAGAGTGAAGATAAAAGAAGTTGGATTTGGAGTAAGGCGGTAAGTGT 80
sldp1-2         ATGAGTCAAACAATGGAGGAATATCAGTCTAATGAGAGTGAAGATAAAAGAAGTTGGATTTGGAGTAAGGCGGTAAGTGT 80
                ********************************************************************************

SLDP1_genomic   TGGGAAGAAAGTTCTGACAGCTGGTGTTGTAGTGTCTTCAGCTCCACTTCTTGTTCCTTCACTTTTTGTCGCCTCGACAC 160
sldp1-1         TGGGAAGAAAGTTCTGACAGCTGGTGTTGTAGTGTCTTCAGCTCCACTTCTTGTTCCTTCACTTTTTGTCGCCTCGACAC 160
sldp1-2         TGGGAAGAAAGTTCTGACAGCTGGTGTTGTAGTGTCTTCAGCTCCACTTCTTGTTCCTTCACTTTTTGTCGCCTCGACAC 160
                ********************************************************************************

SLDP1_genomic   TTGCCTTCCTCTCCTCGGTTCCGTTTTGTCTCTTCTTGGCTAATTATGCTTGTACACAAAAGGTCATGAGTACTCTGCTT 240
sldp1-1         TTGCCTTCCTCTCCTCGGTTCCGTTTTGTCTCTTCTTGGCTAATTATGCTTGTACACAAAAGGTCATGAGTACTCTGCTT 240
sldp1-2         TTGCCTTCCTCTCCTCGGTTCCGTTTTGTCTCTTCTTGGCTAATTATGCTTGTACACAAAAGGTCATGAGTACTCTGCTT 240
                ********************************************************************************

SLDP1_genomic   CCTGATACTGAAGAAACTGGTGGAGTTGGCAAGGAGGATGATGACGAATCTGGATTTGATGAGTATAGCAAGATTGGTCA 320
sldp1-1         CCTGATACTGAAGAAACTGGTGGAGTTGGCAAGGAGGATGATGACGAATCTGGATTTGATGAGTATAGCAAGATTGGTCA 320
sldp1-2         CCTGATACTGAAGAAACTGGTGGAGTTGGCAAGGAGGATGATGACGAATCTGGATTTGATGAGTATAGCAAGATTGGTCA 320
                ********************************************************************************

SLDP1_genomic   CGGTGAAGGCGCGGCTGGAGTTGGTGAGGCTGCACTTTTCAGGGGTAAAGAAGAACCCATTCCCATTCAGGTTAAGGAAG 400
sldp1-1         CGGTGAAGGCGCGGCTGGAGTTGGTGAGGCTGCACTTTTCAGGGGTAAAGAAGAACCCATTCCCATTCAGGTTAAGGAAG 400
sldp1-2         CGGTGAAGGCGC-------------------------------------------------------------------- 332
                ************                                                                    

SLDP1_genomic   ATGAGGAGATGGCGAAAGAGTCAACGAGCTTGCTAGAGAAAATTAGGGATGAGGGTAGAACTGACAAAGAAACCTCTGAG 480
sldp1-1         ATGAGGAGATGGCGAAAGAGTCAACGAGCTTGCTAGAGAAAATTAGGGATGAGGGTAGAACTGACAAAGAAACCTCTGAG 480
sldp1-2         -------------------------------------------------------------------------------- 332
                                                                                                

SLDP1_genomic   AGAACTTTACAAGATGATAAAAAGTCCGGAAATGCTAAGTCAGAGGAGGTTCAAGAACAGCCTGAAAAGCGGGAAGCGCC 560
sldp1-1         AGAACTTTACAAGATGATAAAAAGTCCGGAAATGCTAAGTCAGAGGAGGTTCAAGAACAGCCTGAAAAGCGGGAAGCGCC 560
sldp1-2         -------------------------------------------------------------------------------- 332
                                                                                                

SLDP1_genomic   TGAGACTAGACGTGAAGGTTGTTTATGATCAGTATATAACATTTCTTTTGTGTGAAATGGTTTACTTATATTCATTGTTT 640
sldp1-1         TGAGACTAGACGTGAAGGTTGTTTATGATCAGTATATAACATTTCTTTTGTGTGAAATGGTTTACTTATATTCATTGTTT 640
sldp1-2         ----ACTAGACGTGAAGGTTGTTTATGATCAGTATATAACATTTCTTTTGTGTGAAATGGTTTACTTATATTCATTGTTT 408
                    ****************************************************************************

SLDP1_genomic   TTGCAGGGGAAACTGGGGCTACAAAAATTGAAACTTCTACGGGCAAGGACGATGAGGAAATATCTTCTAATGAGGTTTAT 720
sldp1-1         TTGCAGGGGAAACTGGGGCTACAAAAATTGAAACTTCTACGGGCAAGGACGATGAGGAAATATCTTCTAATGAGGTTTAT 720
sldp1-2         TTGCAGGGGAAACTGGGGCTACAAAAATTGAAACTTCTACGGGCAAGGACGATGAGGAAATATCTTCTAATGAGGTTTAT 488
                ********************************************************************************

SLDP1_genomic   ACTTAATCCTATCTCTTGTGAGTTAGTAGCTGAATGATAACATAACAGAATATCCCCTGCCTCTAGATTAATCCATGGTG 800
sldp1-1         ACTTAATCCTATCTCTTGTGAGTTAGTAGCTGAATGATAACATAACAGAATATCCCCTGCCTCTAGATTAATCCATGGTG 800
sldp1-2         ACTTAATCCTATCTCTTGTGAGTTAGTAGCTGAATGATAACATAACAGAATATCCCCTGCCTCTAGATTAATCCATGGTG 568
                ********************************************************************************

SLDP1_genomic   ATTGATTAGATACTTGCCACACATTTGTGTTTGTGTTAATGCTATCTTTTCTATGGTTAACATGAGTTATCTTCTTGAGT 880
sldp1-1         ATTGATTAGATACTTGCCACACATTTGTGTTTGTGTTAATGCTATCTTTTCTATGGTTAACATGAGTTATCTTCTTGAGT 880
sldp1-2         ATTGATTAGATACTTGCCACACATTTGTGTTTGTGTTAATGCTATCTTTTCTATGGTTAACATGAGTTATCTTCTTGAGT 648
                ********************************************************************************

SLDP1_genomic   GATCCATTGGTCAAAAAAAATAATTTTCACTGTAAGTTTAAGAGAAGAAAAGTGTCCACATGGTTTTGGTAATTTGTGTT 960
sldp1-1         GATCCATTGGTCAAAAAAAATAATTTTCACTGTAAGTTTAAGAGAAGAAAAGTGTCCACATGGTTTTGGTAATTTGTGTT 960
sldp1-2         GATCCATTGGTCAAAAAAAATAATTTTCACTGTAAGTTTAAGAGAAGAAAAGTGTCCACATGGTTTTGGTAATTTGTGTT 728
                ********************************************************************************

SLDP1_genomic   CAACTCTGTTACAGTCCCTCATTAACTAGTGCCAATTGTTCTAGATAACTAAAATCATTCTCTGATATCTTGACTAATGG 1040
sldp1-1         CAACTCTGTTACAGTCCCTCATTAACTAGTGCCAATTGTTCTAGATAACTAAAATCATTCTCTGATAT------------ 1028
sldp1-2         CAACTCTGTTACAGTCCCTCATTAACTAGTGCCAATTGTTCTAGATAACTAAAATCATTCTCTGATATCTTGACTAATGG 808
                ********************************************************************            

SLDP1_genomic   TTCAGCCAATAGACCAAGCTAGTGGGGCACAAGGAACCGGGGAAGAGAAACGAAAAAACACAACTAAGAAAAAGAAGAAA 1120
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         TTCAGCCAATAGACCAAGCTAGTGGGGCACAAGGAACCGGGGAAGAGAAACGAAAAAACACAACTAAGAAAAAGAAGAAA 888
                                                                                                

SLDP1_genomic   ACCGGGCGTGCAGGTAACCGGTTTCTAAAATGTCACGTTATGGGTTACTTAGTGTGGAGGGCAGCTTATCCGTTTGTTCA 1200
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         ACCGGGCGTGCAGGTAACCGGTTTCTAAAATGTCACGTTATGGGTTACTTAGTGTGGAGGGCAGCTTATCCGTTTGTTCA 968
                                                                                                

SLDP1_genomic   TTGCTAATATTTCTTTATGCCATTAGTTATAGACATGGTCATCTAGTAAGCTGTGTGGGAGATGTGACCTCTTGGAATGC 1280
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         TTGCTAATATTTCTTTATGCCATTAGTTATAGACATGGTCATCTAGTAAGCTGTGTGGAAGATGTGACCTCTTGGAATGC 1048
                                                                                                

SLDP1_genomic   TGTTTTGATAGAGTTGATTGCGTAGTTAGGCGTGTAGTAACATTTTTTTAACTCACATCTCTAAAATTGTGGTGGGGGAT 1360
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         TGTTTTGATAGAGTTGATTGCGTAGTTAGGCGTGTAGTAACATTTTTTTAACTCACATCTCTAAAATTGTGGTGGGGGAT 1128
                                                                                                

SLDP1_genomic   CCAAATGACTTTTATTATAACATGGCATTGATGTAGATTACCTGTTCTGCATTGAGTTTGATTTCAGAAGCTAGTGTCAA 1440
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         CCAAATGACTTTTATTATAACATGGCATTGATGTAGATTACCTGTTCTGCATTGAGTTTGATTTCAGAAGCTAGTGTCAA 1208
                                                                                                

SLDP1_genomic   AATGAGCCGAATATGTATGGTTTTGAATTTGCAGGTGTATAGTGAGGAGCAACTATGGGAGACGATGGAGACTTTGAGGA 1520
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         AATGAGCCGAATATGTATGGTTTTGAATTTGCAGGTGTATAGTGAGGAGCAACTATGGGAGACGATGGAGACTTTGAGGA 1288
                                                                                                

SLDP1_genomic   AAGTAGTAGGATACAGTGTTGCAAGGAGTGCCACATGTGCAGAGGAGTTAAAGGCTCTCTATGTCTTCACCGGTGTAGTG 1600
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         AAGTAGTAGGATACAGTGTTGCAAGGAGTGCCACATGTGCAGAGGAGTTAAAGGCTCTCTATGTCTTCACCGGTGTAGTG 1368
                                                                                                

SLDP1_genomic   GAGCCACCTCGCTCAAGCTTAAACCAGGACACTTATGATATTGCACATCTTACTATTAGACTTCGCTTCCTCATGTCTGT 1680
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         GAGCCACCTCGCTCAAGCTTAAACCAGGACACTTATGATATTGCACATCTTACTATTAGACTTCGCTTCCTCATGTCTGT 1448
                                                                                                

SLDP1_genomic   TATCGGAATAAACTAGTTTGATGGTGTGTTTTGTGTGCTAGATTCACGAGATGTGTTGTGTAGTACTGAATCTCAACTTT 1760
sldp1-1         -------------------------------------------------------------------------------- 1028
sldp1-2         TATCGGAATAAACTAGTTTGATGGTGTGTTTTGTGTGCTAGATTCACGAGATGTGTTGTGTAGTACTGAATCTCAACTTT 1528
                                                                                                

SLDP1 protein sequences
>SLDP1.1_Col-0
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNEPIDQASGAQGTGEEKRKNTTKKKKKTGRAGV*

>SLDP1.1_sldp1-1 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNE?

>SLDP1.1_sldp1-2 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGALDVKGKLGLQKLKLLRARTMRKYLLMSQ*

>SLDP1.2_Col-0
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNEPIDQASGAQGTGEEKRKNTTKKKKKTGRAGNRFLKCHTWSSSKLCGRCDLLECCFDRVDCVVRRVITCSALSLISEASVKMSRICMVLNLQVYSEEQLWETMETLRKVVGYSVARSATCAEELKALYVFTGVVEPPRSSLNQDTYDIAHLTIRLRFLMSVIGIN*

>SLDP1.2_sldp1-1 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNE?

>SLDP1.2_sldp1-2 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGALDVKGKLGLQKLKLLRARTMRKYLLMSQ*


>SLDP1.3_Col-0
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNEVYSEEQLWETMETLRKVVGYSVARSATCAEELKALYVFTGVVEPPRSSLNQDTYDIAHLTIRLRFLMSVIGIN*

>SLDP1.3_sldp1-1 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGAAGVGEAALFRGKEEPIPIQVKEDEEMAKESTSLLEKIRDEGRTDKETSERTLQDDKKSGNAKSEEVQEQPEKREAPETRREGETGATKIETSTGKDDEEISSNE?

>SLDP1.3_sldp1-2 (putative)
MSQTMEEYQSNESEDKRSWIWSKAVSVGKKVLTAGVVVSSAPLLVPSLFVASTLAFLSSVPFCLFLANYACTQKVMSTLLPDTEETGGVGKEDDDESGFDEYSKIGHGEGALDVKGKLGLQKLKLLRARTMRKYLLMRCIVRSNYGRRWRL*


SLDP2 genomic alignments
CLUSTAL W (1.83) multiple sequence alignment

SLDP2_genomic   ATGGAAGAAGTCACAAGAGTGGATGGGAAGATGGGTTGGCTTTGGAGGAAAGGAGTTAGTGTGGGAAAGAAGGTTCTTGC 80
sldp2-1         ATGGAAGAAGTCACAAGAGTGGATGGGAAGATGGGTTGGCTT-------------------------------------- 42
sldp2-3         ATGGAAGAAGTCACAAGAGTGGATGGGAAGATGGGTTGGCTTTGGAGGAAAGGAGTTAGTGTGGGAAAGAAGGTTCTTGC 80
                ******************************************                                      

SLDP2_genomic   AGCATGTTTTCTAGTGTTTTCTGCACCGTTCCTCGTTCCCGCACTCGTTGTTGCCTCCACAATCGCGTTGATTTCGTCCC 160
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AGCATGTTTTCTAGTGTTTTCTGCACCGTTCCTCGTTCCCGCACTCGTTGTTGCCTCCACAATCGCGTTGATTTCGTCCC 160
                                                                                                

SLDP2_genomic   TTCCTTATTGTTTTTTCTTGGTGAGCTATGTTTGTACTGAAAAGTTGATGAGAAAACTGCTTCCTGCTAATGCGTTTAGT 240
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         TTCCTTATTGTTTTTTCTTGGTGAGCTATGTTTGTACTGAAAAGTTGATGAGAAAACTGCTTCCTGCTAATGCGTTTAGT 240
                                                                                                

SLDP2_genomic   GGAAGATGTGATCATGAAATGGTGCTACACCAGAACAAGATCAGTCACGGTGATATTTATGATGAAGCCGTTGCGCGAGT 320
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GGAAGATGTGATCATGAAATGGTGCTACACCAGAACAAGATCAGTCACGGTGATATTTATGAT----------------- 302
                                                                                                

SLDP2_genomic   GGCTATAAGTGAGCCTGTTCTTGTTCAGATTGAAGAAGAGACAACGATCGCAATAGCTTATCGGGAAGATGAGGATATGA 400
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         -----------------------------------------------------------ATCGGGAAGATGAGGATATGA 324
                                                                                                

SLDP2_genomic   CGAAAGAGTTAAAGAGCTGGTTAGAGAGTATAAGAGACGAGGGTAAAAATAATCAATCACTTTATAGAGGAGTCATATTG 480
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         CGAAAGAGTTAAAGAGCTGGTTAGAGAGTATAAGAGACGAGGGTAAAAATAATCAATCACTTTATAGAGGAGTCATATTG 404
                                                                                                

SLDP2_genomic   GAAAAAGGATTTGAAGAGGAGGATAAAGATCAGTCTATAGTTCCTAGAGATGCCAAGTCAGAGAATGTTAGAGCAAAACT 560
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GAAAAAGGATTTGAAGAGGAGGATAAAGATCAGTCTATAGTTCCTAGAGATGCCAAGTCAGAGAATGTTAGAGCAAAACT 484
                                                                                                

SLDP2_genomic   TGAAGATCTATTAGGGAAGAAGCAAGAATCTGTGACTATACATGAAGGTGGTTATATAAGTGAAGCTTTTAAGGTTTTAA 640
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         TGAAGATCTATTAGGGAAGAAGCAAGAATCTGTGACTATACATGAAGGTGGTTATATAAGTGAAGCTTTTAAGGTTTTAA 564
                                                                                                

SLDP2_genomic   AAATGTGTGAATTCCTTGAAACTAGCTTATGAATCTTTAAGCCTTTGTTTTTACAGGAGAACTTGAGTCCACTACAAGTA 720
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AAATGTGTGAATTCCTTGAAACTAGCTTATGAATCTTTAAGCCTTTGTTTTTACAGGAGAACTTGAGTCCACTACAAGTA 644
                                                                                                

SLDP2_genomic   AAACGTCTAGAGAGAAGGATATGGAAATATCTTCAACTACGGTTAGTATATCTTCTTTCATCCTATTGTTTCATTACTGA 800
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AAACGTCTAGAGAGAAGGATATGGAAATATCTTCAACTACGGTTAGTATATCTTCTTTCATCCTATTGTTTCATTACTGA 724
                                                                                                

SLDP2_genomic   GTGGTTGCGAGGCGTCGTCGTTGCATGTCGAACTGAGTAAAAATCAGATTGTGCTATGGTATTGTTTAAGTGATTCTCAG 880
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GTGGTTGCGAGGCGTCGTCGTTGCATGTCGAACTGAGTAAAAATCAGATTGTGCTATGGTATTGTTTAAGTGATTCTCAG 804
                                                                                                

SLDP2_genomic   GCCTTTTGTGTTGAACTTGTTCTGTTATGTGGATCCATTTGCTTCGAGTTAACATGGTGCTTACCGATGCCCTTATGTTT 960
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GCCTTTTGTGTTGAACTTGTTCTGTTATGTGGATCCATTTGCTTCGAGTTAACATGGTGCTTACCGATGCCCTTATGTTT 884
                                                                                                

SLDP2_genomic   GTGAGTGTTTTGGCTAGTAACAAATTTGTGCCTTATTGTATATTGTAATGTCTACGGATCTTTAAGTGGATAGTGTAAGG 1040
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GTGAGTGTTTTGGCTAGTAACAAATTTGTGCCTTATTGTATATTGTAATGTCTACGGATCTTTAAGTGGATAGTGTAAGG 964
                                                                                                

SLDP2_genomic   GTCTTTATGGGTCAATCCTCTCTTAAGAAGCTTCTTGTTTCGTTTGATGGTGTTATTATCTCAAGTAACCAAATACGTGG 1120
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GTCTTTATGGGTCAATCCTCTCTTAAGAAGCTTCTTGTTTCGTTTGATGGTGTTATTATCTCAAGTAACCAAATACGTGG 1044
                                                                                                

SLDP2_genomic   TTGTTTGATTCGCTCTCTTCATATGGTTTTTTGACGGTTGATTTGAACTTATTATATGCTGCTCGAGTCCAGTGGTTGTA 1200
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         TTGTTTGATTCGCTCTCTTCATATGGTTTTTTGACGGTTGATTTGAACTTATTATATGCTGCTCGAGTCCAGTGGTTGTA 1124
                                                                                                

SLDP2_genomic   AGAGTGTGTAACAGTATATATATGTGGGTAAAATTCACAGTCAAAGGCTAGGTTAATGGTAGGATCACGAGTCCTATAAG 1280
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AGAGTGTGTAACAGTATATATATGTGGGTAAAATTCACAGTCAAAGGCTAGGTTAATGGTAGGATCACGAGTCCTATAAG 1204
                                                                                                

SLDP2_genomic   GTAGATAGACGAAATGAGGTCTTGAAAAGAGAACAACAAAGGGTACAGTTTTAATGGTAGGGACATATTTTTCATTATTC 1360
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GTAGATAGACGAAATGAGGTCTTGAAAAGAGAACAACAAAGGGTACAGTTTTAATGGTAGGGACATATTTTTCATTATTC 1284
                                                                                                

SLDP2_genomic   AGTCACTTATGCTACTTCTTATTAAGTGAGTAGCACAATTGTTTTTATTAAGATTACTTGGCGTCCGTGTAATAGCTTAG 1440
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AGTCACTTATGCTACTTCTTATTAAGTGAGTAGCACAATTGTTTTTATTAAGATTACTTGGCGTCCGTGTAATAGCTTAG 1364
                                                                                                

SLDP2_genomic   CTTCTTGAACTCATTTATCTGTTTCTAGTGATAAATCCAAATGTTTTTGTACTTTGAATTGTCTCTCTAATTTAAATGAA 1520
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         CTTCTTGAACTCATTTATCTGTTTCTAGTGATAAATCCAAATGTTTTTGTACTTTGAATTGTCTCTCTAATTTAAATGAA 1444
                                                                                                

SLDP2_genomic   TAGCTAAAAAAATTTGTTCAAGCATTAACCATAAGTACCGTGTGAGCATTAGTGTAACATAGTACATGAGAACTTATTCA 1600
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         TAGCTAAAAAAATTTGTTCAAGCATTAACCATAAGTACCGTGTGAGCATTAGTGTAACATAGTACATGAGAACTTATTCA 1524
                                                                                                

SLDP2_genomic   AGAAGCTTGTGTAAATACATAGTACCTTATCTTTATCAACTAGATCATGCATTGAATTGTTTGTTTCCAAATCCTTCTCA 1680
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AGAAGCTTGTGTAAATACATAGTACCTTATCTTTATCAACTAGATCATGCATTGAATTGTTTGTTTCCAAATCCTTCTCA 1604
                                                                                                

SLDP2_genomic   AAGGTTGTTTTCTTGTTTGGCTACTTAAATTGAGGTTTGTGGGTAAAGGTGTTGTATAGCGAGGAGCAGATATGGACAAA 1760
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         AAGGTTGTTTTCTTGTTTGGCTACTTAAATTGAGGTTTGTGGGTAAAGGTGTTGTATAGCGAGGAGCAGATATGGACAAA 1684
                                                                                                

SLDP2_genomic   GATTGAGGCATTAAGGAAGGTAGTTGGATATAACGTTACGAGGAGCACGACTTATTCAGAAGAATTGAAGGCGCTTTACA 1840
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         GATTGAGGCATTAAGGAAGGTAGTTGGATATAACGTTACGAGGAGCACGACTTATTCAGAAGAATTGAAGGCGCTTTACA 1764
                                                                                                

SLDP2_genomic   TGTTCACGGGTGTGGAATTGCCGACATCAACGTTGGAGAATCAAGATATTGCAAAAGTCAGTGAGGGGCTTTCCTTTCTA 1920
sldp2-1         -------------------------------------------------------------------------------- 42
sldp2-3         TGTTCACGGGTGTGGAATTGCCGACATCAACGTTGGAGAATCAAGATATTGCAAAAGTCAGTGAGGGGCTTTCCTTTCTA 1844
                                                                                                

SLDP2_genomic   ATGTCTGTTATTGGAATAAAATAG 1944
sldp2-1         ------------------------ 42
sldp2-3         ATGTCTGTTATTGGAATAAAATAG 1868

SLDP2 protein sequences
>SLDP2.1_Col-0
MEEVTRVDGKMGWLWRKGVSVGKKVLAACFLVFSAPFLVPALVVASTIALISSLPYCFFLVSYVCTEKLMRKLLPANAFSGRCDHEMVLHQNKISHGDIYDEAVARVAISEPVLVQIEEETTIAIAYREDEDMTKELKSWLESIRDEGKNNQSLYRGVILEKGFEEEDKDQSIVPRDAKSENVRAKLEDLLGKKQESVTIHEGELESTTSKTSREKDMEISSTTVLYSEEQIWTKIEALRKVVGYNVTRSTTYSEELKALYMFTGVELPTSTLENQDIAKVSEGLSFLMSVIGIK*
>SLDP2.1_sldp2-1 (putative)
MEEVTRVDGKMGWL?
>SLDP2.1_sldp2-3 (putative)
MEEVTRVDGKMGWLWRKGVSVGKKVLAACFLVFSAPFLVPALVVASTIALISSLPYCFFLVSYVCTEKLMRKLLPANAFSGRCDHEMVLHQNKISHGDIYDIGKMRI*
>SLDP2.2_Col-0
MEEVTRVDGKMGWLWRKGVSVGKKVLAACFLVFSAPFLVPALVVASTIALISSLPYCFFLVSYVCTEKLMRKLLPANAFSGRCDHEMVLHQNKISHGDIYDEAVARVAISEPVLVQIEEETTIAIAYREDEDMTKELKSWLESIRDEGKNNQSLYRGVILEKGFEEEDKDQSIVPRDAKSENVRAKLEDLLGKKQESVTIHEGELESTTSKTSREKDMEISSTTVSISSFILLFHY*
>SLDP2.1_sldp2-1 (putative)
MEEVTRVDGKMGWL?
>SLDP2.1_sldp2-3 (putative)
MEEVTRVDGKMGWLWRKGVSVGKKVLAACFLVFSAPFLVPALVVASTIALISSLPYCFFLVSYVCTEKLMRKLLPANAFSGRCDHEMVLHQNKISHGDIYDIGKMRI*
LIPA genomic alignments
CLUSTAL W (1.83) multiple sequence alignment

LIPA_genomic_CDS_  ATGGCTGTTGTAGAAGAACCGATACTTTCAAGATTGGATCGTATTGATTTCATGGTGAGGAAGTTAGAGGAGATGAAAGG 80
lipa-1             ATGGCTGTTGTAGAAGAACC------------------------------------------------------------ 20
lipa-2             ATGGCTGTTGTAGAAGAACCGATACTTTCAAGATTGGATCGTATTGATTTCATGGTGAGGAAGTTAGAGGAGATGAAAGG 80
                   ********************                                                            

LIPA_genomic_CDS_  AAGCTCGCCTAGAAGCTCGAGCCCATCGACTCCATCTAGTGGGACTCAGCCATCGTCAATGGATCTGTCGTCACCGAGGA 160
lipa-1             -------------------------------------------------------------------------------- 20
lipa-2             AAGCTCGCCTAGA------------------------------------------------------------------- 93
                                                                                                   

LIPA_genomic_CDS_  GCATAGGGAAGGTACACTGCCGTTCGATGGAACAAGTCAGGGAGGAGACTGAGCGGAAAGGAACTTTGCTAGAGAGACTT 240
lipa-1             -------------------------------------------------------------------------------- 20
lipa-2             ------------------------------------------------------GGAAAGGAACTTTGCTAGAGAGACTT 119
                                                                                                   

LIPA_genomic_CDS_  AATAATGTAGAGGAGCAAGTGCTTAAGCTGTGTTCACAGTTTGAGGAAGAAGTTGAAGAAGAGAGGAAGAGAGAAGATAA 320
lipa-1             -------------------------------------------------------------------------------- 20
lipa-2             AATAATGTAGAGGAGCAAGTGCTTAAGCTGTGTTCACAGTTTGAGGAAGAAGTTGAAGAAGAGAGGAAGAGAGAAGATAA 199
                                                                                                   

LIPA_genomic_CDS_  GACGGATAAGGAAAAGAAGACCCCGAAGAAGAAGAAGGGATTGAGGAAGCTGGTTGATAAAGTTGTTGGATCTTCTTCTC 400
lipa-1             -------------------------------------------------------------------------------- 20
lipa-2             GACGGATAAGGAAAAGAAGACCCCGAAGAAGAAGAAGGGATTGAGGAAGCTGGTTGATAAAGTTGTTGGATCTTCTTCTC 279
                                                                                                   

LIPA_genomic_CDS_  CCACTAATATCCATTCCAAGAGCTGGCGTTGTTGA 435
lipa-1             ----------------------------------- 20
lipa-2             CCACTAATATCCATTCCAAGAGCTGGCGTTGTTGA 314

LIPA protein sequences
>LIPA_Col-0
MAVVEEPILSRLDRIDFMVRKLEEMKGSSPRSSSPSTPSSGTQPSSMDLSSPRSIGKVHCRSMEQVREETERKGTLLERLNNVEEQVLKLCSQFEEEVEEERKREDKTDKEKKTPKKKKGLRKLVDKVVGSSSPTNIHSKSWRC*
>LIPA_lipa-1 (putative)
MAVVEEP?

>LIPA_lipa-2 (putative)
MAVVEEPILSRLDRIDFMVRKLEEMKGSSPRGKELC*
